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>RXA0000 9-upstream 

GACGACATGCGCAGGCGAGTAATCGAACTGCAATTGGGCAAACTAGTCCGCGATGATGCC 
CACGGCGTCTACGGCGAAATGCGATAGGGGAGTACTTCAC 

>RXA00009 

ATGGCTTTTGGATATGTACTGCGTGAAGCTGTTCGCGGCATGGGCCGCAACGTCACCATG 
ACCATCGCGCTCATCATCACCACCTCTATTTCCTTGGCACTTCTTGCCACTGGATTTTTG 
GTGACCAACATGACCGACCGCACCAAGGACATCTACCTGGATCGCGTCGAAGTGATGATC 
CAACTCGATGAGGACACCTCTGCCAACGATCCCGAATGCACCGCGGAGTCCTGCACCGAA 
GTTCGTGATGTCTTAGAAGGACTCGACGGCATCGATTCCATCACCTACCGTTCCCGCGAG 
GCCTCCTACGAACGATTCGTAGAAGTTTTCAAAGATACTGACCCAGTTCTCGTCGCTGAA 
ACCTCTCCCGACGCATTGCCAGCAGCGTTCCACGTCCGACTTGAAGATCCACTTGCCGTT 
GAGATTCTCGATCCGGTCCGCGATCTTCCTCAAGTAAGCAACGTGATCGACCAGGTGGAT 
GATCTGCGCGGAGCAACCGAAAACCTTGACTCCATCCGCAACGCCACCTTCCTCATCGCG 
GCTGTGCAAGTTTTGGCATCGATCTTCCTGATTGCCAACATGGTGCAAATCGCTGCATTC 
AATCGTCGTGAAGAAACTGAAATCATGCGCATCGTCGGCGCATCGCGGTTCTACACTCAG 
GGACCATTCGTCTTCGAAGCGATTCTATCCACCCTCATTGGTGCGGTTTTCGCCGTCGGC 
GCGCTCTTCTTGGGTAAAGAACTCGTCATTGATAAAGCACTCCGCGGACTCTACGATTCC 
CAGCTCATCGCACCAGTTACCACCACAGATATTTGGCTGGTCGCACCGATAATTTCCGGC 
ATTGGCGTGGTGATCGCCGGCATTATCGCACAACTCACCCTGCGCTTCTACGTGAGGAAA 

>RXA0000 9-downstream 
TAAGACTATTGAACTCCTTGCCG 



>RXA0'00 10 -upstream 

CTTAAGAATTACCGGTTATTTGTCGTTGAGTTCTCCTCTGAGCACTCAGGGTAGTCACTT 
CCGTTTCTTTAGCCACAGGAGTTTCGCTAAAGTGTGACCC 

>RXA00010 

GTGATCACCTTCGAGAACGTCACCAAGAACTACAAGACATCAACCCGCCCTGCATTAGAC 
AATGTGTCCCTACACATTGAAAAAGGCGAGTTCGTGTTCCTCATCGGCCCATCCGGCTCC 
GGAAAATCAACCTTCCTGCGCCTGATGACGCGGGAGGAAAACGTCAGCTCCGGATCGCTG 
ACACTGGCTGATTTTCAGGTGAACAAACTTCGCGGCACGCAAGTAAACAAACTGCGCCAA 
CGCATCGGATATGTGTTCCAAGATTTCCGACTCTTAAAAAACAAGAATGTCTACGACAAC 
GTCGCATTCGCATTGGAGGTCATCGGGAAGAAGAAGGACAAGATTCAAGAACTTGTCCCC 
GAAACTCTGGAAATGGTTGGCCTTGCCGGAAAAGCCAACCGCATGCCCAACGAACTATCC 
GGTGGTGAGCAGCAGCGCGTGGCCATCGCCCGAGCTTTCGTGAACCGCCCACTCGTCTTG 
CTTGCTGATGAACCAACCGGCAACCTCGACCCCGATACCTCCGATGAGATCATGATTTTG 
CTCAACCGCATCAATCGCCTCGGCACCACGGTGGTCATGTCCACCCACAACGCCCGAACT 
GTCGACGACATGCGCAGGCGAGTAATCGAACTGCAATTGGGCAAACTAGTCCGCGATGAT 
GCCCACGGCGTCTACGGCGAAATGCGA 

>RXA00010-downstream 

T AG G GG AG T AC T T C AC AT G G C T T 



>RXA00024 -upstream 

TTAAGACATCAACATATGGCTTGTGCTACTGAAAGATTTTTCTTCTGAAATTCTGTAGAA 
ACGCTCCTATGCTCGGGGCAGTAAGTTGTGAGCATAGGAA 

>RXA0002 4 

ATGGAGCACGGCGTGACCGTTATTAAAGGCACTGAATTTGATGTTTTCCCACTAAACCTC 
GGTGGAAATACCTTTGGCTGGACCTCGAATAGGG7U\CAGACCTTCGCGGTTTTGGATGCA 
TTCGTGGCAGCGGGAGGAAACTTTGTTGACACCGCCGATTCTTATTCTGCATGGGTTGAA 
GGCAATGAGGGTGGCGAGTCGGAGCGGGAGCTCGGCGCGTGGATTAAGGAACGTGGCGCA 
GACAAGCTGATCATTGCTACCAAGTCTGGTGCGTTGGAGCCTGTTGCTGGTCGTTCCCGT 
GAGGCAACTTTCAAGGCTGTCGAGGGTTCCCTGGAGCGTTTGGGCGTGGAATCGATCGAT 
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ATTTTTTACTACCACTACGACGATGAGGCAGTCAGCATTGATGAGCAGGTTGCTATCGCT 
AATGATCTGATTGCACAGGGCAAGATTAAGCACCTCGCATTGTCTAACTACAGCGCGGAG 
CGTTTAGCTGAGTTCTTTGAGAAGTCTGTAGGCACTCCAGCGCAGCCGGTTGCTCTGCAA 
CCGCACTACAACCTGGTGTCGAGGAAGGATTATGAGGAGAACGTGCAGCCACTCGCCGAG 
AAGCATGGCGTTGCAGTCTTCCCTTATTTCGCGCTTGCCGCGGGTCTTTTGACCGGAAAG 
TACACCTCCAAGGAGGATATTTCGGGTAAAGCGCGTGCGGGGCAGTTGGATCGTTACGCC 
AGCGATGAGGCGTTTGCCGTGGTGACAGAGTTGCGTGCTGTTGCCGATGAGTTGGGTGTT 
GCGCCAACGACTGTGGCGCTTGCGTGGTTGGTTGCGCATGGTGTGACCGCACCGATTGCG 
TCCGTGTCCAAGGTAGAGCAGTTGAAGGATTTGATGGCTGTGAAGGATGTGGAGCTGAGC 
GCTGAGCAGCTTGCACGTTTGGATAAGGTTTCGGAGCCTTTCGCT 

>RXA0 002 4 -downstream 
TAAGCTCTCCTCAAAAGTAAGTG 




>RXA0002 6-upstream 

CCCTTTCTGGCTAGCCTGGGCTACATTGTTGGCAATTTGGTTCTACGCCGATTTGCCGCT 
TGGACCTGGCTCTGCGATCTTCCTCGAAGGATAAGTTTTC 

>RXA0002 6 

ATGAGTACTGACAATTTTTCTCCACAAGTTCCGTCGACTGTGTATTTGGATTACATGGAG 
CAAGGGATTGCCGCGCGCAAAGCGGAGGCAGAATCTAACGCCAGCACGAAGGGGGAGAGC 
CCGGATTATCCAGGCCAGCAGGTTATTTGGCGCCTGATCCAGGAAGCAGGGGAGTCGTTG 
CGTGATGAACTGCGCACACTGGCTTTCACGCTGCACGACCATCCGGAAGAAGCGTTCGAG 
GAGGTGTTCGCCACCGAGGAAATCACAAAACTTCTGCAAAATCATGGTTTTGAGGTTCAG 
AGTGGAGTTTATGGTGTTAAAACCGCTCTAGAAACTAGTTTTGAAACCCCTGGTTATGAT 
CCAGCGCAGCACCCAAGCATTGCGATCTTGGCGGAATACGATGCCCTTCCAGAGATCGGC 
CATGCATGCGGGCACAATATCATCGCAGCAGCTGGTGTTGGCGCATTTTTAGCTGTCACC 
AACATGATCAAAACTGCCGAAGTGAAAGGCGTGGATCACCTCGACTTTGAAGGCCGGATC 
GTGCTGTTGGGAACACCTGCTGAGGAGGGGCATTCCGGCAAGGAATACATGATCCGAAAT 
GGCGCATTCGATGGCATTGATGCGTCGATTATGATGCACCCCTTTGGCTTCGATCTGGCG 
GAGCATGTTTGGGTGGGCAGACGTACCATGACGGCGACGTTCCACGGTGTCTCTGCACAC 
GCGTCTTCGCAGCCTTTCATGGGTAAAAATGCCCTCGACGCTGCAAGTTTGGCGTACCAG 
GGCTTCGGAGTTTTGCGTCAGCAAATGCCACCGAGCGACCGCCTTCACGCCATTATTACG 
GAAGGCGGAAACCGGCCAAGCATCATTCCAGACACTGCAACGATGTCGCTGTACGTGCGT 
TCTTTGTTGCCGGAAGCACTCAAAGACATATCGAAACGCGTGGATGATGTGCTCGATGGG 
GCGGCCTTGATGGCGGGGGTTGGCGTCGAAAAGCAATGGGAT.GTGCACCCAGCTAGCTTG 
CCCGTGCGCAACAATCATGTGTTGGCGCGGCGTTGGGCAAAAACGCAGAATCTGCGTGGT 
CGAACGGCGCTTTCGGAGGGTATTTTGCCCGACACTCTGGCAGCATCGACTGATTTTGGC 
AATGTCTCGCACCTGGTTCCGGGCATTCATCCGATGGTGAAAATTTCTCCGGAAAACGTT 
GCGCTCCACACCAAGGAATTCGCCGCTTATGCGCGCACGGAAGAGGCCATCGACGCAGCC 
GTGGACGCCGCAATCGGGCTGGCGCAAGTCGCCGTTGACGCGCTTGCAGATCCGCAAATG 
CTTATCGACGCGACCCTCGAGTTCACCAACTCCGGCGACGTACTTAAAGTAGGGGACTAT 
TTGGCT 

>RXA0 002 6-downst ream 
TAGGCAACGACTC CG AAACCTTC 



>RXA000 4 8-upstream 

GCGAAGGCGTGGGCATAGGGAAAACCTTAGCTGATCTGCGGTGACTTAAATATAAGGGGG 
TGGAATGGGGGTATTGTAAAATCTGAACCCTTGTTCATTT 

>RXA0004 8 

ATGAATCATGATTCAGAATGTGATCTAGATAATGTTGTTCAGTTCACTATTCAAGAAGGG 
TTAGATCCCATGTCACCCAATAACTTCGATACCGATGTCTGCATCGTCGGTGGAGGTCCT 
ACCGGAACGCTCCTTGCAGTACTGCTCGGCCAAAAAGGTCACCGCGTCACCATCCTGGAA 
AAGTGGCCAACATTCTACGAACGACCTCGTGCAGTCACCTTTGACCACGAAATCGCACGG 
ATCCTTGGATACATTGGCATTGATTCTGAAAACGACGAAGCCATCGATTACCACTCCGAC 
AGCTACGACTGGAAGAACGCAGCGGGGGAGACGCTTTTGGAAGTCGATTGGACCTCCATG 
ACAGATTCCGGATGGCGCACCCGATACTGGTTCTACCAGCCAGAACTTGAAAAGCGTCTG 
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CGCGATCTGGCCCTGACCATGGATTTTGTAGATATTCGCTGTGGCTTCACCGCTGTCGGA 
TTGTCCCAAGATGAAAACTCCGCCATCATTCACGGCATTGTCACTGATACCCCAGAGAAC 
ATTCCAGCAGATGCTCAGCGCGAAGATATCCGAGCGAAGTATGTCATCGGTGCAGACGGA 
GCTAACAGTTTCGTGCGTAACTCCCTTGGCTTAGAGATGAATGATCTTGGATACTTCTTC 
GACTGGCTGATCCTGGACCTCAAGCCAACTCAGGACATTGACTACGGAACAGATCACTGG 
CAACTGTGTGATCCCAAGCGCCCAACCACCATCGTTCCTGGAGGCCCCGGCCGCCGACGT 
TGGGAATTCATGGCGCTGCCTGGTGAAGATCTCAAGGAACTCGCTTCTGAAGAAAGCGCG 
TGGAATCTACTTGAGCCATGGGATGTCACACCTGGCAAGGCCATTCTCGAGCGCTCCGCA 
GTGTATCGATTCCAAGCTCGCTGGGCCCAGGAATGGCGCTCCGGAAGAGCTCTCATCGCA 
GGCGATGCCGCTCACCTCATGCCACCTTTCGCAGGTGAAGGCATGTGCGCTGGCCTGAGA 
GACTCACTGGCGTTGGCATGGCGTCTTGATTTGGTGCTGAGCGGAAAATCAGATGATGCA 
TTGCTAGACACCTACGGAGAAGAACGCCGCGAACACGTCCACTACTACATTGATTTCTCC 
ATGGACCTGGGCAATGTCATCTGCATTACTGATGAAGATGAAGCACGTTTGCGCGATGAG 
CGCATGATTAAAGAGCTTGAAGCACAAGACGGGGTCCCTGTTAATACCGATGTCGCACAC 
TTGGGACCGGGAATTTGGGATAAAGATTCTTCCCATGGTGGCGAGCTAGCGAAGCAGGGC 
ATAGTGGAATACCAAGGTCGAAAGGCGCGTTTCGACGACGCAGTCGGCCGTGGCTGGGCA 
GTTTTAGGCCTCAACACTGATCCACGAGAAGTGCTTGATGAGGATTCGCTTGTGGCACTT 
GACGCCATCGGTGCAATCGTCGAATCAGTAGGTGATGCAACTTCCGCAGTTTTAGATGTT 
GAAGGTCTTTACACTCGCTGGCTCAAGGAAGCCGGGGCAACATTTATTATTACCCGCCCC 
GATTTCTACGTCTATTCCACAGCAGTGGACGCTGAACAACTTCAAACACAGATTAAGCAG 
CTATCGGATCTACTTCACCTCAACTCAGTTGTCGGAGCA 

>RXA0004 8-downstream 
TAGGAGCTAAAAATGTCTTTACA 



>RXA0007 0-upstream 

CCACTCGTCCTCGACATACTTCTCCTGGCACTAAACGCAGGGGTTGACACATCTGGGTAG 
AC TAT C G AAG T AC AT T T T G T G T CAT T GAG G AG G A T C AAC G 

>RXA00070 

GTGGGTATCAATCGCATCAGCCAAGGCTCTGCCCCGAAGCTGGGAGTGCGAAGCACCAGA 
CAGCGAAAAGCCGTAATTGACGTTCTTGAGGAAATCGATAACTTCGCTTCCGCCAAAGAA 
A T C C AT C AC GAG C TAT C C AC C AG G G AAC AC AAC GTCGGCCT C AC AAC C G T C T AC C G AAC C 
CTCCAATCCCTCGCCGACATCGGAGCAGTCGACGTACTTACCGTCACGGGTGGAGAAACT 
CTGTACCGCCAATGCCACGACGAGGGACACCACCATCACCTGGTCTGCACCAATTGCGGT 
CGCACAGTCGAAATCGATGGCGGTCCAGTAGAGACATGGGCACAGGAAATTGCCACTAAA 
AACGGCTTTGCTCTCAGTAGTCACGAGGCTGAAATCTTTGGACTTTGCGCTGATTGTAAG 
GAAAAAGTTACG 

>RXA0007 0-downstream 
TAG T T C AAG G AC AT AT G AAG C T G 



>RXA0007 2-upstream 

ACGGCCAGGACGATCCAGTGCACAGGCCAGCACCAGCAAAGTCCACATCGCAAGCATTAA 
AAG AA T C T C T C G AAAG AC AC AAAAG AG G T GAG T C G C AAC A 

>RXA0007 2 

ATGAGCTTTCAACTAGTTAACGCCCTGAAAAATACTGGTTCGGTAAAAGATCCCGAGATC 
TCACCCGAAGGACCTCGCACGACCACACCGTTGTCACCAGAGGTAGCAAAACATAACGAG 
GAACTCGTCGAAAAGCATGCTGCTGCGTTGTATGACGCCAGCGCGCAAGAGATCCTGGAA 
TGGACAGCCGAGCACGCGCCGGGCGCTATTGCAGTGACCTTGAGCATGGAAAACACCGTG 
CTGGCGGAGCTGGCTGCGCGGCACCTGCCGGAAGCTGATTTCCTCTTTTTGGACACCGGT 
TACCACTTCAAGGAGACCCTTGAAGTTGCCCGTCAGGTAGATGAGCGCTATTCCCAGAAG 
CTTGTCACCGCGCTGCCGATCCTCAAGCGCACGGAGCAGGATTCCATTTATGGTCTCAAC 
CTGTACCGCAGCAACCCAGCG 



>RXAOO 07 8 -upstream 

CGGTGCTGAGGAGGGTGACATGTCTGGAAGCAGATTGACGCATGCTTTCTAGCGTAATGT 
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GGGTCACAGAAAATGCTCTCGCTTGGAAGGCAGGAATCCG 
>RXA00078 

ATGAAAGCCGATCTCACCCCGTACCGTCAGTTCAATGGAAATGCCAAAGAAGCAATGGAG 
TTCTACCAAACAGTTTTTGGTGGCGAGCTTCAGATGATGCCGTTTTCCGCCATGCATTCT 
GAGGAGGAAGTTGGTGGTGACGGCGAGAAAATCATGCACGCTGAGCTGGTCGTTGATGGT 
CAGAAGTTGCTTTTTGCCAGTGATATTCCGCGCGTGATGCAACGAATGAAGGGCGAGGAC 
ACTCCGTTGTCGCTGACTGGTGGCGCTGAGCTGGAAGAGGAAATTCGTGGCTACTGGGAG 
AAGTTGTCTGAGGGCGGCACCGTGACCATGCCTTTGGAAGCTGTTCCTTGGGGTGCGGTT 
TATGGTGCGCTGGAGGATCGCTTTGGAACTCACTGGATGTTCAACATCGGTGGC 

>RXA0007 8-downstream 
TAAAACTTTTGGAAACTTATTGA 

>RXA0 008 8-upstream 

GCTGTGTTACTTTCATCTTTAGGTAACCTACCCTCACTAAAGCTCTGGGAATACTCTGGC 
AGTTTTGGTGGATTATTTTTATAGACTTTCAAAGGACGAC 

>RXA0 008 8 

ATGGTGAAAAACCGATTCAAGCTAGTTTCAATCGCAACTGTTGCGGCCCTGGCGCTCGTT 
GGCTGCTCTTCCACCGACAGCACCTCTTCCGAGTCTTCTTCCGCTGCAGAGTCAACCGCT 
GCAGCTAGCACCCTGACTATCGAAGACAACCACGGCACCGAAGGGATCTCCCTGCCAATC 
GAGGGCGTCGCTGCGACCGACAACCGCGCATTCGAACTGCTTGATCGCTGGGGTGTAGAG 
CTCGTTGCAGCTCCACTTCAGCTGGTTCCATTTACCGTTACGGGCTACACCGAAGAGGGC 
GGCGTCGCTAACCTTGGCTCCCACCGCGAGCCAGACCTGGAAGCACTTGCTGCTGCACAG 
CCTTCCCTGATCATCAACGGCCAGCGCTTCGCTCAGTACTACGATGACATCATTGCCCTG 
AACCCTGACGCAACCGTTGTTGAGCTAGACCCACGCGATGGCGAGCCACTTGACCAGGAG 
CTTATCCGCCAGGCTGAAACCCTCGGTGAGATCTTCGGCGAAGAAGAAGATGCTGCAAAG 
ATCGTTGCTGATTTCGAGTCCGCACTTGAGCGCGCTAAGACCGCATACGCAGCAATCTCC 
GACCAGACCGTCATGGCAGTTAACGTTTCCGGCGGAAACATTGGCTACATCGCTCCTTCC 
GTTGGACGCACCTACGGTCCAATCTTCGACCTGGTTGGACTCACCCCAGCACTCGAGGTT 
GGCAACGCGTCCTCCGACCACGAGGGCGACGACATTAACGTCGAAGCAATCGCAGCTGCA 
AACCCAGACCTGATCCTGGTCATGGACCGCGATGGTGGCACCAGCACCCGCAACGAAGCT 
GATTACGTTCCAGCAGAGCAGATCGTCTCCGACAATGAAGCACTGGCAAACGTCAAGGCT 
GTCACCGACGGATACGTTTACTACGCACCTGCAGATACCTACACCAACGAAAACATCATC 
ACCTACACCGAGATCCTCAACGGCATGGCAGATATGTTCGAGAAGGCAGCTCAG 

>RXA0008 8-downstream 
TAG G G GAT C GAT C C C AC AC T G AC 



>RXA00100-upstream 

GTTTTGCGGTGTTGAATTGGGTGTTTAATGTGCAGTGGGCGTGGGGAATGCTCATTGCGT 
ATCCGCTTGTTTCACATGCGGTGATCGCGCGGAGTAAACG 

>RXA00100 

ATGATTTTGGATTGGGTTATCTCCATCATGGAGGCACTCGGCGCCGTTGGCGTGGGTGTC 
GCGGTGTTTTTGGAGAACGTTTTCCCGCCGATTCCAAGTGAGGTGGTGCTTCCGCTCGCG 
GGTTTCACCACCACGCAAGGCGATCTCAATGTGTGGGCGGCGCTTATGTGGTCGGTGATC 
GGGTCGGTTTCCGGAGCGTTTTTGCTTTACGGGTTGGGGCGCTCAATCGGGGCGGCACGG 
TTGCGGCAGGTCGCCGACTGGATGTGGCTTGTCGACGCGACCGACGTGGATAAATCCCTA 
TCGTGGTTCGAAAAGTACGGGAAGTATTCGGTGTTTTTCGGTCGGTTGGTGCCGGGTGTC 
CGAAGTTTGATTTCGATTCCGGCGGGCGTCGACAAGATGAATCCGGTTCTCTTCGGTGTG 
CTCACTGCGGTGGGCAGCACCATTTGGAATGCGGTTCTGATTTGGACTGGTGTGTGGTTG 
GGGGCGGAATGGGAGACGGTGTCGATGTGGTTTGAGAGCTATTCAACGATCATTTACGTA 
GGTATCGCGCTCATTGTNGCTTACGTGTTGTTTGGTTTAGTCCGTCGCCGAATTAAAACT 

. >RXA00100-downstream 
TAACCATCGGTTCGTAGCCGAAG 
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>RXA00111-upstream 

CCGAGAAGCTGGAGAAGGCCAACAAGCGTGGCCTCTACACCTCCGCGTCCTTCCACAGCC 
CCGGCGCCATCACTGGCGACCACTAAAAAAGGAGACTTCG 

>RXA00111 

ATGGCCTTTTTTAGCTTTTCGACGTCTCCCCTCACCCGCCTCATCCCCGGCAGCCGCTCC 
AAAGCCACAGGCGCCAAACGGCGCCTGAGCAGCACAATCGCGTCGATTGAACGCTCCCCC 
GGCATCATTGCCCTAGACGGACCGTTCACCCACGATCACGTCTCCGTACGTGGCATTCGC 
CTCCATTTAGCAGAGGCAGGCTCCCCCACCAAACCCCTGGTTCTTCTGATCCACGGGGCT 
TTCGGCGGTTGGTACGACTACCGCGAAGTCATCGGCCCACTCGCAGATGCCGGCTTCCAC 
GTCGCCGCCATCGATCTACGCGGCTACGGCATGTCCGACAAACCCCCAACAGGCTACGAC 
CTCCGCCACGCAGCCGGAGAACTCAGCAGCGTTATCGCAGCTCTCGGCCACGATGACGCA 
CTTCTTGTCGGCTCCGACACCGGCGCCAGCATCGCCTGGGCTATCGCTTCCATGTACCCC 
GAACGGGTCCGCGGCCTAATTTCCCTCGGCGCGATCCACCCCCTTGACATGCGACGCGCC 
ATCCGACGAAAACCCCACCTACACGTCTCTGACCTCAGCCGACTTGCTCCTTTTCGGTTG 
CCCTCATTCCTGCATAACCTCTTCCACTTCGGAATCACCAGCGAAGCTCGACGTGAGATC 
GTCAACAACACGTCCTCGTCCTACCAGCGCAGCAACGCATTCACAGAGACAGTGCTCCTC 
CGCAAAAAAGCACTATCGATCGACCACACCATCACCCCGATCATCCGCACCAACCGCTAC 
CTCGTTGGGTCGATCCCCAGCAAAACAGTCTCCGCACCGGTGTGGCTGCTCAGAACCAAC 
ACTCGACGCTGGGAACATCTAGCCAATACTGCGCGCACTCGAACGACAGGGCCATTCACC 
ACCATCGCGATCCCCGGCGGCTACGAACTCCCCTACCTCGAGAACCCTTCCGAATTTGCA 
GCAACCATCGCAGAGTTCGCGCGCACCACGTTT 

>RXA00 Ill-downstream 
TAAGCACTGTGGCTGAGGCGCTG 



>RXA00 112 -upstream 

GCGTTAGGCTGACGGGCTCCGGTGGCCTAAAATCGAAGCGATCTAAAAATTTGGCAGTTA 
AT AT TAT CGATTTTC G AAAG C G T AG AAC AC C AAAC CAT T G 

>RXA00112 

TTGAGCCCCAGCCTGGTCGTCGATGCCGTCATCGTCCTCGTTATGGCATTCGCCCTGTGG 
GGTGGTTGGCGTCAAGGCGCCTTCACCTCGCTGCTGTCCACCGTCGGCGTCGTTTCTGGC 
CTGGTAGTTGGCGCAGCAGCAGCTCCATTTGTCATGGGTCTCACCGATTCCACCGCGCTT 
CGCTTCCTCCTGGCGATCGGCACCGTGGTGCTGCTGGTTGGTTTGGGAAATCTCATCGGC 
GCCCACTTGGGTGCTGCGATTAGAGACAACATCAAATTCCGAAGTTCCAGGACCTTAGAT 
TCTGGGCTCGGCGCCATTTTCCAAGTATTGGCCACCTTGATCGTGGTGTGGCTCGTCGCA 
ATTCCCCTGGCCACAGGCCTCCCCGGAACTGTCGCCAGCGGAATTAGAGACTCCCGCATC 
CTGGGCTTTGTAGACAAATACACCCCGCAAGGCCTAGATACCCTGCCCTCCAAAATCGCT 
GCGATGCTCAGCGAATCCGGCCTCCCACCACTGATTTCCCCCTTCACCGGCGGATCCTCG 
GTGGAAGTGGACGCCCCCGAAATCAACGTCACCAACGTTGACCTAGTCGAAGCAATGCGC 
CCGTCCGTCATCCACGTGATGGGTGACGCCCAAGAATGCAGCCGCCGACTCATGGGTTCT 
GGCTTTGTGGCATCCCCCGACTACGTTGTGACCAACGCCCACGTTGTTGCAGGTACCTCC 
ACCGTCAGCCTGGATACCATGATCGGAACCCGCTCCGCAGAGGTAGTGTTCTACGACCCG 
AACCTGGACATCGCAGTCCTTTACAGCCCTGACCTCGGCTTGGATCCACTGCCGTGGGCA 
TCCACTCCGCTAGACACTGGCGATGAAGCAATCGTCATGGGATTCCCACAGTCCGGACCT 
TTCAACGCCTCCCCAGCCAGGGTCCGCGAACGCATCATGATCACCGGCAGCAACATTTAC 
GCCAACGGCCAGCACGAACGCGAAGCCTATTCAGTCCGCGGATCCATCCAATCTGGAAAC 
TCCGGCGGCCCAATGACCAACGAAATGGGTGAAGTGGTTGGTGTTGTCTTCGGCGCAGCG 
ATCGACGGCTCCGATACCGGTTACGTTCTCACTGCCGAAGAGGTACAGGAGCGGATCGGC 
GACATCACCGCGCTGACTCAGCCTGTCGATACGATGCAGTGCGCGGTTTCT 

>RXA00112-downstream 
TAGTCGTCGGGAGCTAGGACCAG 



>RXA00133-upstream 

GTTACATCAGATGAGGATGCCCTATGGGTGTACACATGCGACGGGTGTATTGCAGGAGGA 
AATTTGAAGGTGGATACCCAGCGGATTAAAGATGATGAAG 
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>RXA00133 

ATGCTATTCGTTCGGCGGCTGACATCGCTGAAAACCGCAACAGGCATCCCAGTCACCATG 
TTCGCCACTGTGTTGCAGGACAATCGCCTGCAAATTACTCAGTGGGTTGGGTTGCGTACC 
CCGGCTCTGCAGAATCTGGTCATTGAACCAGGTGTGGGCGTTGGTGGACGCGTCGTCGCA 
ACCCGTCGTCCGGTTGGTGTGAGTGATTACACCAGGGCAAATGTCATTTCACATGAGAAG 
GATTCCGCGATTCAGGATGAGGGCCTTCATTCCATTGTCGCAGTTCCCGTGATCGTGCAC 
CGCGAAATTCGTGGCGTTTTGTATGTTGGCGTTCACTCTGCGGTGCGTCTCGGCGACACT 
GTTATTGAAGAAGTCACCATGACTGCGCGCACGTTGGAACAAAACCTGGCGATCAACTCC 
GCGCTTCGCCGCAATGGCGTTCCTGATGGTCGCGGTTCCCTCAAAGCTAACCGCGTGATG 
AATGGGGCGGAGTGGGAGCAGGTTCGTTCCACTCATTCCAAGCTGCGCATGCTGGCAAAT 
CGTGTGACCGATGAGGATCTGCGCCGCGATTTGGAAGAGCTTTGCGATCAGATGGTCACC 
CCAGTCCGCATCAAGCAGACCACCAAGCTGTCCGCGCGTGAGTTGGACGTGCTGGCTTGT 
GTCGCGCTCGGTCACACCAACGTCGAAGCTGCTGAAGAGATGGGCATCGGCGCGGAAACC 
GTCAAGAGCTACCTGCGCTCGGTCATGCGCAAGCTCGGCGCCCACACGCGCTACGAGGCA 
GTCAACGCAGCACGCCGGATCGGCGCACTGCCT 

>RXA00133-downstream 
TAAAAAGATTTTGCTTTACGACG 



>RXA00135-upstream 

CCCCGGTTCGCGTATAGATCTTGGTTAAATGAACGGCCATAACTTGAGATTCTAGCTGTC 
GTTACGCACAGGGGTGGGGAACACGGATAAGGTGGGGCAC 

>RXA00135 

GTGAAAGACAAGTTTTTAGTCACTGGTGGAGCACAGCTGCAGGGCGCTGTAAAAGTTTAC 
GGCGCAAAAAACAGCGTTTTGAAGCTCATGGCAGCAGCACTTCTCGCTGAAGGCACAACA 
ACTCTAACCAATTGCCCCGAAATCCTCGACGTCCCCCTGATGCGCGACGTCCTCGTTGGT 
CTTGGCTGCGATGTCACCATCGACGGCTCAACCGTAACCATTACTACCCCTGCAGAACTC 
AGCTCCAATGCTGACTTCCCAGCAGTCACCCAATTCCGTGCATCCGTATGTGTGCTTGGT 
CCATTGACAGCACGTTGTGGTCGCGCAGTTGTATCCCTTCCCGGCGGTGACGCCATTGGA 
TCCCGTCCACTCGACATGCATCAAAGCGGCCTGGAAAAGCTTGGTGCCACCACCCGCATT 
TCCCACGGTGCAGTAGTTGCAGAAGCTGAAAAGCTCGTCGGTGCCAACATCACCCTGGAT 
TTCCCGTCCGTCGGCGCCACCGAAAACATCCTCACTGCATCCGTCATGGCAGAAGGACGC 
ACAGTATTAGATAACGCAGCGCGCGAACCAGAAATTGTTGATCTCTGCCGTATGCTTCGA 
T C C A T G G G C G C C AAC AT T G AAG G T G AAG G AAG C C C AC C CAT C AC CAT C G AAG G C G TAG AG 
AAACTCACCCCAACTCAGCACGAAGTAATCGGCGACCGCATCGTTGCCGGAACGTGGGCA 
TACGCCGCTGCGATGACTCGTGGCGATATTACAGTTGGCGGAATCGCACCAAGGTATCTG 
CACCTTCCATTGGAAAAGCTCAAGATCGCCGGCGCCAAGGTGGAAACCTACGAAAACGGC 
TTCCGCGTCCAAATGGATAAGCAGCCTGAGGCAACCGACTACCAAACCCTCCCGTTCCCA 
GGGTTCCCTACAGATCTGCAACCCATGGCAATTGGAATCAACGCAGTATCTAATGGAACT 
TCAGTAATTACAGAGAATGTCTTTGAATCACGATTCCGCTTCGTCGATGAAATGCTTCGC 
CTGGGCGCTGACGCGAATGTCGATGGGCACCACGTAGTAATCCGAGGAATTGAACAGCTT 
TCCTCTACTTCCGTGTGGTCTTCAGATATCCGTGCAGGAGCAGGACTGGTTCTTGCCGCC 
CTTTGCGCAGACGGAGTGACCGAAGTTCACGATGTTTTCCACATCGACCGCGGATACCCC 
AACTTCGTGGAAAATCTGCAGAAACTCGGAGCGACCATCGAAAGGGTTTCTTCC 

>RXA00135-downstream 
TAACGAAGCCTTCCCATCAAGCA 



>RXA00137-upstream 

TTTACAGAGTGCTTATGAGGCAATCAGCCACTAAGTGTTGAGTAATCTACTAGTTTGGAC 
TAG AAG T T AC C C AC T T T C AG T GAAT T T T T AAG GAG AG AAC 

>RXA00137 

ATGGCTTTGGCTGATACCCGATTTGCCACTCGTCGTCGCGCACTTGCCGCAAAACTGGCA 
GCTCAACGGATCGACTCAATTTTGGTGACAAGCCCGATCCATGTTCGCTATCTCAGCGGA 
TTCACCGGCTCCAACGGCGCACTGATCGTGAACAAAGATCTCTCCGCGCAGATCTGCACC 
GACGGTCGCTACACCACCCAGATCGCAGAAGAAGTCCCGGACATCGAGGCGCTGATTGAG 
CGTGCCTCGGCAACGACGCTGCTAGCGCAGGTCGAAGGGCCGCGTCGTATAGCAATCGAA 
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GCCGCACAAACCACCCTGGACCAGCTAGACAGCCTGCGTGAAGCAACCCAGGAAGACGTC 
GAGCTGATCCCCGTGTCAGGTGTTGTGGAATCCATTCGCCTGACCAAAGACAGCTTCGAA 
CTCGACCGCCTCCGCGATGTCGCAGCGCTGGCTTCCCAAGCATTCGAAGATTTACTCGCA 
GCAGGAGAACTCGCCGAAGGCCGATCAGAGCGCCAAGTCGCCGCCGATCTGGAATACCGC 
ATGCGCCTGTTGGGAGCAGAACGCCCCAGCTTCGACACCATCGTGGCCTCTGGACCTAAC 
TCCGCGAAACCACACCACGGCGCAGGCGACCGCATCCTCCAGCGCGGCGATCTAGTCACC 
ATCGATTTCGGCGCACACGCACGCGGATTCAACTCCGATATGACCCGCACCCTCGTTATG 
GGCGAAGCAGGGGAGTTCGAAGCAGAAATCTACGACATCGTCCTGCGCTCCCAACTCGCT 
GGTGTTGAAGCAGCCTACTCAGGCGCCAACCTCTTCGACATCGACGCAGCATGCCGCAAA 
ATCATCGAAGACGCAGGCTACGGCGAATACTTCGTGCACTCCACCGGCCACGGCATCGGA 
CTTGAAGTCCACGAAGCCCCAAGCGCATCCAAAACCTCACAAGGAGTCCTAGAAACCGGC 
TCCACACTGACCATCGAACCCGGAATTTACGTCCCCGGAAAGGGCGGCGTACGCATCGAA 
GACACCCTGATTATTACCTCAGGAGCACCGGAAATCATCAGCAAGGTGAGT7VAGGACCTC 
ATCGTGGTG 

>RXA0 0 1 37 -downs t ream 
TAATCTAGGTGAGCTAATCGGTC 



>RXA0013 9-upstream 

GACCGGAAACGTACTCAAGGTAGACACCCGCGACGGTTCCTACCTCTCCCGCGTTAACAA 
CTAAGATTCTTAAAACCTTTAAGAATCAGCCAGAAACATT 

>RXA0013 9 

TTGATTGAACAGGAACAAAGAGAACAAAACGTGAGCGAGCGTCGACAAGATTACAAGCGA 
CACGGATCCCGCTACAAGGCGCGCATGCGTGCCGTAGACATCCTATTTGAAGCGGAATCC 
CGCGATGTTGATCCCGTGGCCATCATCGATGACCGCCACAAGTTGGCGCGCGATACCAAC 
CCCATCGTTGCACCGGTAGCGGAATACACCGAAACCATCATCAATGGCGTTGCCGTTGAA 
CTCGATACCCTCGATGTCTTCCTCGCGGAACACATCGCAGAAACCTGGACTCTCGGACGA 
CTCCCATCCGTCGACCGCGCAATCCTGCGCGTCGCTTCCTGGGAAATGATCTACAACGCC 
GACGTTCCTGTCACCACCGCAATCGTTGAAGCCGTGGAAATTGCCTCCGAATACTCCGGA 
GACAAATCCAGTGCCTACATCAACGCGACACTTGACGCCATGGCATCAAAGGTGGAGACC 
CTCCGCGAGCGCGCCGCCAACCCAGAAGCAGTTCTGGCGGAAGCTTCCGAATCTCTCGAT 
GATGCTCCGGTCGCGCCGTGGGATGACTCGGATGCTTTGGATGACTCGGATGAAGATTTT 
GAGGCTGTAGATGCTGCTGAGGTTTTTGAGGCTGAAGAGACTGTAGAGGTTTCCGAAGTC 
G C AG AA G AC T C T G AAG T T T C AAAG G T T T C AG AAG AAAAG G C T G AC GAG AG C 

>RXA00139-downstream 
TAAATCTTTTCTGGCTAACACCA 



>RXA0014 3-upstream 

GGACACCCGGTGTATACCCACTGGGACCTCATAAATCCACTGACTTGGAGAAGCCCCTGT 
GAGTCTGACCACAAGCCATTTTATTCCTTTTCCCCGAGAA 

>RXA0014 3 

ATGGTCTGGGATTGGCATACCCGCAAGGGCGCTGTCGCACGTCTGACTCCCCCATTCATC 
CCACTTAACCCCATTACGCAGGCAGAACGCCTCGCCGACGGCACCACCATCTTCAGTCTC 
CCCGCGGGACTTAAATGGGTGGCACGCCACGATTTATCCGGGTTTTTGAACGGGTCACGC 
TTCACCGACGTCTGCCTCACCGCCCCTGTGAAGGCCCTCGCAAACTGGCGCCACGTGCAT 
AATTTCGTCGACCAAGACGGCGGCACACTCATCACAGATTCCGTGAGCACCCGCCTACCG 
GCATCCACACTCACGGGCATGTTCGCCTATCGCC7VAACTCAGCTCATCGAAGACCTAAAA 
TTCTTAAGTAGAACAAGCACGCTTTTCGACGGCTCCCCCCTCACCGTAGCCATCACCGGC 
TCCAGGGGGCTCGTCGGCCGCGCGCTGACAGCGCAGCTGCAAACCGGCGGCCACGAAGTC 
ATCCAACTCGTGCGCAAAGAACCCAAACCTGGCCT^ACGTTTCTGGGATCCACTCAACCCA 
GCATCCGATCTCCTCGACGGCGCGGATGTTTTGGTTCACCTTGCCGGCGAACCGATCTTC 
GGGCGATTCAACGACTCCCACAAAGAAGCCATCCGCGAGTCCCGCGTACTTCCCACCAAA 
TTCCTCGCAGAATTAGTTGCCGAATCCACCCAGTGCACCACCATGATTTCCGCCTCTGCA 
GTTGGATTCTATGGTCACGACCGCGGCGACGAGATCCTGACCGAAGAATCCGAATCCGGC 
GATGATTTCCTCGCCGAGGTCTGTAGGGATTGGGAACACGCCACTGCTCCTGCCTCAGAT 
GCAGGAAAGCGCGTAGCCTTCATTCGCACCGGCGTGGCCCTCAGTGGACGCGGTGGCATG 
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CTTCCCCTGCTGAAAACCCTGTTCTCCACCGGACTAGGCGGAAAATTCGGCGATGGCACC 
TCCTGGTTCAGCTGGATCGCCATCGATGACCTCACCGACATCTACTACCGCGCCATCGTG 
GACGCCCAGATCTCCGGCCCCATCAACGCGGTAGCCCCCAATCCAGTCTCCAATGCGGAC 
ATGACCAAGATTCTGGCCACCAGCATGCACCGTCCCGCATTCATCCAAATTCCTTCCCTC 
GGCCCCAAAATTCTGCTCGGAAGCCAAGGCGCTGAAGAGCTAGCCCTGGCGTCCCAACGC 
ACCGCCCCAGCAGCACTGGAAAACCTCAGCCACACCTTCCGCTACACCGACATCGGGGCC 
GCCATCGCACACGAACTTGGCTACGAACAACTCGCAGATTTCGCCCAACAGCAAGAAATC 
GAAGCCGAACGCAAACAGGAACGAGCCGAACTCAAAGCCGCCAAGAAGATCGCCAAGAAA 
G C C C C AG T C C TAG AG G AA T C C C C C AC C AAC C T G G AAG AT C C C G AAG AAG T AG AG C AAAG T 
ATCCTTTCATCAATCCTCAATTTCCGCCGTAAGCGCAACGAC 



>RXA0014 3-downstream 
TAAAACCACCATCTGTAGTGTGG 



>RXA00152-upstream 

GTCATTGATATCCAAGGCACGACCGCGATTGTATGGAAAGAAGCCTAAATTTTTAACAAT 
CAAATAGTACTGGCCATTCCCAACTAAAACTGGAGTAACG 

>RXA00152 

ATGACAGGACTAATCCTCGCCATAGTTTTCCTGGTCTTTGTCGCCGTCGTGGTGATCAAG 
TCCATAGCCCTGATTCCCCAGGGTGAAGCCGCCGTCATTGAACGCCTTGGTAGCTACACC 
CGCACCGTTTCAGGTGGCCTGACCCTGCTGGTTCCATTCGTGGACCGAGTACGCGCAAGG 
ATCGACACCCGTGAGCGCGTGGTCTCATTCCCACCGCAGGCTGTTATTACCCAAGACAAC 
CTGACCGTGGCCATCGATATCGTGGTGACCTTCCAAATCAACGAACCAGAGCGCGCCATC 
TACGGCGTGGACAACTACATCGTCGGTGTGGAGCAGATTTCTGTAGCAACACTTCGAGAC 
GTTGTCGGTGGCATGACCCTGGAAGAAACCCTCACTTCACGTGACGTGATCAACCGCCGC 
CTCCGTGGCGAGCTCGATGCAGCAACCACCAAATGGGGCCTGCGCATCAGCCGTGTGGAA 
CTAAAGGCAATTGATCCGCCACCATCCATCCAGCAATCGATGGAAAAGCAGATGAAGGCA 
GACCGTGAAAAGCGCGCCACCATTTTGACCGCAGAAGGTCAGCGCGAAGCCGACATCAAA 
AC T G C C G AAG G T G AAAAG C AAG C C AAG AT C C T C C AAG C T GAG G G T G AAAAGC AC G C AT C C 
ATCCTGAACGCAGAAGCAGAACGCCAAGCGATGATCCTGCGCGCCGAAGGTGAACGCGCA 
GCACGCTACCTCCAGGCGCAGGGTGAAGCCCGAGCAATCCAAAAGGTCAACGCAGCAATC 
AAGTCTGCCAAGTTGACCCCAGAGGTTCTTGCTTATCAATACCTCGAAAAGCTTCCTAAG 
ATCGCAGAGGGCAACGCCTCCAAGATGTGGGTCATCCCAAGCCAGTTCTCCGATTCTCTG 
GAAGGTTTTGCGAAGCAGTTCGGCGCAAAGGATGCAGAAGGTGTCTTCCGCTACGAACCA 
AACACCGTGGATGAAGAAACCCGCGACATCGCAAACGCCGACAACGTGGAAGACTGGTTC 
TCCACCGAATCAGACCCTGAAATCGCAGCAGCAGTCGCCGCAGCAAACGCCGTGGCCAAC 
AAG C C AG T C GAT C C AG AAC C C G G T GAG AT C C T T T C C AAG AAG AC C G C AC G AC G C G T T G AA 
C C T G AAG C AG TAT T G GAG G C T T T G C AAAAC G G AAC C AC T AC AC AAC C T GAG G T T GAG G C A 
GCACCTCCTACCGCAAACTTCGCCCAAGAATTCCCTGCACCACAGGCAAACCCTGAAGAT 
T AC T C C G AC C AAC AC C G AG AG AAT C C T T AC G G AAAC 

>RXAO 01 52 -downstream 
TAATCAGGCATAAGAAAAGGCGG 



>RXA0017 7 

CTGCCTTATGTTCTTGCCTTCAACGCGCCATATGCGCCACAGGCAGAACAACGCGCAGCG 
GCAGCTTTCGGTTCTGCGACAGCACTTGAAGGATTGCAACAGCTGCGTGCCCAAGTGGGA 
GCACCACAGCGACTATCCGATTACGGATTCACCGCAGCAGGAATCCCAGAGGCAGTGGAA 
ATCATCTTGGAGAAAGTACCGGCGAATAATCCACGGACGGTCACAGAAGAAAACCTCACT 
GCGCTGCTTACCACAGCGCTCAACGGCGACGATCCAGCAACTTTGAAT 

>RXA00 17 7 -downstream 

T AAG GAG AC C AAC A T G AC TAT T T 



>RXA0017 8-upstream 

GCGAATAATCCACGGACGGTCACAGAAGAAAACCTCACTGCGCTGCTTACCACAGCGCTC 
AACGGCGACGATCCAGCAACTTTGAATTAAGGAGACCAAC 
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>RXA0017 8 

ATGACTATTTCAGCACAACAGCAAGCAGTGGAAGAAGACCTTGTAGAGCGCGTACTCGCA 
TCTTTTGATTCGTGTGAAAACCCTCGCCTCAAACTAGTGATGAAATCCCTGACTGTGCAT 
CTCCATGATTTCATCCGCGATGTTCGACTCACTGAAGAAGAGTGGAACTACGCCATTGAT 
TTCCTCACCAAGGTTGGGCATATCACCGACGATAAGCGCCAAGAATTCGTGTTGCTCTCT 
G AC AC CTTGGGTG CAT C C AT G C AG AC CAT C G C T G T T AA T AAC G AAG C AT A T G AAG AC G C T 
ACCGAAGCAACAGTCTTTGGCCCCTTCTTTGTCGATGATGCGCCACTGGTCCAAAACGGA 
GATGACATTGCCTTTGGCGCAGTCGGCCAGCCGGCATGGGTGGAGGGAACGGTCAAAGAC 
ACTGAAGGAAACCCCATTCCCAATGCACGCATTGAAGTATGGGAATGCGATGAAGATGGA 
CTTTATGATGTGCAATACGCCGATGAGCGCAGTGCTGGACGCGCACACCTGTATTCAGAT 
GAAAACGGCGAATACCACTTCTGGGGACTAACTCCCGTGCCATATCCCATCCCACACGAT 
GGTCCAGTAGGACAAATGCTCCAAGCAGTTGGTCGTTCCCCCGTTCGTTGCGCGCACCTA 
CACTTCATGGTGACTGCGCCAGAGAAGCGAACCTTGGTAACCCATATCTTCGTTGAGGGC 
GATCCGCAGCTAGAGATCGGCGATTCCGTGTTTGGCGTGAAGGACTCACTGATTAAGAAA 
TTCGTTGAGCAACCTGCAGGAACCGCAACTCCAGATGGTCGCGATGTGGGTGATCAAACC 
TGGGCACGCACACGTTTTGATATTGTGCTCGCCCCCGGCAATGTC 

>RXA001 7 8 -downstream 

T AAG T AGAAG C AGCAAAAAACCA 

>RXA0022 6-upstream 

CCGCCTGCGGTGTCAGCGGAGCGCGCCCGGCGTCTGAAAACTGCACTTGGTGAGAACGTG 
ATTGTTCATGATGTCACCTGTTCCATCGGTACGGAGGGGC 

>RXA00226 

ATGAACTTATCGATGCCGGCCTTCGCTACCTGGGTTCTGATCCTAGATTTCTCACGCACC 
CTCATGGCAGCCCACAATCTCCAGGGCAAAAACGCCCTGATTTTCCGCGCCGACGCGCTC 
CAGCCCGCAAGCAGGGGAGCCGACGTCATCATCGCGGACCCTGCCAGACGCGCCGGGGGC 
AAGCGCATTACAAATCCGGCACAGCTCCTGCCACCTCTGCCTTCGCTTCTCGACGCCTGG 
ATCAACCAACCACTCGCCGTTAAATGTGCCCCCGGCCTTGATTTTTCGGAATGGCCAGGT 
CTCGTCAGTATTGCCAGCGTTGATGGAGGCGTGAAAGAAGCATGCCTCTACACTACGGAT 
CTGGCAGATGGGGAAACTCGCGAAGCTATCGTGATCAAAGATGGGCTCATTGACCGCATC 
ACCAACTTTGAAGACGATGCCACGGGACAAGACCTTGCGGCTGCACCTGGTGAGTTCATC 
ATCGACCCAGACGGTGCCATCGTGCGCGCCGGGTTGGTTCGCCACTATGCAGTGCGTGAG 
CAGCTGTGGATGTTGGATGAGCGGATCGCATACCTTACGGGCAATCGGATTCCAGAGGGT 
ACCAGCGGTTTTAGGTTTATTGAAGAGGTTCCGCTGAAGAAGCTGAAATCGGCGATGGCA 
GCACATGATGCGGGGGCGGTTGAAATTTTAGTGCGTGGTGTTGATGTTGATCCTGATCAG 
TTGCGGAAAAGATTGCAGCTGAAGGGTACCAAGGCGATGTCTGTGGTGATCACTCGAATT 
GGCAGCCGAGGGGTTGCATTGATTTGTGGTCCTCGCGAGCGCGCC 

>RXA0022 6-downs t ream 

T AAAGC CG AT GC AAAT AAAAT T G 



>RXA00231 

GATCGCCTTCGTAAAGTCTCCTTCACCGGCTCCACCCCAGTTGGCCAGCAGCTGCTCAAA 
AAGGCTGCCGATAAAGTTCTGCGCACCTCCATGGAACTTGGTGGCAACGCACCTTTCATT 
GTCTTCGAGGACGCCGACCTAGATCTCGCGATCGAAGGTGCCATGGGTGCCAAAATGCGC 
AACATCGGCGAAGCTTGCACCGCAGCCAACCGTTTCTTAGTCCACGAATCCGTCGCCGAT 
GAATTCGGCCGTCGCTTCGCTGCCCGCCTTGAAGAGCAAGTCCTAGGCAACGGCCTCGAC 
GAAGGCGTCACCGTGGGCCCCCTGGTTGAGGAAAAAGCACGAGACAGCGTTGCATCGCTT 
GTCGACGCCGCCGTCGCCGAAGGTGCCACCGTCCTCACCGGCGGCAAGGCCGGCACAGGT 
GCAGGCTACTTCTACGAACCAACGGTGCTCACGGGAGTTTCAACAGATGCGGCTATCCTG 
AACGAAGAGATCTTCGGTCCCGTCGCACCGATCGTCACCTTCCAAACCGAGGAAGAAGCC 
CTGCGTCTAGCCAACTCCACCGAATACGGACTGGCCTCCTATGTGTTCACCCAGGACACC 
TCACGTATTTTCCGCGTCTCCGATGGTCTCGAGTTCGGCCTAGTGGGCGTCAATTCCGGT 
GTCATCTCTAACGCTGCTGCACCTTTTGGTGGCGTAAAACAATCCGGAATGGGCCGCGAA 
GGTGGTCTCGAAGGAATCGAGGAGTACACCTCCGTGCAGTACATCGGTATCCGGGATCCT 
TACGCCGGC 
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>RXA0 02 31 -downstream 
TAGCATCTGCCCCTTTACAAATC 



>RXA0024 9 

GGTGTTTTCACCTTCCAAGGTGTAGTTTTGCTTGTCGACGCCCGCCACGGCGTCGTCGAG 
CAGACCCGCCGCCACCTGTCCGTATCGGCTCTGCTGGGCGTACGCACGGTGATCCTCGCA 
GTCAACAAAATTGACCTTGTTGATTACAGCGAAGAAGTCTTCCGCAACATTGAAAAGGAA 
TTCGTTGGCCTGGCATCTGCACTTGATGTCACAGACACCCACGTTGTTCCAATCTCTGCG 
CTCAAGGGCGACAACGTTGCAGAACCTTCCACCCACATGGATTGGTACACCGGACCAACC 
GTGCTGGAAATCCTGGAAAACGTAGAAGTTTCCCACGGCCGTGCACACGACCTGGGCTTC 
CGCTTCCCAATCCAGTACGTCATCCGCGAGCACGCCACCGACTACCGTGGCTACGCCGGC 
ACCATCT^ACGCTGGTTCCGTCTCCGTGGGCGATACCGTGTACCTACCTGAAGGCCGCACC 
ACCCAGGTCACCCACATCGATTCCGCTGACGGATCCCTCCAGACCGCATCAGTTGGAGAA 
GCCGTTGTCCTGCGCCTAGCCCAGGAAATCGACCTCATCCGCGGCGAACTCATCGCTGGC 
GAAGACCGCCCAGAATCCGTTCGCTCCTTCAACGCCACTGTTGTTGGCTTGGCCGATCGC 
ACCATCAAACCAGGTGCAGCAGTCAAGGTTCGCTACGGCACCGAGCTGGTCCGCGGACGC 
GTCGCAGCCATCGAACGAGTCCTCGACATCGACGGCGTCAACGACAACGAAGCACCAGAA 
ACCTACGGCCTCAACGACATCGCACACGTGCGCATCGACGTTGCAGGCGAACTCGAAGTT 
GAAGATTACGCTGCCCGCGGCGCCATCGGATCCTTCCTCCTCATCGACCAATCCTCCGGC 
GATACCCTCGCAGCTGGCTTGGTTGGCCACCGCCTACGCAATAACTGGTCGATC 

>RXA0024 9-downstream 
TAGACCAGTGTCTTAGGCAAGAC 



>RXA0027 7 -upstream 

ATGTGGTGGACAATGTTCGACGATTGGTTCGGACCTTATCTCTGGTCCTACGGTCCACCA 
CAGCTGCAGTACATGCCAGAGGAAGAAGGGACAGAAAACG 

>RXA002 7 7 

ATGAAGGATAATGAAGATTTCGATCCAGATTCACCAGCAACCGAAGCTGTTGCCTTCAAC 
CCTTTCGACGATGACGATGAGGATGATTCCCCCGCTACCTCAGCCGTTGCCTTTAACCCT 
TTTGAAGATGACGATGACGACGATGAGTTCCAAGGCGAAGGCCTAGAATTCCTGCTGCGC 
GACCTCGACAATCTGCGAGCCACCCAAGGTCAAATGGTGGTGGAACAACCAGCAGTTGAA 
GACAGCCTCGGGTCAGCATCTGCGCATACGGAGACAACTGCGGCCTCACTGCGTCCCCGC 
CCAGAGGTGGATCCAAGTGAGAGGAGTCGTCGACAAGCAATTTCGCTGTTCCGCGAACGG 
CGCCGCGTAAGGCGCCAATCCCGCCCAGTTGCTGATGGCATGGTGGAATTGCCGTTCATC 
ACCCCCAAACCGGAAGATGAGCTGCTCATCGACCCGGAAAAGAAGCGCAAACCTGGTGTG 
GCAGCGCCGCAACTTGTCGCGGGCGATATCGTCGCAGAGCAATATGAAGTCCTCGGCGTC 
ATCGCGCACGGCGGCATGGGTTGGATTTACCTCGCCAACGACCGCAATGTGTCCGGCCGC 
ATCGTGGTGCTCAAAGGCATGATGGCGCAATCTTCCGTTCAAGACCAAGGCACCGCTGAA 
GCCGAACGCGAATTCCTCGCCGACATCACCCACCCCGGCATCGTGAAGGCCTACAACTTC 
ATCGACGACCCCCGCGTCCCCGGCGGATTCATCGTCATGGAATACGTCAACGGCCCCTCC 
CTGAAAGACCGCTGCAAAGCCCAACCCGACGGCGTGCTCCGCGTCGACCTCGCCATCGGC 
TACATCCTCGAACTCCTCCCCGCCATGGACTACCTGCACCAACGCGGCGTAGTGTACAAC 
GACCTCAAACCCGAAAACGTCATCGCCACCGAAGACCAAGTTAAACTCATCGACCTCGGC 
GCGGTTACCGGCATCGGCGCATTCGGCTACATTTACGGCACCAAAGGATTCCAAGCACCC 
GAAGTAGCCACCCATGGCCCCTCAATCTCCTCCGATATTTTCACCATCGGACGCACCCTC 
GCAGCACTCACCATGCCCCTCCCCGTTGAAGACGGTGTCCTCGCACCGGGCATCCCCTCG 
CCCAAAAATTCACCTCTTCTGCGCAGGCATTTGTCGTTCTACCGCCTCCTGCAACGCGCC 
ACCGCCGACGACCCCCAACACCGATTCCGCAACGTCAGCGAACTACGCACCCAACTCTAC 
GGCGTACTGCGTGAAATTTTGGCAGTCCGCGACGGCAAACAATACCCGCCACAGCACTCA 
CTATTCTCCCCACAGCGAAGCACCTTTGGCACCA7^ACACCTCGTGTTCCGCACCGACCGC 
ATCATCGACGGCATCGAACGACAAGCACGCATCACAGCACCAGAAATTGTCTCCGCGCTG 
CCTGTCCCACTCATCGACCGCACCGACCCCGGCGCCCGTATGCTCTCCGGATCCTCCTAT 
GCAGAACCCTCCGAAACCCTGGAAACTCTGCGCAACTCCATGGAAGACGAGCAATACCGC 
CAATCAATCGAGATCCCCCTCGGT 



>RXA002 99-upstream 
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GGGTGCCGGCGGCGGTC 
>RXA002 99 

ATGCTGCCCAACCACTCCCCATATGTCATCGCTGAGCAGTTCGGCACCTTGGCGGAGTTG 
TACCCAGACCGCATCGACCTCGGCATGGGCCGTGCCCCTGGCACGGACATGAATACCTTG 
CGCGCTTTACGACGCGACCCTCAGTCCGCCGAGAACTTCCCGTCCGACGTTGTCGAGCTG 
AACTCTTACCTCACCGGCCGTTCCCGTCTCCCAGGGGTTAACGCAATTCCAGGCAAGGGC 
ACCAACGTACCGCTGTACATCTTGGGTTCATCCCTCTTTGGTGCACAATTGGCAGCACAG 
TTGGGTATGCCTTATTCCTTCGCATCCCACTTCGCACC7VACTCACCTTGAGCACGCGGTG 
CAAACCTACCGGGATAACTACCAGCCTTCAGAGCAGCATCCTGAGCCTTATGTCATTGCG 
GCCGTCAATGTCACCGCATCTGATTCCACTGAACAAGCCCACGATGATTTCTACAAGGTA 
GCGCGTGCACGCGTGAAGAACATGGCATTGCGTGGCCGACAAGTTACTGATGAGC7VACTT 
GATGAACTCATGGATTCACCAGCTGCTCGCCAAATTGTCGACATGCTTCACTACACCGCT 
ATAGGCACTGGATCCGAAGTTAAAGAATACCTAGACGGTTTTGTAAAGACGGCACAGGCT 
GATGAACTGATGATCTCCCTGCAATCCCCCAACACTGAAGCAACCACGCGCAATATGGAA 
ATTCTTGCGGATGCGTGGATTAAT 

>RXA002 99-downstream 
TAGTACCGATGGGCCGGTAGACA 



>RXA00 332 -upstream 

AATGAACTCTGGAACCGCCATGCAGCAAAACCTCTCCAATTGGTAATCTTTGACTCCCAG 
GTTACGCCAGCCCTGCGACACCACCATCTAGGGTTAGAGT 

>RXA00332 

ATGGCCTTCAACAAAGCGTACGATGCACTTCGCGCCCCTCAAATCACCCTCGGACTCATG 
ACACCAAACGGCCCTGAACTAGGGCGCAGTGAAATGGTTCCAACCGAAAATAGCATCGAA 
CTAGCCATACAAGCAGAAGCTCAAGGATTCAGAGGCATGTGGGTTCGAGACGTTCCACTC 
GCAGTTCCTCAAGGAATCACTGTTACCGATAAACAGGCTACGTATTTAGATGATCCATTC 
TTAATGCTCGGTGCGATGGCCTCTGTGACCTCTACAATCGCGCTGGGCACTGCAGCGACC 
GTGCTTCCACTCAGACATCCGCTACATGTGGCGAAATCCGCGCTCACCCTTGATCGACTC 
AGCCACGGACGTTTCGTTTTAGGCATCGGCTCTGGCGACAGGCCTGAAGAATTCGAGATT 
TTTGGCAAAAGCTTAGACAATCGACGCGCTGATATTCAGTCTGGGTGGGCAATTTTGCGT 
GCAGCTTTGTCGCCGGATCCTGCGATGCGGGCCGACCTTGAATTTGCGCCAACCACGCCA 
CCTGAAGCTCAGATCCCCATGATCGCTGTAGGTTCTGCCCGACAAACAGTGCAATGGATC 
GCCCGAAACGCCGACGGATGGGCAACCTACTACCGCCCCGCTG7^AGCTCAAGTCGGACGC 
CTCGATCTCTGGGACAAAGCCCGTGGTGGCACCCGCCCTTGT 

>RXA00332-downstream 
TGATTTCCTCCATGGGGCTCAAC 



>RXA0035 4 

GGCCTCATTGGCGCAAATGGTGGATATGTGGAAAGCGCACAGGAGTCTGTGTTCCACCGC 
CGTTTGTCGGGTGAGGAGACCCGCCACATTGTGGAGTGGCTCTACAACCGTGGTTTGGAG 
TTTTATCTCGAGTCCAACAACGGTTTGTATGCAAGCCGTGGTTTCCGTGAGGCTTCTAAG 
CCAGTGCTGTCTCGCCTTTCGGAGAAGACCGACGTGACAGTCGATAGCATGTACCCGGAT 
ATGTTCTGGGGCGCGAGCCTTGATCGTGACGATGTGAACAAGATCAGTTACATCTTCAAT 
TCTCAGGAAGATTTGGACGCAGCGCGTGAGGCGTTCCCTAACCTGGAGCACACCACGTGG 
GGTGGTCAGACGGGTGCGTTGTTCGGCACGATCGGTGTGTCTGTCAACAAGAAGATCGGC 
GTGGATCGCCTGCTGAAGTACCTGAACGCAGATCGCGCAAACACCATTGCGTTCGGCGAC 
AGCGATGAGGATCTCTCCCTATTTGAGGCGAGCGCTTACGGCGTCGCGATGGGCGAGGCC 
ACCGAATCGCTCAAGGCTGCTGCTGACCTGGTCACGGATGCTGTTGGGCAGGACGGCTTG 
CGCAATGCGTTTTTAAAGCTTGAGCTTATCGACGCC 

>RXA00354 -downstream 
TGACCCCATCAAAGAACTTCCCA 



>RXA0 037 2 -upstream 
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GCAGACATTTCCATAAGTCCTGCGAAATGCGCCCATTCATGTAAAGATGTTATTTCCTCC 
CCCAAACACTCCTTAAAATTTCAAGAAGGGCCTTATTTTC 

>RXA0037 2 

ATGTCTTCGAAGCACCCTTTGAAGCGCACTGCCGTTACTGTTTTTGCACTCGGCGCTTCC 
GCTGCTCTCCTCGTGGCTTGCTCTGAACCTTCTGAGGACGTTTCCACCGCAGAGACCACC 
ACTGCAAGCTCTTCCGCTAACGCATCCGATGCAGCCGGTGAAAAAGTAACCATCACCGTC 
TACACCTCTGAGCCTGAGGAAAAGGTCGATGAGATCAACAAGGCGTTCATGGAAGCCAAC 
CCAGATATTGAGGTTGAGGTGTACCGCGCTGGTACTGGCGATCTGACTGCTCGCATTG71A 
GCTGAAAAGGCATCCGGTTCTATCGAGGCTGATGTGTTGTGGGCTGCGGATGCTGCAACC 
TTTGAAACTTATGCAGCACAGGGCGACCTTGCAGAGCTGGAAGATGTTGAGACTTCCGAC 
ATCATTGAAGAGGCTCTGGATGCTGAGAACTTTTATGTAGGCACCCGCATCATCCCAACC 
GTGATTGCATACAACACTGAAGTTGTTGATCAGGCTGAGCTTCCTACGTCTTGGGCTGAT 
CTGACTGATCCTAAGTATGCAGGCCAACTGGTCATGCCGGATCCAGCTGTGTCTGGTGCT 
GCAGCCTTCAATGCTTCTGTGTGGAAGAACGACCCTGCGCTTGGCGAAGCCTGGATCACC 
GCCTTGGGTGAAAACCAACCAATGATCGCTCAGTCCAACGGCCCAACCTCCCAGGAGATC 
GCTGGCGGTGGCCACCCAGTGGGCATCGTGGTGGACTACTTGGTGCGCGACTTGGCTGCT 
GCTGGATCTCCAATCGACACCATCTACGCATCGGAGGGTTCTCCTTACATCACTGAGCCT 
GCAGGTGTGTTCGCTGATTCTGAAAAGAAGGAAGCAGCCGAGCGCTACATCAACTTCCTG 
CTGTCTGTTGAAGGCCAGGAAATCGCAGTTGAGCAGGCATACCTGCCAGTGCGTGAAGAT 
GTCGGAACTCCAGAGGGCACCCCCGAGTTGGCTGACATCGAGCTCATGACCCCTGACCTG 
GAGGTTGTAACCGCTGATAAGGCGGCTGCTGTTGAGTTCTTCCAAAACGCAATGAAC 

>RXA00 37 2 -downstream 
TAGTTTTCCTATGCAGTTATCTC 

>RXA004 7 0-upstream 

TCTATTGTGGAGTGTTGAGGCTGATAAGTGAATGGGGGAAAGCCCTGAAAAGGTGGCGTT 
CAGGGTCTTCCCTGATGGTTTGGTGTCGCAGGGGCATGAC 

>RXA004 7 0 

ATGATCGAAGATATGAGTAACACACCTGCGCCTTATACCCCGCAGCCTGCGGGGCAAGCG 
GTGCCTTTATATCCCACGTTTACCCGGTCAAGAGATGGTCGGGTTGTTGCGGGTGTCGCA 
TCGGGGCTGGCAAAGCATCTTAATGTGTCGGTGTTTTGGGTTCGTGCGCTGCTGATTTTT 
GCGGCGTTGCTGAGCGGTGCGGGTCTTTTTGCGTATGCCTTGATTTGGATTTTTACGCGC 
ATTGAGAAAAAGGGGAGTGGGGAGGCGTCGACAAGCAAGCGCTGGGTGTCGTGGTGCCTG 
GTGCTGCTCGCTATCGGTGGTGCTGCGGCGTCGGTGATGCTGAGCACCGGCTTCGCGGTG 
GGCACGTTGGTGCCCATCGGCGTGGTCGGTGTGGGCCTGTTGATGGTGTGGCTGGCGTAT 
GACCGCGGGGTGGAATCCGGCCCGAATCTGCTGATTATTGCCACCGGCGGTGTGTTGATG 
CTGGTGGCGATCGTGCTGATCGTGATGAATTGGAACACCCAGGACGGCTTCGTCATGGCG 
CTGGTGGCCGTGGTGCTCACGCTGGTGGGTGTGGCTGCGCTGGGCGTTCCGCTGTGGGTG 
CGGATGTGGGATCAGCTGGGCGAGGAGCGCGCGGAAAAAGCCGCAGCTGCTGAGCGCGCA 
GATATTGCTTCCCGCCTGCATGATTCGGTACTGCAGACCTTGGCGCTGATTCAAAAGCGT 
GCCGACGACCCCGCCGAAGTCGCCCGCCTGGCCCGCGGGCAGGAACGCGAGCTGCGTCAA 
TGGCTGTTTGATTCCCAAGATAAAACACCTCAAACAACCGGCACTGTCTTTACTGCGTTG 
GAGCGCGCCTGCGGTGAAGTCGAGGATATTTACGCTCTGCGTATCGTGCCTGTGACCGTG 
GGAACCGATGAAGCGCTGACTGAGAAAACGCAGGCAGCGGTGATGGCAGTCCGCGAAGCA 
CTCGTGAACGTGGCCAAGCATGCCGGCGTGGAAACCGCCGATGTGTACGCCGAAATTATG 
CTCGGCGAACTGAACATTTTCGTCCGCGACCGCGGTGCAGGATTCGACCCCGACAACATC 
CCCGACGGGCACCACGGGCTCGCCGAATCCGTCCAAGGCCGCGTCGAACGAGCCGGCGGA 
AAAGTACGCATCAAATCTGAAATCGGCGAAGGCACCGAAGTGGCAATCACCATGGATGTG 

>RXA004 70-downstream 
TAGTTGGTCGTACGCGCGTGTCT 



>RXA004 71-upstream 

ACGCATCAAATCTGAAATCGGCGAAGGCACCGAAGTGGCAATCACCATGGATGTGTAGTT 
GGTCGTACGCGCGTGTCTTCGGGGCTGTAACCTGAAAGGC 

>RXA004 71 
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ATGGTTGATGTGTTTTTGGTCGATGACCACTCCGTGTTTCGCTCCGGCGTCAAAGCAGAA 
CTAGGCAACGCCGTCACAGTAGTCGGCGAAGCAGGGACGGTGGCCGACGCCGTAGCCGGC 
ATCAAGGCAAGCAAACCAGAGGTAGTGCTTCTCGACGTCCACATGCCCGACGGCGGCGGC 
CTCGCAGTGCTCCAGCAGATCAACGACTCCGATGTGGACACCATTTTCTTGGCACTCAGT 
GTCTCTGATGCTGCGGAAGATGTCATCGCCATCATCCGTGGCGGTGCCAGGGGATACGTG 
ACCAAATCAATCTCCGGTGAAGAACTCATCGAAGCCATCAACCGCGTGAAATCCGGCGAC 
GCATTCTTCTCACCACGCCTGGCAGGCTTTGTCCTCGACGCCTTCGCCGCCCCCGATTCC 
GCAGCTGGCGCAGGCATTGTCGACGCACCCGAAAAAGACGCCGCCGTAGAATCCGGAAAA 
ATCCTCGACGACCCAGTTGTCGACGCCCTCACCCGCCGCGAACTCGAAGTCCTCCGCCTA 
CTAGCCCGCGGCTACACCTACAAAGAAATCGGCAAAGAACTGTTCATTTCCGTCAAAACC 
GTGGAAACCCACGCCTCAAACATTCTGCGGAAAACCCAACAATCCAACCGCCACGCGTTG 
ACCCGGTGGGCTCACTCGAGGGATCTTGAC 

>RXA004 71-downstream 
TAATGGCGGCTAAAAAGAGTGGC 



>RXA004 99 

GGTAATGATATTTTGGAAAAACCCACAGCAGAAGTAGTGGAGTACTTATGCCACCTGCGC 
GCAGATGGCATTGTGCGAGATGCTGAAGCCCTGCGTAAGCATTTGGGTGTGAATCAGTGG 
AACCTTTTAGGCCAGTCCTTCGGAGGTTTCACCACCCTGCATTACTTGTCCCGGCACGCC 
GATTCCTTGGACAACGTGTTTATTACCGGCGGTCTCAGCGCTATTGATCGCCCAGCAGAA 
GACGTGTATGCCAACTGTTACAACCGCATGCGCCGAAACTCTGAGGAATTCTACCGTCGC 
TTCCCGCAATTACGGGAAACTTTCCGAGGGTTGGTTAATCGTGCTCGCGCCGGGGAGATT 
GTGCTTCCCACCGGCGAAGTTGTGTCAGAAACCAGGCTGCGATCCCTTGGTCACTTGTTG 
GGTAGCAATGACGGCTGGTTTGATCTGTACAACCTGCTGGAATTAGATCCCACCTCCAAC 
GCTTTTGTCCATGACCTGGCAGGACTTTTGCCTTTCGGCAACCGCAACCCAATTTATTAC 
GTGCTCCATGAGTCCTCTTACGCCGACGGTGTGGTGACAAATTGGGCAGCAGAGCGTGTG 
CTTCCAGAGGATTTCCGCGAGGATCCAACACTGCTCACCGGTGAGCACGTGTTCCAGGAG 
TGGACAGACACCGTGCCGTCGCTCAAGCCGTGGAAGGACGTTGCCCTGGCATTGGCTCAG 
CAGGAATGGCCCAAGCTTTATGATGCGAAGGCATTGGAAAACTCACAGGCCAAGGGCGCT 
GCAGCAGTGTATGCCAATGACGTTTTCGTCCCAGTGGATTACTCTCTGGAAACCGCACAA 
CACCTGCCCGGTGTGCAGCTGTTTATCACCAGCCAGCATGAACACAATGGACTTCGTGCC 
AGCTCAGGCGCAGTACTGAAGCACCTTTTCGATCTGGCCCACGGCCGAGAGGTACGC 

>RXA004 99-downstream 
TGATTCCTCGTGTTAGTACTAGC 



>RXA00500-upstream 

CACCAGCCAGCATGAACACAATGGACTTCGTGCCAGCTCAGGCGCAGTACTGAAGCACCT 
TTTCGATCTGGCCCACGGCCGAGAGGTACGCTGATTCCTC 

>RXA00500 

GTGTTAGTACTAGCCCTAGACACCTCAACCCCTGACCTGATCGTCGGCGTCGTCGACTCC 
GACACCGGAAACACCCGCGCCGAAACCATCATCGAGGACACCCGCGCACACAACGAGCAG 
CTCACGCCCACCGTCCAGAAGACGCTTCTCGACGCCAACTTGAGCTTTTCAGATATCGAC 
GCGATCGTCGTGGGTTGCGGCCCGGGACCGTTCACTGGACTTCGAGTAGGCATGGTGTCC 
GGCGCAGCGTTCGGTGATGCCCTGGGAATCCCTGTCTATGGAGTCTGCTCACTCGACGCG 
ATCGCTCACAATATTGGTGCACGCAACATCCCGCACGCATTAGTTGCCACTGATGCGCGC 
CGCCGTGAAATCTACTGGGCAACCTACCGCTCCGGCGAACGTGATCAGGGACCAGATGTC 
ATCGCACCAGCAAACATCCAGATCAGCGGCGCTGTAGACACCATTTCGATTCCTGAGCAC 
CTGGTGGAAAAACTCCCAGAAGAACTCCAGAATGTCACCATGCATAGCGGCAAACCTGCC 
CCCGCAAGCTTGGTGGCAGTGGCTGATTTCAGTGTGGAACCACAACCATTGGTTCCTCTT 
TACCTGCGCCGCCCAGATGCCAAAGAACCAAAACCAAAACCTAAATCTGCAGCCATCCCC 
GAGGTGGATCTTTCA 

>RXA00500-downstream 
TGAGTGAACAATTCGAGCTACGG 



Appendix A, page 1 3 



Attorney D^^No.: BGM32CP 



>RXA00501 -upstream 

TGGAACCACAACCATTGGTTCCTCTTTACCTGCGCCGCCCAGATGCCAAAGAACCAAAAC 
CAAAACCTAAATCTGCAGCCATCCCCGAGGTGGATCTTTC 

>RXA00501 

ATGAGTGAACAATTCGAGCTACGGGAACTCCGCAGGGAAGACGCGGGGCGCTGCGCCGAC 
CTGGAGCAAATCCTGTTCCCAGGTGATAACCCCTGGCCACGTGATGTCTTTGCCGTGGAG 
TTTTCCCACCCCACCAATTTCTACATCGGCGCTTTCGACGAAGGATACTTGGTGGCGTAC 
GCAGGTCTTGCCATGATGGGACCTGCGGATGATCCAGAGTTTGAAATCCACACCATTGGT 
GTCGATCCGGAATTCCAAAGAAAAGGCTTGGGACGCGTACTCATGGATCAAATGATGCAT 
GCAGCGGACAGCCACGACGGTCCAGTTTTCTTGGAAGTCCGCACCGACAACGTACCCGCG 
ATTTCCATGTACGAGGCTTTCGGCTTTAAAACCTTGGCCGTGCGCAAAAACTACTACCGG 
CCATCCGGAGCTGACGCCTACACCATGCAACGCCCACGCTTGAGCGATCGCAAAGATCAA 
CAGACAGACACAGAGGGGACACCCAGC 

>RXA00501-downstream 
TAAACCATGATCGTTTTGGGAAT 



>RXA005 02-upstream 

CTACCGGCCATCCGGAGCTGACGCCTACACCATGCAACGCCCACGCTTGAGCGATCGCAA 
AGATCAACAGACAGACACAGAGGGGACACCCAGCTAAACC 

>RXA00502 

ATGATCGTTTTGGGAATTGAAAGCTCCTGCGATGAAACAGGCGTAGGCGTAGTCAAACTT 
GACGGCGAAGGAAACCTAGAGATCCTCGCCGACTCAGTGGCCTCCTCCATGCAAGAACAT 
GCCCGCTTTGGTGGCGTCGTGCCAGAAATCGCCTCCCGGGCGCACCTGGAATCTATGGTC 
CCCGTGATGCGTGAAGCGTTGAGGCAGGCGGGCGTCGACAGGCCAGATGCTGTGGCTGCA 
ACCGTGGGCCCTGGTTTGGCGGGCGCGCTGCTCGTTGGAGCCAGCGCTGCGAAGGCGTAT 
GCCGCTGCGTGGGGAGTTCCGTTTTACGCGGTCAACCACCTGGGCGGACACGTCGCCGTG 
GCCAATCTGGAAGGTGAAACTCTTCCACACGCGGTGGCTTTGCTGGTTTCCGGCGGACAC 
ACTCAATTGTTGGAAGTCGACGCGGTGGGATTACCCATGAAGGAATTGGGATCCACCCTC 
GACGATGCCGCTGGCGAAGCCTATGACAAAGTCTCAAGGCTGTTGGGATTGGGCTACCCA 
GGCGGCCCCATCATTGATAAATTGGCGCGCCGGGGTAATCCAGAGGCCATTGCTTTCCCC 
CGCGGATTGATGAAAAAGTCGGATTCTCGGCATGATTTCAGCTTTTCCGGTTTGAAAACC 
TCCGTTGCCCGCTACGTGGAAGCTGCGGAAAGAAACGGTGAAGTTATTTCCGTGGAGGAC 
GTCTGCGCATCATTCCAAGAAGCGGTGTGTGATGTGTTGACGTTTAAGGCCGTGCGTGCG 
TGCCGCGATGTCGGTGCGAAGGTGCTGCTGTTGGGTGGAGGAGTGGCTGCCAACTCTCGT 
CTGCGGGAGCTTGCTCAAGAACGTTGCGATAAAGCCGACATCGAACTCCGGGTTCCTCGT 
TTCAATTTGTGCACCGATAATGGTGTCATGATTGCAGCGTTGGCGGCTCAAAGAATCCAC 
GAAGGTGCCCAAGAATCACCAATTTCGGTCGGAACTGATCCTTCTTTGTCCGTTGAGACC 
CCACAGGTGTTT 

>RXA00502-downstream 
TAAACATTTAGTATTAGTTCCAT 

>RXA005 66-upstream 

CTTGTTGACCACGTGATTACCTTGGCTGAAGGCCCAATCAGCAACTAGGCGCACGGAAAA 
C T T TAAAG G AG AG AAT AAG A T TAT G AG C AG CGG AT T C C AA 

>RXA0 05 66 

ATGCCAACGTCCCGTTACGTGCTGCCTTCCTTCATTGAGCAGTCCGCATACGGCACCAAA 
GAGACCAACCCTTACGCAAAACTCTTTGAAGAGCGCATCATCTTCCTGGGCACCCAGGTC 
GACGACACCTCTGCAAACGACATCATGGCGCAGCTCCTTGTCCTCGAAGGCATGGACCCA 
GACCGCGATATCACCCTGTACATCAACTCACCTGGTGGATCCTTCACCGCGTTGATGGCA 
ATTTACGACACCATGCAGTACGTCCGCCCAGACGTTCAGACCGTCTGCCTTGGTCAGGCA 
GCATCCGCAGCCGCAGTTCTTCTTGCAGCCGGTGCACCAGGTAAGCGCGCTGTTCTTCCT 
AACTCCCGCGTGCTGATCCACCAGCCAGCAACCCAGGGCACCCAGGGTCAGGTTTCTGAC 
CTCGAGATCCAGGCAGCTGAAATCGAGCGCATGCGTCGTTTGATGGAAACCACCTTGGCT 
GAGCACACCGGCAAGACCGCGGAGCAGATCCGCATCGATACCGACCGTGACAAGATCCTC 
ACCGCTGAGGAAGCACTCGAGTATGGCATCGTTGACCAGGTCTTCGATTACCGCAAGCTC 
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AAGCGC 

>RXA005 66-downstream 
TAGAGTTTTTTAAAGATTCGGGT 



>RXA005 67 -upstream 

CGAACAGAGGCGGTTTCATGGAAATACCGCCGGGTAGTCTGGTGACATTGAACCAAATGA 
ACGTACCCAAGATTTAAGAATGTAGGAGTTGACTGTTTTC 

>RXA005 67 

ATGAGCGATATTCGTATGGCAGCCCAGGGTGGGCCTGGTTTCGGAAATGACGTCTTTGAT 
CGCCTCATGAGTGAGCGCATCATTTTCCTGGGAAGCCAGGTAGACGATGAGATTGCAAAC 
AAGCTATGCGCTCAGATCCTGCTGCTGTCCGCTGAGGATCCAACCAGGGACATCTCCCTG 
TACATTAACTCCCCAGGTGGCTCCGTCACCGCAGGCATGGCAATTTATGACACCATGAAA 
TACTCCCCATGCGACATCGCAACCTACGGCATGGGCCTGGCAGCATCCATGGGCCAGTTC 
CTGCTTTCCGGTGGCACTAAGGGCAAGCGTTTCGCATTGCCACACGCACGTATCATGATG 
CACCAGCCTTCCGCTGGTGTTGGTGGTACCGCAGCTGATATCGCTATCCAGGCTGAGCAG 
TTCGCAGCCACCAAGCGTGAAATGGCCCAGCTGATCGCTGAGCACACCGGCCAGACCTTT 
GAGCAGATCTCCAAGGATTCCGATCGTGACCGCTGGTTCACTGCACAGGAAGCTAAGGAT 
TACGGACTTGTTGACCACGTGATTACCTTGGCTGAAGGCCCAATCAGCAAC 

>RXA005 67 -downstream 
TAGGCGCACGGAAAACTTTAAAG 



>RXA005 69-upstream 

CTGCCGGCTGGGTAAGAAAAGGTCGTGGCGGCGTTTATGAAGTCCCCACTGAGCGGATCA 
TCCCGCTACTAACCATCATTTCTGCCAGTGAGAATCACTA 

>RXA00569 

ATGAGATTAAAGAAGCAGCTTCTTGGCAGCCTGTTAGTTGTCATCGTGGTTTTGTCCATC 
GCCGTAGCAACCACCAAACAACAAAAAGGCTTCGTCACAGGTCAGCCCACCGGTGCGCTT 
AACCTCTCCGACATCCTCGACTCCGAAGAACTTGGCGAGTATCACCTCATGTCAGCCGCC 
ATCATCACTGGTAACACTGTAGATTTCAGCGGGCTCGGCGCAGGTCCAGACGACCCTTTT 
GAAATCGCATCGATTACGAAGATCTTCACCGGTGAGCTGCTTCGACTTCAGATTGAGCGA 
GGAGAGATCACAGAATCCACGGCCGTCGGAGACGTTCTTGGAGAACGTGTAGCCGACTCC 
CTCATCCGGGACATAACCGTGGAAGAACTAGCCAATCACACCAGCGGACTACCCCGTCTA 
GGCAATGTAGGACTTAGACCTTTTATGGCTACGTTCTTTGACAAGAATCCTTACAAAGAC 
CTCTCTGCAGATCGAGTCATCTCTATCAGCACAACGTCCAAATTGAATTCGCGCGGAGAA 
TTTCACTACTCAAATCTTGGTTTTGCTCTGCTTGGCCAAGTCCTTGCCCGCAATGCCGGT 
TTAACGTTTGACCAGCTCTTAGACCGTGATTTACTGGCACCACTCAACCTCAATAACACC 
AAGCTCATGACCCCAGAATCCCTCGCTCAAGATGCACCTCAAGGGTTCTCAACACCTGGC 
AAACAAGTCGAAGCGTGGGAGATGGATGGCTTTCTCCCCGCAGCTGGCCTGCGTTCCACC 
GCGCGCGACATGGCAGTTTTCTGTCAGTACTTATTCACAAAAGGCCCCGCCCCTTTCACC 
TGGCAATCCCTTGAATCGGCCCCTGAAATCGTCTGGCATAACGGAGAGTCCTTTGGATAT 
AGTTCCGTACTCTTCTTTAACACCGCTACAACTACTGCCATCTTCGTTGCTGCCGACGTT 
GCCACATCTGTCTTCCCAATTGGTCACGAGCTTTTAATGGCAAACTCCACTAGGCAGGAA 
TCAAAA 

>RXA005 6 9-downstream 
TGATCGATTCCCCCGCCTCTATC 



>RXA00 5 94 -upstream 

CCGACTGTCAGCAGTAACGCACAGTCGAATAAATAAAGATTGGCTGACATTGTTGGAGTC 
TTGGGTTCACGATTCCCGGGGTTATCGCTAGGCTGTTGGA 

>RXA005 94 

GTGTCCACCACGAATTCTCTGACAAAGCTCGTTGCATCTACAGTCGCCGCTGGCGTCCTT 
GGTGCGCTCGCACTTGTGCCTTTCGCTAGTCTTTCTGGCGTTGCGGTTGCGCGTACCAAT 
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GACACGATGCAGACCAACCTTTCAGATCTGACGGATGGTCGCGGGCCGGGCGTCACGACG 
ATTACTGATTCCACTGACCAGCCGATTGCTTATATTTATGCGCAGCGGCGGTTTGAGGTT 
GGGGGTGATCAGATTTCTACGTCGATGAAGGATGCGATCGTTTCGATTGAGGATCGCAGG 
TTCTATGAGCATGATGGTGTGGATTTGCAGGGCTTTGGTCGTGCAATCCTGACGAACCTG 
GCTGCGGGTGGCGTGGAGCAGGGTGCTTCGACGATTAACCAGCAGTATGTGAAGAACTTC 
TTGCTGTTGGTGGAAGCTGATGATGAGGCGGAGCAGGCTGCTGCTGTGGAAACCTCCATC 
CCTCGTAAGCTCCGTGAGATGAAGATGGCGTCTGATTTGGAAAAGACGTTGTCGAAGGAT 
GAGATTCTGACTCGTTATCTCAACATTGTTCCTTTTGGTAATGGTGCTTATGGTGTTGAG 
GCTGCGGCGCGGACGTATTTCGGTACGTCGGCTGCCGAGTTAACCATTCCACAGTCTGCG 
ATGCTCGCGGGCATTGTGCAGTCTTCGTCTTATCTCAATCCATACACCAATCACGATGCT 
GTGTTTGAGCGTCGTAATACTGTTTTGGGCGCTATGGCTGATGCTGGCGCGATTTCCCCA 
GACGAGGCTTCGGCTTTCCAGCAGGAACCTTTGGGTGTCCTGGAAACCCCGCAAGGCTTA 
TCCAATGGTTGTATCGGCGCTGGCGATCGTGGTTTCTTCTGCGATTACGCTCTGCAATAT 
CTTTCTGAGCAGGGAATCACCCAAGATATGCTG 



>RXA00 612 

GCCGCTGCAGCCATTCAGCAGGGCGCTGGCCTAGACACCATGTTGGATGTTCCTTCTCGA 
TATGAGGTCAAGGGCATGGGCTCCGGCGGTGCCGCGAACTGTCCCGCAAATACTTACTGC 
GTGGAAAACGCAGGATCCTACGCGCCTCGCATGACTCTGCAGGACGCTCTCGCGCAGTCC 
CCCAACACTGCATTCGTTGAAATGATCGAGCAGGTTGGCGTGGACACCGTTGTGGATCTT 
TCAGTAAAGCTGGGCCTGCGAAGCTACACCGATGAAGGTTCCTTCGACGGCGAAAGCTCA 
ATCGCGGACTACATGAAGGACAACAACCTCGGTTCTTACACTCTTGGACCTACCGCTGTT 
AACCCTCTTGAATTGTCCAATGTTGCTGCAACCATTGCATCCGGTGGCATGTGGTGCGAA 
CCCAATCCCATCGCCAGCGTCCATGACCGTGAAGGCAACGAAGTCTACATTGACCGCCCT 
GCATGTGAGCGCGCCATCGATGCCGAAACGGCTTCAGCTTTGGCCGTCGGCATGAGCAAG 
GATACGGTCAGCGGAACTGCGGCCTCTGCAGCCAGCATGTACGGATGGTCCTTGCCAACC 
GCAGCGAAGACCGGTACCACCGAGTCCAACCAGTCCTCAGCATTTATGGGCTTCAACAGC 
AACTTTGCCGCAGCTCCATACATCTACAATGACGGCACCTCCACCACCCCACTGTGCAGC 
GGCCCCGTCCGCCAGTGCAGCAGCGGTAACCTCTTCGGCGGTAACGAACCAGCTCAAACA 
TGGTTTAACATGGCAAGCAACGTCCCCGCAGCTTCGCAAGGAACACTGCCATCCAGCAGC 
GATTCATTCCGCCTCGGCACTTCCGGCGAACTCCTCAACCAGGTTGTCGGCC7W\GCG7VA 
GCCTCCGCTCGACGCACCCTCGAAGCCAAAGGCTACAAGGTCACCACGCGTTCAGTCTCC 
GGCGCCGGCAGCGCGCGCGGCACCGTAGTCAGCGCAACCCCTCAGGGTGCAGTGCTTATC 
GACGGTGGAACCGTCATTTTGGACATCTCCGACGGCACAAGCCCTGCCCCCGCTGCCACC 
AACAATGATGACAGCGACGATGGAGACACCCCTGCTCCATCAACAAACAACCGCGGAACA 
ACCATTGAAGACGCCATCAATGACGCCATCAACCAGTTCTTCCGC 

>RXA00 61 2 -downstream 

T AG AAAT AC CTAGTTGCT CAAAC 



>RXA0 0 61 5 -upstream 

AAATTGCCAGGATTGATCATTAATATCGGCTCATTAAGGCTCTTTT.TAATGAGAGGGATT 
CCCATTGAATGATCAGTTGGTGAGTTGGGTGGAAACACTC 

>RXA00615 

ATGACAGCATCGGTGTTTTATCCGGTGCTGTCAGTTGTGGTGCTCATCGACTGCATTTTG 
CCGCTTATCCCCAGTGAGACTGTTCTTGCTTTGGCAGGGGCGTGGTCAGGAGCTCGGGGA 
ACTCCAAACTTGTGGTTGGTTATTTCAGTAGCT^ACGTTGGCCGCGATCATTGGTGACAAC 
CTGTGTTATTTCTTTGGCACGCGGTTGATCAATATGGTGAACAGGATTCCGGGAGAATCG 
AGGCGCGGAAAAGCGCTGGAGTGGGCGCGGAAGAACCTTAATGAACGGGATGTTTCGACA 
ATCATTATCGCCCGCTTTATTCCGTGGGCTAGGTGGTTTGTCACCATCATTTTGGGATCT 
GTGGGATATTCCTGGTCGAGGTTTATCGTGTGGGATTCCATTGGAGCGCTAATTTGGGCA 
ACCCAGGCAACTTTGTTGGGTTATGTGGGCGGATGGCTTTTCCAAGAACAACCGTTGATC 
GGCCTGGTTGCAGGCGCAGCTTTGGGAATCTTCTTCGGGTTCTTTTTGCAGTGGCTCAAC 
AAAATGTGGGAGAGGCGTCGTCTGGCGAAAGTGGCTGCAGAA 

>RXA00 615-downstream 
TGAAAATCAGGCCAGACAGTGGG 
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>RXA00 621 -upstream 

AAATGAATCCGGGTTTTTCAGTTTCGGGGTGCAAATCAGAATGTCGCCAATGGCGAACAC 
ACGAGCGTGCAGAAGATGTGCGTGACTAAGATCGGGGGCT 

>RXA00621 

ATGTCTGAACGCCTAAACGCTCCGCAAGCACCAATCCATCCCATCACCCGAACCCACCAC 
GGTATTGATTTCGTAGACAACTATGAATGGCTGAGGGATAAAGAATCCCAAGAAACCTTG 
GACTACCTGGAGGCGGAGAATGCGTTCACCAAGCAGGAGACTGAACAGCTAGCCACACTG 
CGGGACAACATCTATGAAGAGATTAAGTCACGCGTTAAAGAAACCGACATGTCCATCCCA 
GTGCGTGCCGGAAAGCACTGGTATTACTCTCGCACTGAAGAAGGCAAGAGCTACGGCTAT 
TCCTGCCGCATTCCAGTGACTGAAGGGTCGGATGCATGGACCCCTCCTGTTATCCCTGAG 
GGTGAGCCAGCGCAGGGTGAAACCATCATCATGGATGCCAACGAGTTGGCAGAAGGCCAC 
GAATTCTTCTCCATGGGTGCATCATCTGTCACCACCTCTGGCCGCTACCTTGCGTATTCC 
ACCGATGTCACGGGCGAAGAGCGCTTTACGTTGCGCATCAAGGATCTAGAAACTGGCGAG 
CTGCTTCCTGATACCCTGACTGGCATTTTCTACGGTGCTACTTGGGTGGGGGAGGAGTAC 
CTCTTTTACCAGCGCGTTGATGATGCGTGGCGTCCAGATACTGTGTGGCGCCACAAGGTG 
GGTACCCCGGTTGAAGAAGACGTGTTGGTGTACCACGAGCCTGATGAACGTTATTCCACC 
TGGGTGGGCACCACTCGTTCAGAAAAAGTTCATCCTTTTTGGTTGCGCCTCCAAGATCAC 
CTC 

>RXAOO 621 -downstream 
TGAAGTACGCGTGCTTCCTTTCG 



>RXA0 0 62 2 -upstream 

TTTTACCAGCGCGTTGATGATGCGTGGCGTCCAGATACTGTGTGGCGCCACAAGGTGGGT 
ACCCCGGTTGAAGAAGACGTGTTGGTGTACCACGAGCCTG 

>RXA00622 

ATGAACGTTATTCCACCTGGGTGGGCACCACTCGTTCAGAAAAAGTTCATCCTTTTTGGT 
TGCGCCTCCAAGATCACCTCTGAAGTACGCGTGCTTCCTTTCGACCAGCCAGAGGGCACC 
CCTGAGGTGCTGATTCCGCGCGCGGAGGGTGTGGAATACGACGTCGATCATGCAGTCGTA 
GACGGCTCCGATATTTGGTTGGTCACACACAACGCCGAGGGCCCGAACTTTTCGGTGGGG 
TGGGCTGGCGTCGACAAGCTCAATTCTTTGGACGCGCTGGCGCCACTCGTCGCGCACAAG 
GATGACGTGCGCATTGAGGGTGTCGATACCTACCGCGATTTCATCATCCTGGGCTACAGG 
TCCGGCGCGATCGGCCAGGTCGCGATCATGAAGCTTATCGACGGAACCTTCGGCGATTTC 
CAACAGCTGGAATTTGACGAGGAAATCTACACCGTCGCATCGGGCGGAAACCCAGAATGG 
GACGCCCCCGTCATTCGCCTTTCTTACGGATCATTCACCACCCCGGCGCAGCTGTTTAAC 
TACTGGATTGAATCCGGCGAACGCACGCTGCTGAAGCAGCAGGAAGTGCTCGGCGGATAC 
AAGCCGTCAGACTATGTGGCCTCCCGATTGTGGGTCACTGCGAAAGATGGCGCGCAGATT 
CCAGTGTCCTTGGTGCACCGCACCGACCTGGATGTATCCAAGCCCAACCCCACGTTGCTC 
TACGGCTATGGTTCCTACGAATCATCCATTGATCCAGGCTTCTCTATCGCGCGTTTGTCA 
CTGATGGATCGTGGCATGATTTTTGCGATTGCCCACGTTCGTGGCGGTGGCGAAATGGGT 
CGTGGCTGGTACGACAACGGCAAAACCACCACGAAGAAAAACACCTTCACCGACTTCATT 
GATGTTGCCGACGCCCTCATCGAGCAGAAGATTTCTGCCCCTGAAATGCTGGTTGCAGAA 
GGCGGCTCAGCTGGTGGCATGCTCATGGGCGCCATTGCCAACATGGCCGGTGACCGCTTC 
AAGGCGATCGAAGCCAACGTGCCATTCGTCGATCCGCTGACCTCTATGCTCATGCCGGAA 
CTGCCACTGACGGTTATCGAATGGGATGAGTGGGGCGATCCACTCCACGATAAGGACGTC 
TATGAATACATGGCGTCGTATGCCCCATATGAAAACATCGAGGCAAAGAACTACCCCAAT 
ATCTTGGCCGTAACATCGCTCAACGACACCCGAGTGTTGTACGTCGAACCAGCCAAATGG 
GTAGCGCAGCTTCGGGCGACTGCAACCGGTGGAGAATTCCTTCTGAAAACTGAAATGGTT 
GCCGGACACGGCGGTGTGTCAGGACGCTACGAAAAGTGGCGTGAGACTGCATTTGAGTAC 
GGCTGGTTGATCAACCAAGCAACCGGTGTGACCGAA 

>RXA00 622-downstream 
TAAAACTTGTTCGACTAGCGAAC 



>RXA00 636-upstream 

TCATGGGATTCAGCAAGGCGGCCACCCGAACCGTCTTTGGTGGAGGAGTAGGAGCGATGA 
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TCGATCTGGCCCGTTCGAACATAAGGAATATTCCTACTCC 
>RXA00 63 6 

ATGATGATTGATACACCTGCTGTTCTCATTGACCGCGAGCGCTTAACTGCCAACATTTCC 
AGGATGGCAGCTCACGCCGGTGCCCATGAGATTGCCCTGCGTCCGCATGTGAAAACGCAC 
AAAATCATTGAAATTGCGCAGATGCAGGTCGACGCCGGTGCCCGAGGGATCACCTGCGCA 
ACCATTGGCGAGGCGGAAATTTTTGCCGGCGCAGGTTTTACGGACATCTTTATTGCATAT 
CCGCTGTATCTAACCGATCATGCAGTGCAACGCCTGAACGCGATCCCCGGAGAAATTTCC 
ATTGGCGTGGATTCGGTAGAGATGGCACAGGCGACGGCGGGTTTGCGGGAAGATATCAAG 
GCTCTGATTGAAGTGGATTCGGGACATCGTAGAAGTGGAGTCACGGCGACTGCTTCAGAA 
TTGAGTCAGATCCGCGAGGCGCTGGGCAGCAGGTATGCAGGAGTGTTTACTTTTCCTGGG 
CATTCTTATGGCCCGGGAAATGGTGAGCAGGCAGCAGCTGATGAGCTTCAGGCTCTAAAC 
AACAGCGTCCAGCGACTTGCTGGCGGCCTGACTTCTGGCGGTTCCTCGCCGTCTGCGCAG 
TTTACAGACGCAATCGATGAGATGCGACCAGGCGTGTATGTGTTTAACGATTCCCAGCAG 
ATCACCTCGGGAGCATGCACTGAGAAGCAGGTGGCAATGACGGTGCTGTCTACTGTGGTC 
AGCCGAAATGTGTCAGATCGTCGGATCATTTTGGATGCGGGATCCAAAATCCTCAGCACT 
GATAAACCAGCATGGATTGATGGCAATGGTTTTGTTCTGGGGAATCCTGAAGCCCGAATC 
TCTGCTTTGTCGGAGCATCACGCAACCATTTTCTGGCCAGATAAAGTGCTACTTCCAGTA 
ATCGGGGAGCAGCTCAACATCGTGCCCAACCATGCCTGCAACGTGATTAATTTGGTGGAT 
GAGGTCTACGTTCGGGAAGCCGATGGCACTTTCCGTACCTGGAAGGTAGTTGCCCGCGGC 
AGAAACAAT 

>RXA00 63 6-downstream 
TAGGGAAACCTCTTGACCTTCAC 



>RXA00 639-upstream 

AGTGTTGTTATCGAGTTCAGCCGATCACAAAGATTTTTCCGCTAGGCAGTGATCCGACTC 
GCACCCCCTACTTCACCCCCAAAGTCTCTAGGAGTATGAC 

>RXA00 63 9 

ATGACTTCAGCTGAACAGATCGTTGATCCAACAGCCCACGATTCGGGCAACAAGGCAACT 
GACAAGTTCAAGGCAAACCGCGTTTCCTCCGATACCTCCAAGGAACGCGCAAACGCGATC 
TACGTAGATCTGCTCGCGGCGATCGCCCAGGTTGCTCACAAGCACGAAGTCACCTACGAA 
GAGTACGCAGTGCTCAAGCAGTGGATGATCGACGTTGGAGAATACGGCGAGTGGCCACTG 
TGGTTGGACGTTTTCGTTGAGCATGAGATCGAAGAGATCAACTACAACCGCCACGACTAC 
ACCGGAACCAAGGGTTCCATCGAAGGCCCTTATTACGTAGAGAACTCTCCGAAGCTCCCT 
TGGGATGCTGAAATGCCAATGCGTGACAAGGACCGCGCATGCACCCCACTGATCTTCGAG 
GGGCAGGTTACTGACCTCGACGGCAACGGTCTTGATGGAGCAGAAGTTGAGCTCTGGCAC 
GCAGATGAGGACGGATACTACTCCCAGTTCGCGCCTGGAATCCCAGAGTGGAACCTGCGT 
GGCACCATCGTTACCGATGAGGAAGGCCGCTACAAGATCAAGACCCTGCAGCCTGCGCCT 
TACCAGATCCCTCATGATGGCCCAACCGGTTGGTTCATTGAGTCTTACGGTGGGCACCCA 



>RXA00 64 0-upstream 

TGCGGAATTGCTCGCAAATGTCACACACCGCTTCAAAGCAAAAACGAAAACGACATCGCG 
GTGGCAATACCAACTTCTTTTCACTCTCTTGGAGGTTCAC 

>RXA00640 

ATGTCCACACCAGTTTCAAATTTGGCAAGCGTTCAGAAAACTCTGGACCATGCGCTTGAG 
GACCGCCCTGAAGAGGGAATCGTCCGCGTCAACCGCAACATCTTCACTGACCCTGAGATC 
TTCGAGCTGGAGATGCGCCACATCTTCGAAGGCATCTGGATGGACATGGCTCACGAGTCC 
CAGATCCCTAACGGTGGAGACTACTTCACCACCTACATTGGCTGCCAGCGGATCATGATC 
ACCCGTTCC 

>RXA00 64 0-downstream 
NAGGNNGGCACACTNAANGGCCT 



>RXA0 0 641-upstream 

CCACGGTTGANNANTCNGCAAGGNCGGNNCACTGCTCAAGGTCAAGGATGAAAAAGAAGG 
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CNCCTACCCAGAGTATTTCCGCACCGANGGNTCCCANGAT 
>RXA00 64 1 

GTGCGTCGCGTTCCTAAGTTAGAGTCCTACCGTGGCTTCCTCTTCGGCTCCCTCAACGAT 
GATGTCGTTTCTTTGGAAGAGCACCTCGGCGACACCCGTACCGTCATTGACATGCTGGTT 
GACCAATCCCCAGAAGGCCTCGAAGTACTGCGCGGATCCTCCACCTACACCTACGACGGC 
AACTGGAAGCTCCAGACCGAAAACGGTGCAGACGGCTACCACGTTTCCTCCACCCACTGG 
AACTACGCTGCAACCACCTCCCGCCGTGGCACTGGTGAATCCGCGAACGAAACCAAGGCA 
ATGGACGCTGGTACCTGGGGCAAGCAGGGTGGCGGATACTTCTCCTACCCTTACGGCCAC 
ATGCTGCTGTGGATGTGGTGGGGCAACCCAGAAGACCGCCCACTGTTCGAGCGCCGCGAC 
GAGTTCAAGAAGGAATTCGGCGAAGAAAAGGGCGAGTTCATGGTTGGTGCTTCCCGCAAT 
CTGTGCCTCTACCCCAATGTTTACCTGATGGATCAGTTCTCCTCACAGATCCGCCACATC 
CGCCCAATCTCAGTTGATCAGACCGAAGTCACCATCTACTGCATCGCACCTAAGGGCGAG 
TCCGCGGAAGCACGTGCAAACCGCATCCGCCAGTACGAAGACTTCTTCAACGCAACGGGC 
ATGGCAACCCCAGATGACCTGGAGGAATTCCGCTCCTGCCAGAAGACCTACCAGGCATCT 
GCCTTCCCATGGAATGACATGACCCGCGGTTTGGGCCACCAGGTACAGGGACCAAACGAG 
GTTGCCAAGGGCCTAGGCATGAACGAAGTTCTTTCCTCCGGAGCACGCACCGAAGATGAA 
GGCCTCTACCCAATCCAGCACGGCTTCTGGCATGAACTCATGCAGGAGGCTGTGAATAAG 
CAGAGCATCAAGGAAAAGGAATTGGCTGACGATACCGCTTCTTCCCTTGCCACCGTAGCT 
GCAGCCAAAATCCGTGAGGAAGCAAAGGCAGCCGCGAAGTCCGACGCTGGAGAGCCTCGC 
CGCCGTCGTCGCACCCGCGGT 

>RXA0064 1-downstream 
TAGTCGTCGAAAAGCAAAAAATC 



>RXA0064 2-upstream 

AAAGGCAGCCGCGAAGTCCGACGCTGGAGAGCCTCGCCGCCGTCGTCGCACCCGCGGTTA 
GTCGTCGAAAAGCAAAAAATCTTTTAAGGAGAACACCTAA 

>RXA00 64 2 

ATGTCTGAAATCACCCGCTCTGAGATCGAAGCTTTCCTCTACTACGAGGCTCGCCTGCTC 
GATGACCGTAAATTTGAAGAATGGCTCGAATGCTACCGCGAGGACGCCGAGTTTTGGATG 
CCAGCCTGGGACGACAACGGTGAACTGACTGAAGATCCACAGTCTGAAATTTCCCTCATC 
TACTACCCAAACCGTGGTGGACTTGAGGACCGCGTCTTCCGCATCCGCACCGAACGCTCC 
TCTGCAACTTCCCTACCTGAACCACGCACCGGCCACAGCACCACCAACGTGGAAATCCTG 
GAGCGCCGCGACGGCGAAGTAGATATCCGCTTCAACTGGATCACCTTCTACTACCGTTAC 
AACACCACCGACACCTACTTCGGCACCACGTTTATCACCCTTGATGTCAGTGGTGAAACC 
CCGAAGATCGTCAAGAAGAAGGTCGTTTTGAAGAACGACTACATCCACCACATCGTCGAT 
ATTTACCACGTC 

>RXA00 64 2 -downstream 
TAGGAGGCACTCACATGACTCAC 



>RXA0064 3-upstream 

TCAGTGGTGAAACCCCGAAGATCGTCAAGAAGAAGGTCGTTTTGAAGAACGACTACATCC 
AC C AC AT C G T C GAT AT T T AC C AC G T C TAG GAG G C AC T C AC 

>RXA00643 

ATGACTCACCAAGTTGCACTTGCCTTTGAAGACGGCATCACCCGATTCATCGACTGCGAA 
GATGACCAAACTGTTGCAGATGCCGCCTACCAGGCACGCATCAACATTCCTTTCGACTGC 
CGCGACGGCGCCTGCGGAACCTGCAAAGCGTTCTGCGAATCCGGCGACTTTGACGAAGGC 
GACTACATCGACGACGCCCTGTCCGAAGATGAAGCAGCCGACGGCTACTGCCTGCCTTGC 
CAGATGACCCCAAAGACCGACCTCATCTTGCAGATCGCCACCACCTCCGTGCTGGCAAAG 
ACCGGCGCATCCACTTTCGATGGCGAGTTGAAGGAGATCAATCACTTCTCTGATTCCACC 
ATCGGCATTGAGATCGAACTGGAAAACCGCCAAGATTTGGCGTTCCTCCCTGGTCAATAC 
ATGAACATCCAGGTTCCAGGCAGCGACCAGACTCGTTCCTACTCTTTCTCCTGCGCTCAA 
GATTCCGGCAACGTGCAGTTCCTGATCAAGGTAACCCCAGGTGGACTCATGACCACCTAT 
CTCACCGATCACGCGAAGGTCGGCGACAAGCTCACCTTGACCGGCCCGATGGGTTCCTTC 
TTCCTGCGTGAACCTGTCCGCCCGATCCTGCTGCTCGCCGGCGGAACTGGACTTGCACCG 
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ATCTTGGCTATTTTGGAAAAGCTTTCCCGCGATGAGCTTCTCGACGTCCCAATCCGCCTG 
GTTTACGGCGCGAACTTCACCCACGATCTGGTGGAATTGGATCGACTTGATGCCTTCAAG 
GACAAGTTCGACTTCGATTACATCACCGTGCTTTCCGACAAGGACACCGAGCATCCACGC 
AAGGGCTACGTCCCAGCACACCTGACCGGCGAATATGAGCCAGATGAGGACACTGATGTG 
TACCTCTGCGGCCCTCCTCCAATGGTCGAGGCCGTGCGCCAATTCCTGGGCACCCTGGAG 
CATCCTCCGCTGGACTTTTATTACGAGAAGTTCACTTCCGCCGCTGCCCCTGCTGCTGGT 
AAGC C AG AG ATC AC CG T GG AG AC C AGCGAAGTTGC AG AGG AT TTC71ACCTGGTCG AG GTG 
TCCACTCCAGGCATGTCTTCCGGCGAGGTGCACTCTTCTGCAACCCAGCTGCAGGCCCGC 
ATGGCTCTGGAGCTCGGCGCGCTGGAGCTTGCGATCAACAAACTCGGCGAGCGCGACATC 
GAGCGATTCCGCAACTTGGCCGACATCGCGAACTCCTTCATCGACGGCGATAAGTTTATC 
GACGCGGTGAAGTTCACCGAGGCCAACGCCGATTTCCACGAGTTCCTCTTCCGCCGCGCA 
AACAACGAGGCGCTGCTTGCGGCGTACCAGAACCTCCAGGTTGTTCAAGAAATGAACGCA 
ACCCTTCCAGGCGCCGAGTGGATTGATCCGGCAATTGCCACCGAGCACTTGGCGCTTGTC 
GACGCCGTCTCCCAGAATGATCTCGAGACCGCGAGAACAATCATTCGTGAACACGCGGAG 
C AC G G CAT T G AC AC TAT G G T T AA G G C C C T C GAG AAA 

>RXA0064 3-downstream 

T GAG CGCGCCAGTAG G AC AAG G C 



>RXA00 64 4 -upstream 

TTGTCGACGCCGTCTCCCAGAATGATCTCGAGACCGCGAGAACAATCATTCGTGAACACG 
CGGAGCACGGCATTGACACTATGGTTAAGGCCCTCGAGAA 

>RXA00 64 4 

ATGAGCGCGCCAGTAGGACAAGGCATCGAAGGTCGCCCCACTCACGTCACCCCGGAACGC 
TTCTTTGGCCAGGGTGTTGTGGTTACCGGAGCGGCTCAAGGCATCGGCATGGCAGTGGCA 
CACCGCATCGCATATGAGGATGGCAACCTAGTGTTGGTGGACCGTTCCCCGCTGGTGCAT 
GAAGTTGCCGAAGAGCTGCGTAAAGCAGGCGCCGGAACGGTGGATTCTTTCATCGCCGAT 
CTGGAAACCTTTGAAGGCGCAACTGATGCTTTGGAATTTGCCGGGCAGAAGTTGAAGAAC 
CTTGATGTGGTGATCAACAACGTTGGTGGCACCATCTGGGCGAAGCCTTATCAGGAATAC 
TCTGAGGAAGAGATCCGCAAGGAAATCAACCGAAGCCTCTTCCCCACCTTGTGGATGTGC 
CGGGCCGCGTTGCCAATTCTGATCGGAAATGGTGGTGGAACGATCGTTAATGTGTCCTCC 
ATCGCGACCGGTGGTATCAACCGTGTTCCTTATGCTGCAGCAAAGGGTGGCGTCAACGGC 
ATTGTTTCTGCCATGGCCCGCGAAGCTGCACCGCATAATGTGCGCGTGGTGGCAACGGCT 
CCCGGTGGCACGCTCGCTCCGGAACGTGCCGTCAAACGAGGCCCTGGGCCAGAGGGCGAA 
TTGGAAGAAAAGTGGTATCAGCAAATCGTTGATCAAACCATTGATTCCAGTTTGATGAAG 
CGCTACGGCACCCTAGAGGAGCAGGTCGCGCCGATCTGTTTCCTCGCTTCTGAGGAAGCT 
TCCTACATCACTGGATCAGTCATGCCAGTCGGTGGAGGCGACCAGGGA 

>RXAOO 64 4 -downstream 
TAACCCTTGGTCAATCTTAGGGA 



>RXA00 650-upstream 

AAGGCTAGACTAAAGTACGATTCATCTGCTCATCGATACTCTTGAAGGCGCATTTTCATT 
CGAAACGAAGTGCGCCATTGGGAAGGACCTAGTTCAAACA 

>RXA00 650 

ATGATTCGCGTGCTGCTTGCTGATGACCACGAAATCGTGAGGCTCGGACTCCGAGCTGTG 
CTGGAAAGCGCCGAGGACATTGAAGTGGTGGGCGAAGTCTCCACCGCCGAAGGTGCGGTG 
CAGGCAGCCCAAGAAGGCGGAATCGACGTCATCTTGATGGACCTCCGATTCGGCCCCGGC 
GTCCAAGGAACCCAGGTTTCCACAGGCGCAGACGCCACCGCAGCCATCAAGCGAAACATC 
GATAACCCGCCAAAAGTCCTGGTCGTGACCAACTACGACACCGACACAGACATCCTCGGC 
GCAATCGAAGCCGGCGCACTGGGCTACCTGCTCAAAGACGCCCCACCGAGCGAACTCCTG 
GCAGCAGTACGATCCGCAGCAGAAGGTGACTCCACACTGTCACCCATGGTTGCGAACCGC 
CTGATGACTCGCGTGCGCACCCCCAAAACCTCACTCACCCCACGTGAACTGGAAGTTCTC 
AAGCTGGTTGCCGGTGGATCCTCCAACCGCGACATTGGCCGTATCCTCTTCCTCTCAGAA 
GCCACGGTGAAATCCCACCTCGTGCACATCTACGACAAGCTCGGCGTGCGGTCACGTACC 
TCCGCTGTCGCAGCCGCACGTGAGCAGGGGCTGCTG 
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>RXA00 650-downstream 
TAGCGGGGGTTGCTGCAAGGCTT 



>RXA00 65 8 -upstream 

CATTGACACCCACAGGTTTACCAGCATCACGGAAAGTTTGGATGGATTTTTACTCCGGCC 
ACAACGTCTGGCTGGAAGCTCAGCCACGTGCTTTCTGGTC 

>RXA00658 

GTGCGCCACGACGAGCACTACCCAGCTGCGGCAAACCTCATTGCTTTCGATAAGGGATGG 
TCCACCCTCATCGCCCCTCAGCTGGAAGATCCAGAGGCGGAGGAGTTCACCGCCGGATTC 
CTCACCGAATACCAGGACAATCTGATCACTGCGGGCATGGAGCACCAGGCGCTCGCGAGC 
GGCTTCCCGGTGGGGCGTCGCTTCAAGTCCGATATTGCTTTACGACGCTGCGATGCGGTG 
ACCACCCACATCGGCCACGAACACTCCGCCGATGGTCACTGGAGGATCTACGTATTCGCT 
GGCCAAGCCACCCCACAA 



>RXA00 65 9-upstream 

GCTGGATACGAAAAGTGAAGGAAAATAACGCATCATGACTATTAATGTTTTCGAACTACT 
TGTCAAAAGTCCCACGGGTCTACTGATTGGTGATTCCTGG 

>RXA00659 

GTGGAAGCATCCGACGGCGGTACTTTCGATGTGGAAAACCCAGCGACGGGTGAAACAATC 
GCAACGCTCGCGTCTGCTACTTCCGAGGATGCACTGGCTGCTCTTGATGCTGCATGCGCT 
GTTCAGGCCGAGTGGGCTAGGATGCCAGCGCGCGAGCGTTCTAATATTTTACGCCGCGGT 
TTTGAGCTCGTAGCAGAACGTGCAGAAGAGTTCGCCACCCTCATGACCTTGGAAATGGGC 
AAGCCTTTGGCTGAAGCTCGCGGCGAAGTCACCTACGGCAACGAATTCCTGCGCTGGTTC 
TCTGAGGAAGCAGTTCGTCTGTATGGCCGTTACGGAACCACACCAGAAGGCAACTTGCGG 
ATGCTGACCGCCCTCAAGCCAGTTGGCCCGTGCCTCCTGATCACCCCATGGAACTTCCCA 
CTAGCAATGGCTACCCGCAAGGTCGCACCTGCGATCGCTGCAGGTTGTGTCATGGTGCTC 
AAGCCAGCTCGACTTACCCCGCTGACCTCCCAGTATTTTGCTCAGACCATGCTTGATGCC 
GGTCTTCCAGCAGGTGTCCTCAATGTGGTCTCCGGTGCTTCCGCCTCTGCGATTTCCAAC 
CCGATTATGGAAGACGATCGC 



>RXA00663 

CTTGGTGACAATGACACCCGCATCCTTGCAGTGGCCAAGAATCTGCAGGAAGAGGGCCAC 
AATGTGGTTCTGGTGTCGAAGGACCTGCCGATGCGGATTAAGGCGTCGGCAAGCGGAATC 
GCCGCACAGGAATACCGCGCTGCCCTGGCGCGCGACCGTGGTTACACCGGCATGACCCAC 
GCCAATATCACCGATGACCAGCTCAGCGAGCTCTACGACACCGGCGAGGTGCGCATTGAG 
GAGCTCGAAAAGCTGCCCGTCAACCACGGCTTCACCCTCAAATCCAACAGCGGTTCGGCG 
CTTGGTCGTATGAATTCCGACAAGATCATCGAGCTTGTCCCGGGCGACCAGCAGGTATTC 
GGTATCAGCGGGCGTAGCGCTGAGCAGCGGGTTGCCATTGATT.TGCTTAACGACGACGCC 
GTCGGCATCGTATCCATCGGCGGCCCCGCGGGTACAGGTAAAAGCGCACTCGCACTGTGT 
GCCGGCCTGGAAGCTGTGATGGAGCGTCGCATTCAGCGCAAGATTATCGTGTTCCGCCCA 
CTCTTTGCCGTTGGCGGACAGGAACTTGGCTACCTGCCTGGCGACCAAGAAGAAAAAATG 
GGGCCTTGGGCGCAAGCGGTTTTTGACACCCTAAGCTCCATGGTCAGCCAAAACATCATC 
GATGAAGCCCTCTCCCGCGGCCTCATCGAAGTTCTCCCACTTACTCACATCCGCGGACGC 
TCACTCCACGATGCTTTCGTCATCGTCGACGAGGCCCAATCCCTAGAACGCAACGTGTTG 
CTCACCATGCTGTCTCGCATCGGCCAGAATTCCCGAGTAGTTCTCACCCATGACGTAGCG 
CAGCGCGACAACCTGCGCGTTGGTCGCTACGACGGCATCGTCTCTGTGGTGGAAGCACTC 
AAGGATCACGAACTGTTTGGCCACATCACGTTGCAGCGTTCCGAACGCTCCCGAATCGCT 
GAGTTGGTCACCCAAGTTTTGGATGCGCCGTCTCTG 

>RXA00 6 63-downstream 
TAGTCGCGCAGTCTGTGGCGATT 



>RXA00675 

TGCGGCGCAACCTTTGATGGTTGGGTCGGCGATTCCGCGTGGAGCTTCGGCATCGGCGAG 
CTGGACGAGGACGTCCAGGGTCTCAACTTGGCTACCGAGTGGGTCCTCATGGAAGGCATG 
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AAGGCCATGGTTCCAGGCAACCGTTTGACCGATGTCTCCCACGCTCTCGAGGTCGCAACC 
CGCAAGGCTGAGTCCAAGTTCGGCGTCGCGCTCGGCATCGTCGATGGCTACGGCGGACAC 
GGCATTGGCCGCCACATGCACGAGGAGCCATACTTGGCTAATGAGGGCAAGGCCGGCAAG 
GGCCCTGTGATTCAGGAGGGCTCCGTGCTCGCCATTGAGCCTATGCTCACCCTCGGCACC 
GAAGATTCCGCAGTGCTGGAAGATGATTGGACTGTCGTGACTCTCGACGGTTCATGGGCA 
TCACACTGGGAGCACACCGTTGCAGCCACCAAGGGCGGCCCGCGCATCCTCACGCCGCGT 
TAT 

>RXA00 67 5 -downstream 
TAAAATGATGCTTTTCGACGCAT 

>RXA00 68 9-upstream 

ACTCCGACCAGTGACTTTAGAGCTAGGCGGAAAATCTTCCGCGATTATCCTTCCTGATGC 
AGACATGTCAGTACTCTCGACGCGGTTGATTCGATCCTGT 

>RXA00 68 9 

ATGCGCAACACTGGACAAACCTGCTACATCAGTACCCGGATTATTGCCCCTAGCTCACGC 
TATGCGGAAGTCGTACAAACAGTGGCAAGCACTATCGCTGCAGGTAGACAAGGTGACCCC 
TATGATGAAGAAACGGTTTTTGGGCCAGTTGCCAGCGCCTCTCAGTACTCAACCGTCATG 
TCTTACATTGACTCCGCACGAGAGGAAGGTGCACGAGTGGTTGCAGGTGGAACCCGGTCA 
ATCAGCCTTTCTGAAGGTTTAGAATCAGGCGAGTTTATCCAACCAACCGTGTTTGCCGAT 
GTCACCCCCGACATGCGGATATCACGCGAAGAAATCTTCGGCCCTGTTATTTCCATCCTA 
AAGTACGACGATACAAACGGTGTTTCCGAAGCAATCGCACTAGCCAACAACACGAAATTC 
GGTCTCGGTGGCTTGGTATTTGGTGCGGATGAGGAACAAGCACTAGAAGTCGCCCGTCAA 
GTGGATTCTGGTTCCGTAGGCATCAACTTCTTCGGTTCCAACCATTCCGCCCCATTTGGA 
GGACGCCACGAATCCGGTATGGGAGTGGAATACGGCATCGAAGGCCTCAGTGCTTACCTG 
ACATACAAGAGTATTCACCGAACCATT 

>RXA00 68 9-downstream 
TAGTTACTGAAAGTTCTCAGCTA 



>RXA00715-upstream 

GTGGTGTTAAGCACTAAGATGGCAGGTTATGACTTCTCTTAAAGTAACTTCGTCCGCAGA 
TGCAACCAATAACAATGATGCCCATTTTCCTGAAGGTCCA 

>RXA00715 

GTGGTAACCGTTGACTGGTTGTCACACAACCTTGACCGGGATGATGTCATCGTGTTGTGT 
GCCACAATGGAGGATGATGAAATTGCACGTCAAGCGGGAATTCCGGGGGCATTTCTCGCT 
GACTTGGAAGGAGATTTCTCAGATCCACATTCCGAGCTTCCACACACCGCGCCACCAAAT 
TTGGTGGGTTTGCTAGAAAGCTACGGCATTAGCACCGATTCCACGGTGGTTGTTTATGAT 
CTGCACGGCCTCATGGTTGCACCGCGGGTGTGGTGGCTTCTCCGTGTTGCTGGATTAAGC 
AGCATTGGCGTGCTTGATGGCGGATTGCCAGCCTGGGTTGATGCTGGCCTTCCAACGGAA 
CCGCTGTCGCTACCTACAAGTGGTGGAAGGATCAGCGCAGAACCACAGCCAGATTTACTC 
GTTGGTGCCTCCGGCGTTGAACGGGCGATCGCGCGCTCAAGCAAGGCAGTGATTGATGCT 
CGTAATGCGAGCCGATTCGCTGGCGTTGAAGAAGAGCCCCGTCCAGGCCTTCGAAAAGGG 
TCGATCCCTGGAAGCGTCAACATTCCCTTCACTGACATTTCTGATGAGCATGGTTTTGTC 
C G G C C AG C AG AAG AAC T G AAG G AAT T GAT C T T C A G C C G C AC AAAT G GAG C G C AG T CG T T G 
GTCTTTAGCTGTGGCTCCGGAGTCACGGCATGTGTTGATGCCTACGCTGCAGTTATCGCA 
GGTTATGACGACGTTGTAGTGTATGAAGGCTCTTGGGCGGAGTGGGGCAACCCGGCAAAC 
CAAAAGCCGATTGCT 

>RXA00715-downstream 
TAACGCCCGCTATGATAACCACT 



>RXA007 4 4 -upstream 

TCTGAGTCGGTAGAAGTATTACCCAGTGACTTAAGTTTCTTAGATTTTTTTGAGCAACAG 
CGACCAGCCACGTTAGTGTGGTCGAGTAGAGGATAGCTAC 

>RXA00744 
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ATGGGGAACTGGGCAGAGATTACTGATGAAATTTCTAAGATTTACCAAGATAATCAGTAC 
AAGATTAGACAAATAAATGATGTTGACGCAGTAAGCGATAAACGTAGAGAAGCGCTACAA 
GCACTGTTTGAACATACTGGTCGAAATGTAATCGTCTATTATTCAGCGTGGTTAGAAAAT 
GGTCGACGATTTTCCGGGCAATCTACGGATTTTTCGGTAAATGATACTGATAAAAACAGT 
TTTATGACTGCGCTCCATAAGTTGGATCAGAGTAAAGGTCTCGATCTTATCCTCCACACT 
CCGGGTGGAGATGTTGCTGCGACAGAGTCGTTAGTAGATTACATTCACGCACTCTTTGGT 
CAAGATTTCAGAGTCATTGTCCCCCAACTCGCAATGTCAGCAGGAACAATGATCGCACTT 
TCGTCCAAAGAGATTGTTATGGGGAAGCATTCTAGTCTTGGCCCCATTGATCCTCAGTTT 
AACGGCCTACCGGCACACGGGTTATTGGAAGAATTTGAGCAAGCGAAGAAAGAGGTCTCT 
GAGAATCCGCAGACTGCTCATATATGGCAGGTGATCTTGAATAAATACAACCCCACGATG 
TTGGGTGAAGCTAAAAAAGCTATTCAGTGGTCCAACTCGATGGTTAAGCAGTGGCTTGAA 
AAGGGTATGTTTTTAGACGAGCCTGACAAAGAAGAAAAAGCCACTCGCGCTATCAAAGAG 
CTCGCTGATCATTCCGTTACTCTTGCGCATAATCGACACATTTCGGTCAGTAAAGCACTT 
GAGCTGGGATTGAATATCAAAGAACTTGAGAGCGATCCAAAGCTTCAAGATTTAGTTCTT 
ACTCTTCACCACCTGTCCGTTATTGCTGCGCAACGAGGACCATTAATTAAGTTTGTCGTC 
AATCATGACAACCGTGGCACTTTTCTGCAGGGGCATGAAAAC 

>RXA0 07 4 4 -downstream 
TAATTAAGTGATGCAATAGTCTA 



>RXA007 5 6-upstream 

ATTCGCTAAACCTGCGCAGGATGAGACTGCCCTCGCAGAAAGCACATTCGACGAAGCCAC 
C G C G T AAAC A G T AC G T G G T G G AAG C T T GAG AG G AAG AC AA 

>RXA007 5 6 

GTGAATATTGATGTCCAGGCTTTAAAAGCCATCGAGTCTGAAAAAGGAATCCCAGTTCCA 
GACTTGCTGCGCACCATCGCCTCTGCACTTTTGCATTCGTACATGGATAATCGCGAAACT 
GTTGCGTCTGCGAACCTGAAACCACGCGTGGACATCGATTCCACAACTGGCACGGTCAAC 
GTCATCGTCTCAGAATTCGACGAAAACGGAGAGCTCGCTTCCGAATACGACGACACCCCA 
TCCAACTTCGGACGAGTCAGCGCCCGCGCTGTTCGCGACGCGATCGTTAAGTCCCTGCGC 
GAAGCAGAAGCAAGCCGAGCATTCGATGCGTACGCAGATTATGAAGGCACCGTTGTGTCC 
GGCATCGTTCAAGCAGATGCCCGCGCAGCTGAACGCGGAATCATCATCGTGCAGCTGGGT 
ACCGAAGCGGACAACCAAGACGGCGTTTTGCTCCCAGCCGAGCAGATCCCTGGCGAAAAG 
CTCAAGCACGGCGACCGCGTCAAGTGCTTCGTCGTTGGCG.TGGGCAAGGGCAACACTGAC 
ATCCAGATCAACCTGTCTCGTACTCACCCTGAGCTGGTGCGCCGACTGTTTGAACTGGAA 
ATCCCAGAAGTTGCTGACGGATCCGTGGAAATTGTTGCTATCTCCCGCGAAGCCGGACAC 
CGCTCCAAGGTTGCTGTTCAAGCCAAGGTGAAGAACCTCAACGCCAAGGGCGCTTGCATT 
GGCCCACGTGGACAGCGTGTGTCCAACATCATGCGTGAACTCGGTGGAGAAAAAATCGAC 
ATCATCGATTACTCCGAAGATCCAGCAACCTTCGTTGGAAATGCACTGGCACCATCCAAG 
GTTGTCAACGTAGAGGTCACCGATCTTGAAGCTCAAACCGCGCGCGTAACTGTCCCTGAC 
TACCAGCTTTCACTAGCAATCGGTAAAGAAGGTCAAAACGCCCGCTTGGCTGCCCGCCTG 
AC C G G C T G G AAG AT C G AC AT.C C AC T C T G AC AT C GAT 

>RXA0075 6-downstream 
TAAAAGTCGCTTGAACCGGCATG 



>RXA007 72-upstream 

GTCGCATTCTGCTTGCTGAAGTGGCACACCTATGTGTTCTGCTTGGGTATAGCAGTGCGG 
GAAAAATTTGAAAAAGTCCGATTACCTGAGGAGGTATTCA 

>RXA007 7 2 

ATGTCTGATCGCATTGCTTCAGAAAAGCTGCGCTCCAAGCTCATGTCCGCCGACGAGGCG 
GCACAGTTTGTTAACCACGGTGACAAGGTTGGTTTCTCCGGCTTCACCGGCGCTGGCTAC 
CCAAAGGCACTGCCTACGGCAATCGCTAACCGGGCTAAAGAAGCACACGGTGCAGGCAAC 
GACTACGCAATCGACCTGTTCACTGGCGCATCGACCGCCCCTGACTGCGATGGCGTACTT 
GCAGAAGCTGACGCTATCCGCTGGCGCATGCCATACGCATCTGATCCAATCATGCGTAAC 
AAGATCAACTCCGGCTCCATGGGATACTCCGATATCCACCTGTCCCACTCCGGCCAGCAG 
GTTGAAGAGGGCTTCTTCGGCCAGCTCAACGTAGCTGTCATTGAAATCACCCGCATCACT 
GAAGAGGGCTACATCATCCCTTCTTCCTCCGTGGGTAACAACGTTGAGTGGCTCAACGCT 
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GCAGAGAAGGTCATCCTCGAGGTTAACTCTTGGCAGTCTGAAGACCTCGAAGGTATGCAC 
GACATCTGGTCTGTTCCTGCCCTGCCAAACCGCATTGCCGTGCCAATCAACAAGCCAGGC 
GACCGCATCGGTAAGACCTACATCGAGTTCGACACCGACAAGGTTGTTGCTGTTGTTGAG 
ACCAACACCGCAGACCGCAACGCACCATTCAAGCCTGTCGACGACATCTCTAAGAAGATC 
GCTGGCAACTTCCTCGACTTCCTGGAAAGCGAAGTTGCTGCAGGTCGCCTGTCCTACGCG 
GGCTACATCATGCAGTCCGGCGTGGGCAACGTGCCTAACGCGGTGATGGCAGGCCTGCTG 
GAATCCAAGTTTGAGAACATCCAGGCCTACACCGAAGTTATCCAGGACGGCATGGTGGAC 
CTCATCGACGCCGGCAAGATGACCGTTGCATCCGCAACTTCCTTCTCCCTGTCTCCTGAG 
TACGCAGAGAAGATGAACAACGAGGCTAAGCGTTACCGCGAGTCCATTATCCTGCGCCCA 
CAGCAGATCTCTAACCACCCAGAGGTCATCCGCCGCGTTGGCCTGATCGCCACCAACGGT 
CTCATCGAGGCTGACATTTACGGCAACGTCAACTCCACCAACGTTTCTGGCTCCCGCGTC 
ATGT^ACGGCATCGGCGGCTCCGGCGACTTCACCCGTAACGGCTACATCTCCAGCTTCATC 
ACCCCTTCAGAGGCAAAGGGCGGCGCAATCTCTGCGATCGTTCCTTTCGCATCCCACATC 
GACCACACCGAGCACGATGTCATGGTTGTTATCTCTGAGTACGGTTACGCAGACCTTCGT 
GGTCTGGCTCCACGTGAGCGCGTTGCCAAGATGATCGGCCTGGCTCACCCTGATTACCGC 
CCACTGCTCGAGGAGTACTACGCTCGCGCAACCTCCGGTGACAACAAGTACATGCAGACC 
CCTCATGATCTTGCAACCGCGTTTGATTTCCACATCAACCTGGCTAAGAACGGCTCCATG 
AAGGCA 

>RXA007 72-downstream 
TAAGTTTTTTCTTGGTTTAGAAA 



>RXA007 7 3-upstream 

GCCCCCAAAAAGTGAAAGCACACCACTTTCCTAGTTGCGCCCTGCTCACAATTTGCTTCA 
AATATTTTGCCCAACCTGATTCACGGGGGACAATAGTTAG 

>RXA00773 

GTGACTTTAAAAATCGGCCCCTTTGACCTTGCCTCCCCTGTGGTTCTAGCCCCCATGGCT 
GGTGTAACCAACGTTGCTTTCCGCACGCTGTGCCGTGAACAGGAAATGCAACGCACGGGA 
ACAATCTCGGGGCTGTACGTCTGTGAAATGGTGACTGCGCGTGCTCTTGTTGAGCGCAAT 
GAGAAAACCATGCACATGACCACCTTCGCGCCGGATGAAAATCCCCGAAGCTTGCAGCTG 
TACACGGTTGACCCGAAGTACACCTACGAAGCGGCGAAGATGATCGTTGATGAAAACTTG 
GCGGATCATATTGATATGAACTTTGGCTGCCCGGTTCCAAAGGTCACGCGCCGGGGTGGC 
GGTTCTGCGATTCCTTACAAGCGCCGTTTGTTTGAAAACATCGTTTCCGCGGCTGTGAAG 
GCTACGGAAGGCACGGACATTCCGGTGACGGTGAAGTTCCGCGTTGGTATTGATGATGAG 
CACCATACTCACTTGGATGCTGGACGCATTGCTGTCGACGCCGGCGCGAAGTCCGTAGCG 
CTTCACGCCCGCACTGCGGCGCAGCGCTATTCCGGTGAGGCTGATTGGAACGAGATCGCG 
CGCCTGAAGGAGCATTTGGCAGATACCGGCATCCCAGTTTTGGGCAATGGCGATATTTTC 
GCGGCATCCGATGCAACGCGCATGATGGAGCAAACTGGCTGCGATGGCGTCGTGGTTGGG 
CGTGGTTGCCTGGGCAGGCCTTGGCTCTTTGCTGAGCTGTCTGCTGCTGTTCGTGGAGAA 
GAAATCCCAGAGGAGCCTACCTTCGGCGAAGTTACCCAAATCAT.CCTGCGCCACGCAGAA 
CTCCTCATGCAGCATGATGGCGAAACCAAGGGGCTGCGCGATCTGCGTAAGCACATGGGT 
TGGTACCTGCGCGGTTTCCCTGTTGGCGGCGAAT.TCCGCTCCAATCTGGCCAAGGTTTCC 
ACCTATGTGGAGCTTGAGGATCTCCTAGCACCATGGGCTGACTCCACCGCCAAGGCAGAG 
GACGCGGAAGGTGCACGAGGTCGACAGGGCGCTCCTGCAAAGGTGGCACTTCCAGATGGC 
TGGTTGGACGATCCTGAGGATGCCACTGTTCCTAAAGGCGCAGAAATGGAAAACTCCGGA 
GGG 

>RXA0077 3-downstream 
TAGTTAATTTAATACTTACCCCC 



>RXA00778 

CGCAACAACTTCGCTGCAGCCCAGGTTGCTTTCGGTGGCTCCGACTCCGCAATGAAGGAC 
GACCAGGCTGCAGAAGCAGAAGCACGTTGCAACGGCAACGAAGCATGGCACCTGCCATTC 
GTTATCGGCCCAGTTGCAGTTGCTTACAACCTGCCTGGCGTTGACACCCTGAACCTGGAC 
ACCAACATCATCGCTCAGATCTTCAAGGGCGAGATCACCAAGTGGAACGACGAAGCAATC 
GCTTCCCAGAACGAGGGCACCGACCTCCCAGACCAGGACATCTCCGTTCTGTACCGTTCC 
GAAGAGTCCGGTACCTCCGACAACTTCCAGAAGTTCCTCGGAGCTTCCACCGACATCTGG 
GAGACCGAAGGCCAGCAGTTCCCAACCGAGGTTGGCTCCGGTGCGCAGGGCTCCAACGGT 
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GTAGCTTCTGAGGCTTCCAACATCGAGGGTGCAATCACCTACGTTGAAGCTGGTTTCGCT 
AACCAGTCCGGCCTGGGCGTTGCAAACATCGACTTCGGTTCCGGCCCAGTTGAACTCAAC 
GCTGAGTCCGTTGGCGTTGCACTTGGTGCACTCGACTTCCTGACTGAGGGCCACAACATG 
GTTGTTGACACCGACGCTATGTTCGCAATGAACGAAGCCGGTGCTTACCCACTGATCCTC 
ACCACCTACGAAATCGTCTGCTCCGCAGGCTACGACGAGACCACCCGCGACCAGGTCAAG 
GACTTCCTGACCGTTGCACTGGACTCCCAGGATGACCAGCTCGAGGCTCTCGGCTACATC 
CCAGTTACCGGCGAGCACTACGATCGCCTCGTTGCAGCAGTTGAAGCAATTCAG 

>RXA0 07 7 8 -downstream 
TAATAAACCGCTGCCGTAGCTTC 



>RXA007 8 7-upstream 

CCAGCCCGCCCAATAAATAATTTCTCTCTTCTAATTGCGGAGCCTCATATATTGAGTACG 
G TAT T T T G AAAC AC C T T C AG CCCCCTTTTT AG GAG C C AC A 

>RXA007 87 

GTGTCTCAGCCTCTCAGCAAGCGTCTCAGCATACGAAAAGCACTCGCCAGCGCCTTCATA 
GTTGCGCTGGCGTTTTCGCTTTCCCCAGTAGCCAAAGCCCAAGCCAATGAAACTCCGACG 
ATGATCGTGTTGGACAATTCAGGCTCCATGACAGCTCAAGATGCCGGCGGACAGACCCGT 
ATCGATGCAGCAAAACAAGCCTCCACTCAGTTAATTAATGACATCTCCGACCGCACCGAC 
GTAGGTCTGACCTACTACGGCGGAAACACCGGCGAAACAGAAGCAGACGTTGAGATGGGA 
TGCCAAGACGTCACCATCCTTGGCGGCCCCTCCCGAGGAAATGCAGACACCTTAATTGAC 
ACGATCAACAGCCTGCAGCCTCGAGGCTTCACCCCCATCGGCAAAGCACTCACCGATACC 
GCCGCCGAGCTCCCCGAAGGCGGAAACATTGTGTTGGTCTCCGATGGCATCGCCAACTGC 
ACCCCACCGGATGTCTGCGAAGTAGCCCAAGAACTGGCTCAAAGTGGAATCAACCTGGTT 
ATCAACACCATCGGACTAAATGTTGATCCAGCAGCGCGCGAAGAACTGGAGTGC 



>RXA007 91 

CTATTCCTCACCGACCTGCCACAAGAATCCCGCTTTTGGAAAATCCCTGTAGAGCCAGGT 
GAAACCATCTCAGTTTCTGCCAACACAGTTACCGACCCAACAGTACTCACCATGGGGCAA 
GGCGGAATCAAGCTTGAAGCCCAACTCCATACTGAAGAGGCTCCACAATACGGCCTGCGT 
GGTCGGTGCACTCGGGTCTCATTTGATAATTTCAAGCCCGGCCTTGGTGTACGCGGAATC 
CAAAACGCGTCCGTTGCATCAAAAGAAGTGGGCACCAACAACTGTGACACCGATGCCATC 
TACCTCGAAATTTCTAGAAGCGGAGATTACCTCAACGGGCAGGACATTCCAACGGAAATC 
AC CAT C GAG C G C T T C G G AAAAG T AG AT G AAT C AAC AAT C G G AAAT G T C AC AG AG G AAC A T 
AGCTCCGTCGATCTTACCGAGGCTGCAGCATCAGAGGCACACCCTGTCACACCTGGCCAG 
TGGTTCACATCGGCCGCTGATCTAGATCCCGCAGGTGAGAAAGTCTCCTCCATCATCGTT 
CCAGGAGAAACCCACTTCTATGCGCTGCCTGTCGACTACGGCCAAGAACTGCGCGCAGCT 
GTAGAAACAACTTTTGACCAAATCGACAGTTCCGCGCTTGGCACGCATCTTTATATCCAA 
GCGTTCAGCCCAAACCGGGCAGAGATAGAGCTCACCAATAGAGATACGTCATATGCGGAC 
GACAACGGGCTCAAAACTTTTGGATTCTTCACCCCAGTGAGTGCAGCAAATTTGTTCGAG 
AAAAGTTCTCAAGGCATATCGCTAAGGAGCCCATGGCAAGGTGGCACC 



>RXA007 93-upstream 

TCGCTGGTTTTTAGATGGTTTTCAAGCCAGCGAGACCACATTAGTTTCACGCTGGTTGAA 
AC C T T T GAG AT C AAT AT AG AC CGTGTGGTC T AC T C GAG G A 

>RXA00793 

ATGAGTGAAAACAATCCCACTACCTTGCACTGGTTCCTACCCACCTATGGCGATTCTCGC 
GGAATCACAGCCGGCGGGCATGGCTTCGGCTTCCACTCCGGAAGCCGGACAGCAGACCTC 
GATTACCTCTCCCAAATTGCCCTGGCCGCTGAACGAAACGGTTTTGAATCCGTCCTGACT 
CCCACTGGATTGTGGTGCGAAGATGCGTGGATCACCACCGCAGCGCTGCTGTCTAGGACA 
TCAAAACTGAAATTCCTCGTTGCTATTCGACCAGGCCAAGTTAGCCCCACCATCATCGCG 
CAGCAGGGTGCTGCCTTCCAGAAATTCTCAAATAACCGCCTGCTCATCAACGTCGTGGTG 
GGTGGCGAAGACCATGAACAGCGCGCTTTCGCTGATTATTCTTCCAAAGAGGAGCGCTAC 
CACAAGGCTGATGAAACCTTAGAGATCATCGATCACCTATGGAACAGCGCAGAACCTCTA 
AATTTCCAGGGTGAATTCCTCAGTGTGGAAAACGCGGTATTGAAGGAACAGCCCGAGGTT 
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TCCCCACCGATTTACTTTGGCGGATCCTCACAACTCGGCATCGAAATCGCAGCCCAACAT 
TCCGATGTTTATCTCACCTGGGGTGAACCTGCGGAAAAGGTAGAGGAGAAGCTTGCCCGG 
GTGCGCGCCGAAGCAGATAAGCGAAACCGCGAACTAGACTATGGCATCCGCCTGCATGTC 
ATTGCTCGACCAACTGAGGATGAAGCCTGGTCAGTGGCTCAAAATCTTCTTGACCAACTT 
GATCAGGAAGAGGTTGCCCGCATTCAGGAAGGGCTTGCGCGTTCTCAATCGGAAGGTCAG 
CGTCGCATGACGGAACTTCATGGACAAGGGGCAGCATTCACAGCAGGAGCAGATGCTCGC 
TCCCTTGAAATTGCACCGAATCTCTGGGCAGGTGTTGGGCTAGTCCGCGGTGGCGCCGGC 
ACAGCGTTGGTGGGTTCCTATGAGCAAGTCGCGCAAGCAATTTTGCGATACCGCGATATT 
GGTCTGAGCCACTTCATTTTCTCCGGCTATCCACATTTGGAGGAAACCTATCACGTGGGC 
GAAGGAGTGGTACCTGAGCTCCTCAAATTGGGTGTTCCGGTGAACAACCATGAAGAACAA 
CGCAACGACGTGGTAGCGACTCCGTTTATTTCCAGA 

>RXA007 93-downstream 
TAGATCACGGATCGGCTGCTTTA 



>RXA007 97-upstream 

TTCATTCAGGGTGAATGCTCTCCTTGTTTCAGATGTTCAACGCTCCATAAAGTAGACCGC 
AAT C T AG AC AAAG AT GTCTATTTTAATTAAGGAG C AG AAC 

>RXA0 0 7 97 

ATGGCCACGGCCGAGAACACAACACAGGAGAATCGGAAAATCCTGTTCAACGCATTTGAT 
ATGAACTGCGTTGCGCATCAGTCCCCAGGACTGTGGACACACCCGAAGGATAAGGCGCGA 
GACTACAACACTCTTGATTACTGGGTGCACCTTGCCAAGACTTTGGAGAAGGGCCTTTTC 
GACGGCCTTTTCATCGCAGATGTGCTTGGAACTTACGATGTTTATGGTTCTAGTAATGAA 
GCGGCGTTGAGCAGTGGTGCGCAGGTGCCTGTCAATGATCCGATCCTTCTTGTTTCTGCG 
ATGGCCTATGCCACAAAGAACCTCGGGTTTGGCATTACTGCAGGTACTGCCTATGAGCAC 



>RXA008 20-upstream 

ACTTCCACCACCCCAAACCATCGTTTCTTTCGAAGACGCACCAACCCTCACCGGCCAGGA 
CCTGGGCTTTTCGCAGTGGCGCACTGTCACCCAGGAGATG 

>RXA0 0820 

GTGAACACCTTCGCGGACGCAACTGATGATCAGCAGTGGATTCACACTGATCCTGAGCGC 
GCCAAGGACGGTCCTTTTGGTGGCGCAATTGCCCACGGTTTCCTCACCTTGTCCATGATC 
ATTCCGTTCTGGGGCGAGCTTCTCGATGTCACCGGCGTGACCACCAAGGTGAACTATGGC 
CTGGATAAGGTGCGTTTCACCTCTCCCGTCAAGGTCGGTTCCCGCATCCGCATGGGCGCT 
GTGGTCCGTGAGATCTCTGAGGTGAAGGGCAATGGCCTGCACCTGGTCGCCGATGGCACT 
ATTGAGATCGAAGGGCAGGAGCGCCCGGCCGTCGTAGCTACCTTCCTCACCCGCTTCTAC 
GCT 

>RXA0 0 8 20-downstream 
TAAAAGCTTGCTTCTCGACGCAA 



>RXA008 33-upstream 

AGCTTTTTGCATGTGTCATATCGTACCGTTTGCATAGGCCTGTTCGCGCTTGGTGAACCT 
TTTCTAGCACCAAAACAAAACTCTCCCTAGTATGGGGTCC 

>RXA008 33 

ATGGCTAAAACACATTTTCAAGGCAACGAAACTGCTACCTCCGGCGAACTGCCACAGGTC 
GGCGACAACCTCGCAGAGTTCAACCTCGTCAACACCGAACTGGGCGAGGTCTCCTCAAAG 
GACTTCCAGGGCCGCAAGCTTGTCCTGAACATCTTCCCATCCGTTGACACCGGCGTTTGT 
GCAACATCAGTCCGCAAGTTCAACGAGGCAGCAGCAAGCCTGGAAAACACCACCGTGCTG 
TGCATCTCCAAGGATCTTCCATTCGCACTGGGCCGTTTCTGCTCCGCAGAAGGCATCGAG 
AACGTCACCCCAGTATCCGCATTCCGTTCCACCTTCGGTGAAGACAACGGCATCGTGCTC 
GAAGGCTCA 



>RXA008 4 4 -upstream 
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GGTGACGGCCAAAGGCGCGCGCATTGCGCGCCCCAAAATCGACGTCATTGACAGCATCTT 
G T G AC AAC A T T T T G TAG AG C AAC CAT C TAG AC TGTTCTTT 

>RXA008 4 4 

ATGTCTTCTGCGTCATTTACCACCAAAGCACTGTCCGTACTCGCAGCTTTAACGGCTGCG 
TCTGCCCCCTTAGTGGCGGCGTCACCTGCACATGCTTTGGCAAATGCTCGCAACGTTACG 
GGTTCAAGCACCACTTCAGATTCAATTGTTCGTCTGCACATCGGTAACACTGCATGTACA 
GGAACCATGATCACCCCAACGTGGGCGATCACCGCCCGCCACTGTATCCCTGAGGGCGGT 
ATTGCCGGTGCAGCTATTGGTTCAAGCACTTTGAGCCAATTTCAGCAGGTGTCCCAAGCG 
ATCTTGCACCCTACTGCGGACTTAGCTCTCGTTGAGCTTCCCAATCAGGCAAGTTCCAAC 
ACGGTTGATCTCTACGGTGCACACGTGCAGCCTGGTGAAAATGGTCAAGCAGCCGGCTGG 
GGTGGGTACTCTGCCTTTGGCCAAAATGTTGCACAGCAAGCCGATGTGCAAATTCAACGC 
AGGGTAGTCAATGTGCCAAGCCCCGACCGCACCGCTGTGCTGCTTGAAGGCACTGTTTCT 
AACGGTCGTCTCGTACCAGGCGATTCCGGCGGACCTTTGTACATCAATGGTCAACTGGCT 
GGTGTGCTCAGCATGTCCACTGACGTAGAAAACGATGCACTAGACGGCACCGTCGGCTGG 
TACATCCCCGTTGCTGAACACGCCGAGTGGATCGCCTACTACACCGGCAAGCACATTGCC 
CCCATTGCTGGTGCGCCCGCAGAACTTGTTGACGCCACCGCCAACCCCACCTTCATCCCT 
GCTCCACAGCCTTTCACCGGTTCATCCATCGGTGGTTGGGCGCTGGGCAGCTCC 

>RXA0084 4-downstream 
TAGAATATGCTGATCTCCCTGCT 



>RXA00857 

GCAGTCGGTATTGAGGTGCCAAACTCTGACCGTGAGATGGTTCGCCTGGGTGATGTGCTC 
AATGCGCGTGCCACCGTGGAAAACAAAGACTCCATGCTCATTGGTTTGGGTAAGGATATT 
GAAGGCGACTTCGTGTCCTACTCCGTGCAGAAAATGCCTCACCTTCTTGTGGCTGGTTCC 
ACCGGTTCTGGTAAGTCGGCGTTCGTGAACTCGCTGCTGGTGTCACTGCTCACGCGTGCA 
AAGCCAGAAGAAGTCCGTCTGATTCTGGTGGACCCAAAGATGGTGGAACTCACACCATAC 
GAGGGCATTCCACACCTGATTACGCCGATCATTACCCAACCAAAGAAGGCCGCGGCAGCA 
CTGCAGTGGCTGGTTGAGGAAATGGAACAGCGCTACATGGACATGAAACAAACCCGTGTG 
CGCCACATCAAGGACTTCAACCGCAAGATTAAATCTGGCGAAATTGAGACCCCTCCAGGA 
TCCAAGCGCGAATACCGTGCGTACCCATACATCGTGTGTGTGGTCGACGAGCTCGCTGAC 
CTGATGATGACCGCACCGAAGGAAATCGAAGAGTCCATCGTGCGCATCACCCAGAAGGCA 
CGTGCCGCCGGTATCCACCTCGTGCTGGCAACGCAGCGCCCATCCGTGGACGTTGTGACC 
GGTCTGATCAAGACCAACGTTCCTTCACGTTTGGCTTTCGCAACCTCATCGCTAACTGAC 
TCCCGCGTTATTTTGGACCAGGGTGGCGCTGAAAAGCTGATCGGCATGGGCGACGCGCTG 
TTCATCCCACAGGGTGCCGGCAAGCCACAACGTATCCAGGGTGCCTTTGTCACCGATGAA 
GAAATCCAAGCGGTCGTGGACATGGCCAAGGCTCAGCGCCAGCCTGAATACACCGACGGT 
GTCACCGAAGATAAGGCTTCCGAAGCTAAGAAGATCGATGCCGATATCGGAAACGATCTG 
GAAGATCTCCTCGAAGCAGTCGAACTCGTGGTGACCTCACAAATGGGATCCACCTCCATG 
CTGCAGCGCAAACTGCGCATCGGTTTTGCCAAGGCCGGACGCCTCATGGACCTCATGGAA 
ACCCGCGGTGTGGTGGGCCCATCCGAAGGCTCTAAGGCTCGTGAAGTTTTGGTCAAGCCA 
GAAGAGCTGGAAACCATTTTGTGGATGCTTAAAGGTGCAGACCCCGCCGACGCACCGAAG 
GAAGAGACCTGGGATGACGAGGTGGCAGCGGAAGCTGAAGAAGCGGCTAACACCACCGTC 
GTGCAGGCTGATCCTTCCAAGGGAGTGTGT 

>RXA0 08 5 7 -downstream 
TAAGGCTTTAGGAGCCTAGTGGC 

>RXA008 66-upstream 

GCATCAACGTAGGAGATCCTCGACTTCCAATTATGGCTCCAAATGAGCAGGAACTTGAGG 
CTCTCCGAGAAGACATGAAAAAAGCTGGAGTTCTATAAAT 

>RXA008 66 

ATGAATGATTCCCGAAATCGCGGCCGGAAGGTTACCCGCAAGGCGGGCCCACCAGAAGCT 
GGTCAGGAAAACCATCTGGATACCCCTGTCTTTCAGGCACCAGATGCTTCCTCTAACCAG 
AGCGCTGTAAAAGCTGAGACCGCCGGAAACGACAATCGGGATGCTGCGCAAGGTGCTCAA 
GGATCCCAAGATTCTCAGGGTTCCCAGAACGCTCAAGGTTCCCAGAACCGCGAGTCCGGA 
AACAACAACCGCAACCGTTCCAACAACAACCGTCGCGGTGGTCGTGGACGTCGTGGATCC 
GGAAACGCCAATGAGGGCGCGAACAACAACAGCGGTAACCAGAACCGTCAGGGCGGAAAC 
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CGTGGCAACCGCGGTGGCGGACGCCGAAACGTTGTTAAGTCGATGCAGGGTGCGGATCTG 
ACCCAGCGCCTGCCAGAGCCACCAAAGGCACCGGCAAACGGTCTGCGTATTTACGCACTT 
GGTGGCATTTCCGAAATCGGTCGCAACATGACCGTGTTTGAGTACAACAACCGTCTGCTC 
ATCGTGGACTGTGGTGTGCTCTTCCCATCTTCAGGTGAGCCAGGCGTTGACCTGATTCTT 
CCTGACTTCGGCCCAATTGAGGATCACCTGCACCGCGTCGATGCATTGGTGGTTACTCAC 
GGACACGAAGACCACATTGGTGCTATTCCCTGGCTGCTGAAGCTGCGCAACGATATCCCA 
ATCTTGGCATCCCGTTTCACCTTGGCTCTGATTGCAGCTAAGTGTAAGGAACACCGTCAG 
CGTCCGAAGCTGATCGAGGTCAACGAGCAGTCCAATGAGGACCGCGGACCGTTCAACATT 
CGCTTCTGGGCTGTTAACCACTCCATCCCAGACTGCCTTGGTCTTGCTATCAAGACTCCT 
GCTGGTTTGGTCATCCACACCGGTGACATCAAGCTGGATCAGACT 



>RXA0087 7 

GCAGCAGCAGTTGGCACCGAAGGCTACGTGGTTCCACTGGAACTGCCCACCGTGCAGTCA 
GAGCAGGCAGTATTAACCGAATCCGCCTCGCGTGCAAAGCTTTATGAAGCCTCCCAGAAG 
CGTGGCGCCAGCCTGAACAAGGACGTGCTGCTCGAAACCGTGCGTCTGCGTGCTGAACGC 
GCCACACTTTTAGGCTACGACACCCACGCCGATTACGTCATCGAAGAAGAAACCGCCGAT 
GACGTCGCAGCCGTGCGCGCCTTGCTTTATGATCTCGCCCCAGCCGCCTCTGCCAATGCG 
AAAGCCGAATACAAACTCTCCGCAGAAGAAGCAGAAGAACACGGCCAAAAAGTCGGCGCA 
GCTGACTGGAGCTTCTGGGAAGCCAAAGTCCGCGCCCGCGACTACGCCCTGGACGAAACC 
GAACTGCGCAACTACTTCCCATTGAACCAAGTACTCCGTGACGGCGTCTTCTTCGCTGCT 
AACCGCCTCTACGGAATCACCGTGGAACCACGCCCTGACCTGCGCGGTTACGCCGAGGGC 
GTGGACGTCTGGGAAGTCCTCGATTCTGACGGCTCCGGCATCGGCCTGATCCTTACCGAC 
TACTACGGCCGACCATCCAAGCGGGGCGGCGCTTGGATGTCCAGCTTTGTCGACCAATCC 
GAGCTGCTAGGCACCAAGCCAGTCGTGGTCAACGTTATGGGTATTACCAAACCAACCACC 
GGCGAAGCACTACTCAGCCTCGATGAAGTAACCACCATCTTCCACGAATTCGGCCACGGC 
CTGCACGGCTTGCTGTCCAAGGTGCGCTACCCAAGCTTCTCCGGAACCTCCGTGCCCCGC 
GACTACGTAGAATTCCCCTCCCAGATCAACGAAAACTGGGCATTCGACCCTGCAGTAGTC 
CGCAACTACGCCCGCCACGTGGACACCGGCGACATCATTCCAGACTCCCTGCTTGAGGCA 
GTGGAAGCATGTGGCATTTCAGACAGAGTGGTGGAACATGTGAGTACTTGTCCCCATCTA 
TTATCGACCTGCCCTGTCTCTCCCTGTCCACAGCGGATGCCGCAC 

>RXA0087 7-downstream 
TAGTCAATGACATTGACCAATTA 



>RXA008 8 8-upstream 

ATGGTGGCGCTCGCAGCTATCGGCGTGCTGTCTGACCGCTGGTAACATTTCTCTGACATA 
ACCTTTCTTGAACATTCCGAAAGCAGGCCGAACTAGCACT 

>RXA0088 8 

GTGACTGCCCCGCGAAAAACCCGCACAGAAGTAATCACCACTGTCCTCAATCTAGAACGC 
ACGCTCGCGCAAACCGTTTTAGGAATCAACGACGAAAACCTGCGTGTGTTGGACAATCAA 
ATTGATTGCGATATTCACGTGCGTGGCACCCACGTGGAACTCACCGGGCCAGCCCACGAA 
GTCTCCCGCGCCTCGAAAATATTTGAGGAACTGCAGGCGATTGCCCGTCGAGGACATGTG 
ATTAGCCCTGAGACAGTAAAAAATGTCATCAGCATGATTAACGTGGAGACGCCGCAAACC 
GTCTCTGAAATCTTGACCGGCGATATCCTTGCTCGCCGTGGCAAAGTGATCCGCCCTAAG 
ACGCTTGGCCAAAAGCACTACGTGGACGCGATTGATACCAACACGATTGTGTTCGGTCTG 
GGCCCAGCCGGTTCCGGTAAAACCTATCTGGCCATGGCAAAAGCCGTCCAAGCGCTGCAA 
TCAAAGCAGGTCAGCCGCATCATCTTGACCCGCCCCGCAGTGGAAGCCGGCGAGAAACTC 
GGCTTCTTGCCCGGCACCCTGAACGAAAAGATCGACCCCTACCTGCGCCCGCTTCACGAC 
GCGCTGCGCGACATGGTCGAACCAGAAGTCATTCCAAAACTCATGGAAGCCGGCATCGTA 
GAAGTCGCCCCACTTGCCTACATGCGCGGACGCACCCTCAACGATGCATTCGTGATCCTG 
GATGAAGCCCAGAACACCACCCCAGCACAGATGAAGATGTTCCTCACCCGCCTGGGATTC 
GGTTCCAAAATGGTAGTCACAGGTGACATCACCCAGGTGGACCTCCCAGGAGGCCAAAAG 
TCCGGCCTGCGCCTGGTTCGCCACATCCTGCGCGGAGTAGACGATGTGCACTTCTCCGAG 
CTCACCTCATCCGACGTGGTCCGCCACCAACTGGTTGGACACATTGTGGATGCATACGAA 
GACTATGAAGAACGCGAGGCCCGCGAATTGAAACGCAAACGCCAGGAGACACGGCCA 

>RXA0 08 8 8 -downstream 
TGAGCATTGAGGTATTCAACGAA 
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>RXA0 08 92 -upstream 

TTGATCGCTGCGAAATCGGGCAGCTGGTAGGGCAAGGTGCTGGGCTTGAGCAGGTGTTCA 
ACAGTCATAGTGACCGATACTAGTTGCTAGAGTTTTCATC 

>RXA008 92 

ATGTCTGCCACCTCTTCCGTCACCGTTGAATGCCCGGCGGGAACCATCACCGGCGAGCCC 
CATTATTTCCGCTCGATTCCCTACGCAAAGGCGCGCCCGTTTGCTGATGCCGAAAAGCTA 
GAACCCCTGCGCATTGATGCGACCGGCAAGCACGAGGGTCTCTATTTAACGTTGGCAACC 
CCGGAGGCACGGTTCGGCGCGGATGCCCCGGTGATCGTTTATATCCACGGCGGAGGATAT 
GACGGTGGCACGCGTTTCGATGCCCGCACCGAGCCCACTTTCTTCCGTGAGCAGGGCTTT 
GTGGTGGTCTCCATCGATTACCGCGTCGGCCTGGAGGGCTTTGCGCGCTTCCACGACGAC 
GAGGCCAATCGTTACCGCGGCATCGATGATTGCGTGCTCGCGCTGGAGTGGGTGCAGAAA 
AACATCGAGCATTTCGGCGGCGATCCCACCAACGTCACCCTCATCGGGCAGTCCGCGGGC 
GCCGGCATCGCGCTCTGGCTCACGCGCCTAGACCACTATAAAGGTGCTTTTCGACGCCTG 
GTTGCGCTCTCCCCCAGCTTCCCGCGCCAGCCATTCGCTGCCCGAAAAGGTGCTTTACGA 
CGCGCCCTGGGCAAACCCGTCACCCGCGCCTCGCTGGCGGGCATCAAGCCCGCACGCTTG 
GACAAAGGCTACCGTCGCTTTGCTCGCCGCTACTTCACCGACCTGGCACTCGGCCCTACC 
CCATACGACCCGAATGAGCTGGCCGACATCGATTTGATCATCTCCTCCACCCGCGATGAA 
ATGTACGGACACCGCGCAGGCTTATGGTTCGACCAGCGTGGCTTCGGCGCAAAACTGGCC 
GCGCGACTTTTTGGCCTGGAGAATTCGGATACCAATATTAAGGAAGCCCCAAGA 

>RXA008 92-ciownstream 
TGACAACCGCGTTGTAGGCCGCA 

>RXA00 903-upstream 

GCACTCGGAATCGTCGTCCTAGAAAAGAAAGACGCCTAAAATGCCCTCTAAAATATCGCG 
GCCCTATTACCAAGTAGATGTATTCAGCTCCGAGCCGTTC 

>RXA00903 

ATGGGAAACCCGCTTGCTGTCATCGCCGATGCTGATGACTTAAGTGCCGAACAAATGGCC 
CGAATCGCTAGGTGGACAAACCTCTCAGAAACCACATTTCTTTTAAAGCCAACCCAAGAA 
GGTGCTGACTACCGGGTACGCATTTTCACCCCAACCGGTGAGCTCCCCTTCGCTGGACAC 
CCAACACTCGGAACCGCCCACGTGTTTAGGGAACTGCACGGTGAACAGGGAACCCAGTTG 
GTTCAGGAATGTGTCGCCGGTTTAGTTGCTGTGCGCGCTATTGACGGGCCAGCAAGTGGA 
TTGGCTTTTCAGGCTCCACCCACACTCAAAGACGGGCCATTGGATGCTTCCGACCTAGAC 
GCAGCTTGTGAGGCTTTAGGAATCAGCCCCGACTTCATTCGAGCCCACCAATGGGTAGAC 
AACGGCCCCGGCTGGGCAGTAGTGGAGCTACCGAGCGCCCAACACGTATTGGATCTGGAA 
CCCGATTTCAGTGCACATCCAACATTGAAACTCGGAGTGATTGGGGCCTATCCCGAAGGG 
GCTCCCCACGCCTTTGAAGTACGGGCATTCGCTCAAGGAATCGGTGAAGACCCAGTTACA 
G G AAG C C T C AAT G CAT T CAT T G C G C AG T G G C T A 



>RXA00 905 

GAT C C AAACC T AC T G GAG G AC T AC GCCGGCGC G AAAG AAT G G G T AAAAG AAAC AC T G AC C 
AACGCAGGTCTCACCGTCAGCGAATTCGCTGCCGAAGATGGAACCACCAACTTCATCGGC 
ACCCGCAAGGGCTCCGAAGGTGCACCAAAGGTACTGCTGTACAGCCACTTCGACGTTGTC 
CCATCCGGCCCTTTGGATCTCTGGGACACCAATCCTTTTGAACTCACCGAGCGCGACGCT 
GGCCACGGCACCCGCTGGTACGGCCGCGGCGCCGCTGACTGCAAGGGCAACCTGGTCATG 
CACCTCGCAGCACTGCGCGCCGTCGAAGCCAGCGGCGACACCACACTCAACCTCACCTAC 
GTGGTCGAGGGCTCCGAGGAAATGGGAGGCGGAGCGCTCAGCGCGCTCATCAAGGACAAG 
CCTGAGCTTTTCGACGCAGATGTCATCTTGATTGCAGACAGCGGAAACGCTTCCGTGGGC 
ACCCCAACCTTGACCACTACCCTGCGCGGTGGCGGACAGGTCACCGTCACCGTGGACACC 
CTTGAAGGCGCTGTTCACTCCGGCCAGAACGGTGGCGCTGCCCCAGATGCTGTTGCTGCT 
CTCGTGCGCGTTCTGGATACTTTGCGCGATGAACACGGACGCACCGTTATCGACGGCTGT 
CAACACCACCGCAAACTGGAAGGGCGAGCCTTA 

>RXA00 905-downstream 
TGATCCAGAGACTTTCCGCAGCG 
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>RXA0090 6-upstream 

ACCGTGGACACCCTTGAAGGCGCTGTTCACTCCGGCCAGAACGGTGGCGCTGCCCCAGAT 
GCTGTTGCTGCTCTCGTGCGCGTTCTGGATACTTTGCGCG 

>RXA00906 

ATGAACACGGACGCACCGTTATCGACGGCTGTCAACACCACCGCAAACTGGAAGGGCGAG 
CCTTATGATCCAGAGACTTTCCGCAGCGATGCCGGCATCCTCGACGGTGTAGACATCATG 
GGCGACGGCGACAACCCAGCAAGCATGCTGTGGTCCAGGCCTGCAATCTCCATCACCGGA 
TTCACTTCCACCCCAGTGGCAGAAGCACTCAACGCAGTGCCCGCAACGGCGTCCGCCAAG 
CTAAACCTTCGCGTGCCAGCAGGCCTGGAAGCAAACGATGTGGCCGAGAAGCTGAAGCAG 
CACCTGATCAATCACACACCTTGGGGCGCAAAGATCACGGTGGAGATCGATGACATTAAC 
CAACCGTTCTCCACCGATATTACCGGCCCTGCAATGTCCACCCTGGCGTCCTGCCTGAGC 
GCTGCGTACGAGGGCAAGGATCTTGTCACCGAAGGCAGCGGCGGATCCATTCCACTGTGT 
ACCGAACTGATTGAGGTCAACCCA 

>RXA00 90 6-downstream 
TAAGCAGAATTGGCACTCTACGG 



>RXAOO 907 -upstream 

CCTGAGCGCTGCGTACGAGGGCAAGGATCTTGTCACCGAAGGCAGCGGCGGATCCATTCC 
ACTGTGTACCGAACTGATTGAGGTCAACCCATAAGCAGAA 

>RXA00 907 

TTGGCACTCTACGGTGTGGAAGAACCCCTCACCGTTATCCACTCCGCTAATGAATCTGTT 
GACCCCAATGAGATTCGCGATATCGCCACCGCAGAAGCATTGTTCCTGCTCAACTACACC 
AAG 

>RXA00 907 -downstream 
TAGACCCAAAAGCAGGCGTTAAC 



>RXA00 912 -upstream 

CGTACTCGACGCCGACGACGATGAGCACCTCCGCCGAGAAATCCAAAACGTCGCAGACCT 
AGAAGCCACCCTGATCCACACCTTTGAAAGGAGCTAAGCG 

>RXA00 912 

ATGGACAACACCCTCTACACAGCAGGCCTCACAATCGCAGCTGCCTTTTTCATGCTGTCG 
TTCATCTTCACCATCTACCGCATCATCGTCGGGCCCAACTCCATCGATCGCCTACTCGGC 
CTGGACGGAACCGTCTCCATGATTCAATGCTCCATGGCCACGTACATCTGCTGGACACTC 
GACACCACCGTCACCAACTTCATGATGGTCATCGCACTCTTAGGATTCATCAGCTCTGTA 
TCCGTAGCCCGCTTCCGCAAGAGGGATGGTGCC 

>RXA00912 -downstream 
TAAATGACCCTGCAACTATTCAC 



>RXA0094 4 -upstream 

AAATAGTGGGATTAACCCATTAATTTTATCGCTCTATTTAGTTTCGTCACTGTGTCGTTA 
ATCAATTGACTTCCTGCGTGGTTGAATCAGCGCAAGGATT 

>RXA00944 

GTGGATTTTTGGACTATTCTCGACACCATGACTTCCCTCCTTACTCCCATTGCAATCCGT 
GGATTAGAAATTCCCAATAGGATGTGGCTCGCGCCCATGTGCCAGTACCAAGCCAATAAC 
CTCGATGGGGTTCCACTTGATTGGCACCTCGTGCATTACGGAGCCCGAGCTGTTGGCGGC 
TTCGGACTCCTCATCGCGGAATCCACCGGCATTAGTCCAGAGGGAAGAATCTCATCGCGT 
TGCACTGGCCTATGGAATGAGGCCCAAGTTGAGGCATGGGAGAGAATTACAAATTTTGTC 
CACGCTCAAGGTGGACTGATCGGTGTGCAACTTAACCATGCAGGCCGCAAAGCGAGCACA 
TATCCGGCCCTTCCTAACTTCCCTACTGGTACTCAATCAGTTGACGAGGGTGGATGGGAA 
ACCTTTGGGCCTAGTGCTGTCGCTCAGCCGGGGCTTGCAGATCCGACCGAATTGACCCGC 



Appendix A 5 page 30 



Attorney D 



tNo.:BGI-132CP 



GAAGGTATTGAAAAGGTTATTCAGGATTTCGCTGCTGCTGCAGAGCGCGCGGTGCGTGCA 
GGGTTTGATGCTGTGGAGGTCCATGGTGCCCACGGTTACCTGTTGCATCAGTTCCTCACT 
CCCCTCGCAAATAAACGTACTGATATTTATGGAGGTTCGTTTGAGAATCGCACACGACTA 
TTTAGGGAAGTAGCCCAGGCGATCCGTGCAGTGATTCCGGGCTCGATGCCACTGATTGCC 
CGGATCTCTGCCACGGACTGGATTGATGATGAACCTTCGTGGGATGACGATCAAACCGTC 
TCGCTTGTGTCAGGATCTGAAAAAGCTGGGTGTGGATGCAGTCGATATTTCCACCGGAGG 
TGCAGTACCCGCGACAATCCCTGTGGAGCCGAGCTATCAAGTGAAATTTGCTCGTCGTGT 
GAAGCAAGAGGTGGGTATCCCTACCTCCGCGGTTGGATTAATTACTCATGTGGGTCAGGC 
GCAGGGGCATCT 

>RXAOO 94 4 -downstream 
TGATCGTGGAGATGCGGACATTA 



>RXA00 961 

CTAGAGAACTGGCGTATCGGCCGCATGTTGCTGCTTGGCGACGCCGCCCACGCACCCCTC 
CAGTACCTCGCCTCAGGCGCGGTCATGGCCATGGAAGACGCCGAGGCTGTCGCCCTCTTC 
GCTGCCGACGCTGCGCGTGCTGGCAACCTCGATTGGGAAGAGGTACTCGCAGAGGTGGAA 
GCTGAACGCCGACCACGCTGCAGCCGCATCCAAACCGTAGGCGGTTTCTGGGGAGAGCTC 
TGGCATGTGGAAGGCACCGCACGTCTCATCCGCAACGAAGTTTTCCGCCAAGCAGACCGC 
AATGGCTGGTTCATCTATGCAGACTGGCTGTGGGGTTACGATGCATCCAAGCGTGCCCAC 
ATCGCCAACCCTGAGCTCGGAGAAATGCCACAAGCACTGAAGGAATGGCGCTACGCCCTC 
C T C G AAC AG AAA 

>RXA00 961 -downstream 
TAGCAGCCTCACCTGTTAAGGGA 



>RXA00 964 -upstream 

TTCAAGGGCTAGACGTATGCAGGTGTTGGGGATTGCTTATCTCAAGGGCAATCACACCCT 
TCATACGCATCTACAACATCCGTAAAGGAGGACTCCAACA 

>RXA00 964 

ATGGGCGCCCCAGGTAAAAACGATTACGCAACTGAACACGTCAAGCAAGAAGTCCCACCC 
GC7^ACTCCAG7VAGAGCAGGCAGAGCTGGACACCATGTATAAACGCATGGATGACCTGCAT 
CTAAAGCCCCTGTGGACTCAAATCGGTGGGTTGATGCCAAACCACCCGGAACCACGAGCT 
GTGGCACACAAGTGGGATTGGGCGGAACTCCTGAAGCTCGCGCAGCGCTCCGGTGAACTC 
GTTCCAGTTGGGCGCGGTGGCGAACGCCGTGCCATTGGCCTGGCAAACCCAGGTTTAGAC 
GGCAATACCTACATCTCCCCTACCCTGTGGGCAGCAATTCAGTACCTCGCTCCGGGTGAG 
AACGCTCCAGAGCACCGCCACTCACAAAACGCATTCCGCTTTGTTATCGAAGGCGAAGGC 
GTGTGGACTGTCGTTAACGGCGATCCAGTACCAATGCGACGCGGCGACTTCCTGC.TCACC 
CCAGGCTGGAACTACCACGGCCACCACAACATCGCGACCGAGCCAATGGCCTGGCTAGAC 
GGGCTCGATATCCCATTTGCCTACCAAATGGACACCGGATTC.TTTGAGTACGGCACCGAA 
AAACTCACTGACGAATCCACCCCAGACCTCTCCCGTTCAGAACGCCTGTGGGCCCACCCA 
GGACTTCGCCCAGTCTCCTTCCCAGGAAAAACTTCCTACTCACCAATTGGGCGCTACGCC 
TGGGAGCACACCGACGCAGCACTCAACGATCAGCTGGCATTGGAAGAAGCAGGACACCCA 
GGAACAGTCGCGCCGGGACATGCTGCGATTCGCTTCTCCAACCCAACTACCGGTGGCGAT 
GTCATGACCACCATCCGCGCGGAGTTCCACCGCCTGCGCCCAGGTGCATCCACTGCCCCC 
ATTCATGAGGTAGGAAACCGTTGCTTCCAGGTATTTGAGGGTTCCGCAACAATCAATGTT 
GGAGATAAAACCTTTGAAGCTAACCACGGCGATGTGATCAATGTACCGTCGTGGCAGAAG 
TGGAATATCGTCGCTGGCTCTGACGGCGTCGACTTGTTCTGCTTCTCTGATACACCAATT 
TTCGAGGCCCTTAACCTCGCACGTACTTTTACTCCGGAAGGAATC 

>RXA00 964 -downstream 
TAGAACTTATGCGTCTTGCAACA 



>RXA0097 7 -upstream 

GAAAACAAACGTCCTTGAAGCCGTAATGCCCCGTTCGACAATAAAAAGGGTAGTAGCAGT 
TCTTGCCGCCTCGACTGCGCTTAGCCCCTTTTTGGTATCA 
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>RXA0097 7 

ATGCCCACTGCAGCAGCGCAAGAAAACATCCGCTGGGAAGAATGCCCACCTCAGGTAGAT 
ATTGCCTCCGCTCAATGTGGCAGCATCGACGTGCCCATGCACTATTCTGATCCCTCACTT 
GGCGATATCAGCGTGGGCTTTGTCAAGGTCCCTGCCCAAGGCGAAAAGCACGGCACCATC 
TTCGGTAACTCCGGTGGCCCTGGTGGCGATGCCTATAGCTTCTTCGGCAGCCAATCCATG 
AACTGGCCAGAAGCCATGTACCAAAACTACGACCTCGTTGCAGTGCAGCCTCGCGGAATG 
GTCGGCTCCACACCGGTTAACTGCGACAACATCGCACCAGGATACGATTTCCTCTCGCTG 
CTCACCCGCGAAGGCGCTTTCGTTAAAGAATCCTGCGAGATCGGCACCCCCGGCTACACC 
TCCAGCCTGACCACCGACAACACCGCCAACGACTGGGAGCGCGTCCGCCAAGCACTTGGC 
GATGACAAGATCTCCATCTTCGGACTGTCCTACGGAACCTACCTCGGATCGGTCTACGCC 
ACCCGCTACCCACAGCACACCGACAAGGTTGTCCTCGATTCCGCAATGGCGCCCAGCCTG 
GCATGGAACGGCATCATGGCCTCCCAAGAACAGGGCTACAAAAACTCCCTCAACGACTTC 
TTCACCTGGGTTGCAGAAAACAACGACACGTATGGCCTCGGCACTACCCCACTAGCCGTG 
TACCAAAACTGGTCAAACAAGATCGTCGCCGAAACCGGAACCAACCCAACCGTTGCTCCA 
CCACCAGCACAAGTTGGCGATGTCCCACCAGCATTCGCATGGGCCGGCCAAGCAGGCGCA 
GACATGATGACCGCCACCAACCCAACCTCCGTGCAACTCCAGGGCCTTGCCACCCAGCTC 
CTAAACCCTGGATCCAACCAGTCACTGAGCCCTCTGCTCAACGTCACCCGCGCCTACATT 
CCACAGCCATCAACCTGGCCCATGCTCGCAGGCGCCATCTCAGGGCAAACACCC 



>RXA00982 

TCTCAACTAGCAGTCCAACCACTACTCCTCCAGGGAACCAGCGACCCACAAACCCCATAC 
TGGACCCACAACGAGCTTGCCGACGCCATGAACGCCCACGTGGTCACCGTCAACGGACCA 
GGACACGGCCAATCCATCGGCGGCACCAACCAAGCAATCAACGACATTGTTGTGGACTAC 
C T C C G C AC C G G AC AC AC C G AC G C C AC C T G G G T C G AAG G C AAC AC AC C C AC C C C AAT T AC G 
GCTGGC 

>RXA0 0 98 2 -downstream 
TAATTGCTTTCCACTTAGTAGAT 



>RXA00 98 3-upstream 

GTGAGAAAACAGTGGCTCAAATATCGACATCTTCTACTCACAGTTCAACCTGTCGTGGCT 
GGAGGCCGGCTGCATTGGTGTCGACGCCGATGAAACGTCC 

>RXA00983 

GTGACTGCAGGTGAAACCACCACTATGAATGTCACGTTGACCAATCCTTTCGACAACGCA 
ATTTTTGACCGAGCAGTCTCCCTTGAACGTCCCGAAGGATGGCAAGCTGAGGATGTTCGT 
GTGTCGATCCCATCTGGAGAATCTGTCACAATCCCAGTCCAGGTCACAGCACCGCTGGTA 
GCCGACAACGGTGAACTTCCAGTGGAGGTGTCCATTCTTGATGGAGCAGACCGCTACACG 
GGTCGTCTCAATCTCACTGTTCAGGGTGGGCAAGAACCTGCACCAACTTCAGTGAAGGTG 
AGCATTCCAAATCTCAAGGACACTTATGTAGCAGGGGAGAAGATCAGCATTAACTTTGCG 
GTCAACAACCCGTTTGACGTTACGGTTAATTCGGTGCCAAGCCTGGGGGAAGGCGAGAAC 
TGGATGCCTGCAAACCTACGCGGATTTGATCCAGAGCAGGGTACTCCCAACTGTCGTTAC 
AAGAATTTAGGCGCGAATAAGAGCTATGACTGCACCACAACTACCTATGAAGTCAGCGAT 
TTGGATGTAGAACGCGGATACGTGGATATTCCAACGGTATGGACGTTTACTAACTCCGCA 
GGCGAAACGGTATGGTCCAAAAACGTTGATGTGCCTCGAGTTGAACTCAATGGAACACAG 
GATGCTGTCACTGATGCAATCGTAACGGTTGATCCCATCAACCCAGTTCATTCCAACGGC 
CAGAGCCAAACTGTTGAGGTCCAGGCTAATGTCACCTCAGAGGGAGATCTGCCAGCTGGA 
TCTAAGGTGGCCTTTTATCTAGATTCATCGCCCATTGATACCGCAGCTGTTGATGCGGAA 
GGGCATGCCAGCATCTCGATTGATGTGGACAACATCGCAAGCGAGCAGCCTGAACGCACA 
TTTGAGGTTCGCGCCCGACTCGTCGTTCCAGAAGATGCACCACGATCAATCGCGCGTGAT 
GCCTTGGCACGTTTTACAGTCCTGTCTGAACAAGTGCAGCAGAACTCCTTGGTGATCATG 
AATCATCCAGATGTGTTTTCTGATGGACAAACAAAGACTATTGTCATCGCAGCGAAGGCG 
ACAGCACACGATGGATCGCCGGCGGCTATCGGTACTCTCATTGCATTTCGCGTCAACGGT 
ATT GAG C G G G AC G T G G T T C C AAC T AAC G C G C AAG G AAC AG C AAAG C T T C AG C TAG AC 



>RXA00 98 4 

CAACGTGGTACCCCAGTGCTCCTTGGGGAAACTCCATGGATGAAAACAAAAATCGTGGAA 
CTCAGCGATGGAACCCTGATGAACAACAGTCGTTCATCAGGAGCCGATACTTACCGCAAG 
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GTGTCTTATTCCACCGACGGCGGCGTCACTTGGACCGAGCCAACTCTTGATACCCAGCTG 
CCGGATCCTCGCAACAATGCTTCCCTGATTCGAGTATTCCCGACAGCACCTGAGGGAAGT 
GCGCAGGCAAAGGTTCTGCTGTTCTCCAACACTGCCACCACGAGTGGCCGCACCAATGGC 
ACCGTCCGCATGTCGTGTGATGATGGTCAGACCTGGCCGGTGTCTAAGGTGTTTGAACCA 
GGAGCAATCCAATATACCTCGATGGCAACGCTTCCCAACGGTGACATCGGCATGCTG 

>RXA00 98 4 -downstream 

T G AG AAAAC AG T G G C T C AAAT AT 



>RXA01014 

GATGATCTGTGGCTC7VACGAGTCCTTCGCCACTTGGTCCGCGGCAATTTCTCAGGCTGAG 
GAAACTGAATACAACACTGCATGGGTGACTTTCGCCAATGTGGAGAAGTCGTGGGCGTAC 
CAGCAGGATCAGCTGCCTTCCACCCACCCGGTGTTCTCTGACGGATACGACATTGAGACT 
GTCGACCAGAACTTCGACGGCATCACCTACGCAAAGGGCGCCTCGGTGCTCAAGCAGCTG 
CAGGCATACGTTGGCCGTGAGGAATTCCTGGCAGGCGTACGCAGGCACTTTGCCAACCAC 
GCATGGGGCAACGCCAGCTTTGATGATCTGCTCGGCGCCCTCGAGCAGTCCTCCGGCCGC 
GACCTCTCCGACTGGGCAAACCAGTGGCTCAAGACCACCGGCATCAACACCCTCGGCGCA 
AAGTTCACCACCGACAACGGCAAATACACCTCCTTCTCCGTCACCCAGACCGGCGCCGCG 
CCGGGTGCCGGTGAGCTGCGGACTCACCGCATCGCGGTGGGTCTTTATAAGCTTGTCGAC 
GGATCCCTCAACCGCTACGCACGAGTAGAACTTGACTGCAGTGGCGCGTCGACAAGCGTT 
GAAGAGATCGTTGGACTTGAGCAGGCTGACTTCGTGCTGGTCAACGATGATGATCTGACG 
TATGCGCTGCTGGATCTGGATGATGATTCACGCAATTTTGTCATCGACAATATTGATAAG 
TTCAGCGACCCTATGCCTCGCACGCTGGTGTGGTCCGCTGCGTGGGAGATGACTCGCGCT 
GGTCAGATGAAGGCTCGTGATTTCATCGCGCTGGTTGCTCGTGGCGCTGCTGCGGAAACT 
GAAATTGCTGTGCTGGAGCGCATTCTCGCGCAGGCTACCTCTGCGCTGAAGAGCTACGCC 
GACCCAGCGTGGGCAGAAGCAACTGGAAATGACCTGCTGGCCGATGCTTTCCTTGAGGGT 
GCTCGCTCCGCAGAACCAGACTCCGACACTCAGTTGGCGTTCATTCAGGCTCTGGCAAAA 
GCAACGCTCAATGATGCTGCTGCCGATTACTTCCGCGACATTCTTGCCGGCAACGTCGAA 
GGCCTGACCGTGGATCCTGACCTGCGTTGGTGGGCACTGACTGCGCTTATCGCCCGTGGT 
GACATCGAGGCTGTCGAAGATGCAATCGCCGCTGAACTTTCCCGCGACAACTCCAGTGCC 
TCCTTCCTCGCATCACTTCGAGCCGGTGCCGCTGTGAACACTGAAGAAGTGAAGGCTGCT 
GCATACAAGCATGTCCCGGCAGTTGATAGTGGCCTATCCAACCTGGAGCTGCGCCACAAG 
ATTGAAGGCCTCACATTCACTGGCTCTTTTGAACTGCTGCAAGCCTACAACGAGCAGTAC 
TTCGAAATCCTTGATGATGTGTGGGCGAACTTCTCCGGCGAAATGGCACAGCAGATCGTC 
CTCGGACTGTTCCCTTCATGGAACGTTTCCGAAGAGGGTCTCAAGCGTACCGACGAGTTT 
CTTGATGGCGAACATGTCGCAGGCATCAAGCGAATTGTTTCCGAATCCCTCGACCGCACT 
GCCCGTGCTCTGCGCAAC 



>RXA010 18 -upstream 

TCTTAAAGTTTTCTAGCAATCCACACTAGGCGCGAACTATCGTGGTGTCATTGCGCACCT 
TCTAAGGGTAGCGCCCCCTCAAATTTCAAGGAGCATTAAA 

>RXA01018 

TTGACGTCCACTAATCTCACCCGACAGGAAGCTTCGGATCGTTCGAGGTTACTGAGTGTA 
GAAAACTATGACATTGCACTTGATCTCAACAACGGTGATGAGTTTTTTAGTTCCTCCACC 
GTTGTCAGCTTCACTGTCAGGAAGGCTGGCGATACCTTTATTGATCTCCGCGCAGCAAGC 
GTTGAGGAGGTTCGCCTGGACAATGTGTCCATCAAAGATGAGGCTCTAACCCTTGGCAAG 
AACGGCTACGACGAGACGTTCGGCATCGCCCTGAAGGGTCTTACTCCCGGCGCGCACACC 
TTGCGGGTAACGGCGTCTATCCCCTATTCCCGCACCGGTGAAGGCCTGCACCGCATGGTG 
GATCCAGCAGACAATGAGGTGTATTTGTACACCCAGTTTGAGACCGCCGATGCCAAGCGT 
ATGTTCGCGTGTTTCGATCAGCCAGACCTCAAGGCTACCTATGATCTGAACATCAAAACT 
CCTAAGGGTTGGAAGATCATTTCCAACTCTGAGCAGCAGGTTTCCACTCAGCACACTGAT 
TACGATACCCACATTTCCCGAGTGGACTATCCCCTCTCCACCTACCTGATTGCGGTGTGC 
GCGGGTCGTTACCACGAGGTGTGCGATGTCTGGAAGGGTACGCTCACCCACCATGCAGAA 
ACACCTGCCGATCAGCCAACTGAGCTGACTGTTCCGCTTGCTCTCTACTGCCGCAGTTCT 
TTGGCTAAAGATCTTGATGCGGTGCGTCTGTTTACCGAAACGAAGCAGGGCTTTGATTGG 
TACCACCGCAACTTCGGTGTGGCGTACCCATTCGGCAAGTACGATCAGATCTTCGTCCCT 
GAATTTAATGCTGGCGCGATGGAG 
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>RXA01022 

CACTTTTCCGATGGCAGCTTGTATGCCACCGCTGATGTGATTTTCCCTGTGCTGCATGGT 
CGTTTTGGTGAAGACGGCACTGTGCAGGGTCTGTTTGCACTGTCTGATATTCCGGTCGTT 
GGCCCAGGTGTGCTGGCCTCTGCTGCGGGAATGGACAAGGAATACACTAAGAAGCTCATG 
GCAGCGGAAGGGCTGCCCGTTGGCCGTGAGGTGATTCTACGTGATCGTACCGAGCTGACC 
GAGGCAG/^AAAGAACCTGCTGGGCCTGCCTGTATTTGTGAAGCCTGCGCGTGGTGGCTCA 
TCGATTGGTATCTCTCGTGTTACTGCGTGGGAGGATTTTAATAAGGCTGTGGGGCTTGCT 
CGTGCCCATGATGAGAAGGTCATTGTGGAATCAGAGATCGTTGGCTCTGAGGTGGAGTGT 
GGCGTGCTGCAGTATCCAGACGGTCGTATCGTGGCGTCTGTTCCTGCGTTGCTGTCTGGC 
ACCGAATCAGGCGCTGGTGGATTCTATGACTTTGATACCAAGTACTTGGACAACGTTGTT 
ACTGCAGAGATCCCAGCACCGCTTGATGAGAAGACCACGGAACTGATCCAGTCTTTGGCT 
GTGGAATCTTTCCAGGCTCTTGCGTGTGAAGGCCTTGCTCGCGTGGACTTCTTTGTTACC 
GCCAATGGTCCTGTGCTCAATGAGATCAACACCATGCCAGGATTTACCCCCATTTCCATG 
TACCCACAGATGTTCACTGCATCAGGCGTGGCTTATGAGGAATTGTTGGATGTGTTGGTG 
CAGCAGGCATTGCACCGCGACAAC 

>RXA0 102 2 -downstream 
TAGCATCAAATAAAAACAGCCCC 



>RXA0 10 55 -upstream 

AGAATGAAGTGGGTGGGTTCCCGGCCCGGTCACTCCGGATGGGCGTCCGTTGATTGGGCA 
GACCAAGGCGGAGAACATTTACGTTGCCGGTGGTCACGGC 

>RXA010 55 

ATGTGGGGTGTGGTGCTGGGCCCTGCCACCGGTAAGTATTTGGCGGAGCTGATGGCTACG 
GGCAACACCAACCCGATCATCAAGCCGTTCGATCCGCTGCGT 

>RXA0 1055 -downstream 
TAACTGCCCAATAATTGGTTGAA 



>RXA0105 6-upstream 

CAAGAAATAACCCCATAGGAATTTCCAAACCAATACATTTAAGTACGAACTCATGAATAC 
TGGGGGCACTAGGAGTCCACCCCACCCTCAGGAGGGTTTC 

>RXA0105 6 

ATGAGTTCGTCTGGAAAAGTCATTGTTGTTGGAGCCGGCATAGTGGGTCTTGCCACCGCC 
TGGCATTTACAGGAGCACGGGTTCGAGGTGAGCGTCCTTGATCGGGATGGTGTCGCTGCA 
GGTTCTTCGTGGGGTAATGCTGGTTGGTTAGCGCCGGCGAAAACTATTCCGTTGTCGGAG 
CCGGGGCTGTGGACGTATGGTCCGAAAGAGC.TGTTCAATCCGGTGTCGCCGATGCATATG 
CCACTTCGTGTGGATCCCAAACTGTGGCTTTTCTTGGCGCAATTTATGGCGCAGGCTTTT 
CAACGCAAGTGGGATTCCACGATGGCGGACCTCACGGAGATCGATAAGGTCGCGCTCGAA 
GCTTTTGATGAACTGTCGATCGGTGGCGTGGAAGGCCTCACCCATGAAGGTCCATTTGTT 
ATTGGTTTTGAGGAAGAGCGCCAATCGGCGGGTTTCCGTAAGGAAATTGATGGCGTGAGC 
AG GC AC GG C C AG AAAG T G GAG AT G T C T C G AC T G G AG AAT C C AC AAG AG TTGGCGCC G A T G 
CTGAATGAGCAAATTCAGGTGGCTTACCGTTTGGAAGGCCAGCGTTTCATCGAGCCGGGT 
CCATACGTGCAGTCATTGGCGGATGCTGTGGTGAAGCGTGGTGGCGTGATCCGCGCCGGG 
GCAGAAGTTGTGCATGTGGCGAAGGGTGATCGTCCCGCGGTCATTTTGGCGGATGGTAGC 
CGTGAAGAAGCGGACAAGGTGGTTGTGGCAACGGGTGCCTGGCTGCCGGGTCTAACGCGT 
GAATACGGTGTGAAAACTCTTGTTCAGGCTGGTCGTGGCTATTCCTTCTCTGTGGCAACG 
GATATTCCTGCCAAGCATTCTGTGTACCTTCCCCACCACCGGCATGGCCTGCACGCCGTA 

>RXA0105 6-downstream 
TGAGGGCCGTTTCCGCATTGCGG 



>RXA0105 7 -upstream 

AACTAATGGGCAGGCTGAGCAGCTTAAACAACACATCGATAGCCTCCAACCGCGGGGCTA 
TACGCCGATTGGTGAATCCCTGCGCAAGGCTGCAGCAGAA 
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>RXA01057 

TTGCCTGAAGGCCAATCTGGCACCATCGTATTGGTCTCTGATGGCATTGCAACGTGTACG 
CCCCCTCCAGTGTGTGAGGTTGCTGCAGAACTAGCCGACCAGGGTGTTGATCTGGTGATT 
AACACTGTTGGATTCAACGTCGATGAGTCTGCTCGCGCGGAACTGGAGTGCATTGCGCAG 
GCTGGAAACGGTACTTATGCAGATGCGAGCGATGCGGATTCGCTTGTGGCAGAACTGAAG 
CGAGCTGCCACCCGCACGGCAGTGGGCTATGAATCAGACCTGGAACAAATCGATGGCAAC 
AGCAGCCAAACAAGCCTGACCCCAATTCCAGATGATGTGGAATTGTTCAAAGCCGATCTT 
CCAGCACTAGATAATAAAGACGGCGAAGTAACTCAGTACTGGTCCATTCCCGTTGAAGAT 
TATGAACGTGTGCAGGTAACCACCTCGTATGTTGCGCCAGTGACTTTTGGACTCGGGAAC 
GACTACCTGAGCATTAGGAATGAACTGCTTTTCGGAGATGAACAAGATCAAACCTGTCAT 
CGTTCGATCAGCAATGATCAAATTCTTGATAATTACGGTGCGCGGCCTTTGGTTGCCAGT 
GTGGAGTCAGATGTGATTGGAGATAAGTGCGATACCGATGAACTGGTTCTCGCAATCACC 
AGAAGCCAGCCTTTCAATTGGGT^AGAAGAATTACCTGTTGAGATCGTGGTAAAGCGCCTT 
AATCACGCGGATACGTCAGGGCTTCCACTCGGTGATCAACAGCGTGAAATCCCAGATCTC 
GACGTGGCCGCAGTACAAACATGGGCACCCACCACTGGCGGATCTTGGTTTACCAACGCT 
ACGGAGCTAACTCCAGGTGAAGGTGTTGAAGCAGAGATCGTACCTGGTGAAAATCACGTT 
TATCGCCTGCCTATGGCAACTGGTCAGCAGCTGCATGGCTTTGTGGAAGTTGTAGAAAAC 
ACGGCACCAGATGATCCTGGCGTGACGGACAAATTGGGTGTTGCAGTGTATTCGCCAACA 
CGACAGGACGCCGGAGTTGATATGTGGACGGATATCGCTCCACGTGAGGGCACCAGTGAG 
TATTTTGCAGCGCCAGTTGCACTGACTTATCTGAATATGTTCCCTGCTGAAGGCGGATTT 
GGCACTACTTCTAAGGCCACCAGCACGTTTACGTTTGAAGGCGATTACTACCTCGTTGTG 
CACTATGACGATCTCAGTGGCAGTACAATCAGAGATGCCAGCAACCAGCAGTCTTTTCCC 
CTTCGTTATCGCTTAGCAGCGGATGCTTTTGGTGATGCAGAGCCAGGCCCAGTGTTTGAA 
AAGGTTTCTGCAACCACCTCAGAATCCTCTAGCCCAAGCACTCAACCAGATGAGCCAGCT 
CAAAATACCGCAACTGAGGAAAGCAGCACTGGAATCTCCCCGCTCATTGTTGGCGCTATC 
GTCGCACTCATTTTGGCGTTCGCTGCGTTTGCCAGCTGGCTAGTTTTGAAAGGCCGCAAG 
AAA 

>RXA0 10 57 -downstream 
TAACCCCATAGGAATTTCCAAAC 



>RXA0105 9-upstream 

AATTATTAGCTTTCCAATACAAAATTTAAATCCCAGAGCGATCTGCCCCACACTTACTTG 
ATGCGGGAACAAATTTGAAGGTTTTTCAGTTGCTATAGGT 

>RXA0105 9 

ATGACTACAGTTACTCAAGACCTTCTAGCACTTGACGAAGACGCACAGAACCTCCTTTTC 
CGTGAGGCTCGCACCGCAAATGCTTTCACTGATGAACCAATCTCTGACGAGCAGATCGAA 
GCAATCTTCGACCTAGTTAAGTGGGCACCAACCGCAATGAACTCCCAGCCTCTGCGCGTG 
GTAATTGTTCGTTCCGAAGAAGCCAAAGCTCGCCTCGTGCCATTGATGGGAGAAGGCAAC 
CAGGCCAAGGTTGCTGCAGCTCCTGCGGTCGCACTTCTTGCAGCCGACATCGACTTCCAC 
GAAGAAATGCCCAAGCTCTTCCCACCTTTCCCAGGCGCACGCGACATGTTCGAAGCCGAT 
GAAGCTTCACGTGCTTCCTCCGCAGAACTCAATGCTGGCCTTCAGATCGGATACGCCATC 
ATCGGTATCCGCGCAGCAGGTCTCGCCGCTGGCCCAATGACCGGCATGGATGCAGACGCT 
ATCTCCAAGGAGTTCTTCCCAGACGGCCGCCACCGCGTTCTGGTTGCCATCAACATGGGT 
AAGCCAGCTGACAATGCTTGGTACGACCGCCTGCCACGCCTTGAGCAGGACGAAGTTGTC 
GAAACCCTC 

>RXA0105 9-downstream 

T AGAAACC AC TCT AGAAAT AGC T 



>RXA0107 3-upstream 

TAACCGACTCCAGCACTAAACTCCAAACCCTTGGCCCGCACCGCCAAAGTTTAGCGCGCC 
CCAAGACACCACCGCGCCATGTTTGCCTAGGATTAGGTAC 

>RXA0107 3 

ATGACAAACACTCAAACCGAGATCATTAATGAACTAAAGGTGAGCCCAGCAATCGACGTG 
GCCAAGGAAGTTGAATTCCGTGTGCAGTTCCTCGTCGATTACCTGCGGGCTTCCCATACA 
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AAAGGCTTTGTTCTTGGTATTTCAGGTGGCCAGGATTCCACTCTTGCGGGACGACTCACG 
CAGCTGGCAGTAGAGCGCATTCGTGCGGAAGAAAACAGCACGGATTATGTCTTCTACGCA 
GTTCGCCTCCCCTACGCGATCCAGGCAGATGAGGACGATGCGCAAGTTGCATTGGAATTC 
ATCGCACCTGACAAGAGCGTGACCGTCAACGTTAAAGACGCAACGGACGCCACCGAAGCA 
ACTGTTGCAGCTGCTTTGGAACTTCCTGAGCTGACCGACTTCAATCGGGGCAATATTAAA 
GCTCGCCAACGCATGGTTGCCCAGTACGCAATCGCAGGCCAGTTGGGCTTGCTGGTTATT 
GGCACTGATCACGCGGCTGAAAACGTCACGGGGTTCTTCACCAAATTCGGTGATGGCGCA 
GCTGACCTGCTTCCTTTGGCAGGTTTGAGCAAGCGTCAAGGAGCTGCCATTCTGGAGCAC 
CTGGGTGCACCTTCAAGCACGTGGACCAAGGTTCCTACCGCTGATTTGGAAGAGGATCGC 
CCAGCGTTGCCAGATGAGGAAGCACTTGGTGTGTCGTATGCGGACATCGATAATTACCTG 
GAAAACAAGCCCGATGTCAGTGAAAAAGCCCAGCAGCGCATTGAGCACCTGTGGAAGGTG 
GGCCAGCACAAGCGCCACCTCCCTGCTACCCCGCAGGAAAATTGGTGGCGT 

>RXA0107 3-downstream 
TAATCCAACAGTTTGAGTGTCGC 



>RXA01082-upstream 

GGCCTTGCTTGCGTTAGTTGCAGTGCTTCCTGAATATGCTTCTGAAACGGTTGTCGAGCA 
CACTTATCAAACATCGGCGGCGAATTAAGAAGGTGAACAG 

>RXA01082 

TTGACGCAGTGGGGTAATTCGAATGTTGTGGAGGACTATCTCACAGCACTTTTCCGTGCA 
GAAGAATGGGATGAGGAACCAACAACAGGAAAACTCGCTGAAGTAATTGGAGTTACCGCA 
TCAACGGTGTCGGCGACGCTCAAAAAACTCAACCCTGAGGGCTTCGTCAATTACCGTCCC 
TACGGGGACATCGAGCTGACGCCCGCAGGTCGAGACATCGCCATCAACGTGATCAGGCGG 
CGCCGGATCATTGAGACCTATCTGTCTGAGAAGCTTGGATTAGGCGCTCATGAACTACAC 
GGCGAGGCAGATTTATTAGAGCACGCAGTGTCTCCACTGGTGTTGGAGAAGATGTTTCAG 
GCAGTGGGCTATCCAACGTTGGATCCTCACGGGGATCCCATCCCCACCGAATCTGGGGAG 
ATGACCATCAATGATGGACTCATGCTTTTGGGACTAAAAGCTGGCGCATCTGCCACGGTT 
ACACGTGTTAGGGACGGAAACCCATCAGTGGTTCGGTACCTCACTGGAGTGGGAATTACC 
GTGGGCACAACGGTCACGGTCGTTGAAGCTCTTAGCGATATTGCCACACTGCGCCTGCAG 
ATCGGGGAAATGTTTCAAGACATTCCCCTTGCAGTGGCAAACGCAGTGCGCGTATCACGT 

>RXAO 10 82 -downstream 
TAGTTCAGCGTGCCCAGCGCGCT 

>RXA01090-upstream 

GCCGGT TTGGGCTGGTTGGAGCTCTAGATCGTAAGTGGTGTCGTACCCATGACGTACCAT 
T AAC C AC G AAC G T T T T AAAG AAG C C AC G AAG GAG C C T G AC 

>RXA010 90 

ATGGCGTTACCACTACCCAGCAAGAGCGCTCGAGCACTTGTTACTGGGGCAAGCCAAGGC 
ATTGGCCTCGCCATCGCCAAAGATTTGGCGCGGTATGGGCACAACCTCATTTTGGTTGCT 
CGCCGCGAGGATGTCCTCAAAGAGATCGCCGCAGATCTAGAGAAGAAGCACGGCGTGATC 
GTTGAGGTCCGCCCGGTGGATTTGAGTGATGAGCCAGCCCGCAAGGTGTTGATCGATGAG 
ATCAAGACAAGGGAAATCAACATCATCATTAACTCTGCTGGCATCGGCAAGCTTTGGGCC 
GTTCAAGGACCA 

>RXA010 90-downstream 
TGATTGGTCTTATGAGACTGCCA 



>RXA01113 

GGCGATATTTGGGAACGTCCAGGCCTTGATCACACTCAGCGTCGCCTGCTCACCATCGCG 
ATTTTGACCGCGGTGGGCAATGACGGCGAGTTGGACATGCACATTCGTGCTGCTCTGCGC 
GCTGGCGTGGATCAGGAAACCATCGGCGAGGTCATCCTGCACACTGCGGTGTATGCGGGT 
GTGCCGAACTCCAACCATGGTTTCAAGCTGCTGAACAACGCTGTGTCAGACCTTCAG 

>RXA01113-downstream 
TAATTCTCGAAGCTCTCCACGGG 
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>RXA01117-upstream 

TACGAAATCTGGCGATTGTTCGACCATCCCATCAACTCCTCTTTTTGTTCGCATTGCGAA 
CCCTTGTGCATATGATGAACATTACGTTAGCATGTCTCAC 

>RXA01117 

ATGATTAACAAGAGCATTTCTTCCACTGCTGAAGCGGTGGCCGATATCCCAGACGGTGCG 
TCCATCGCCGTCGGTGGTTTCGGCCTCGTGGGCATCCCCACTGCATTGATCCTCGCCCTC 
CGCGAACAAGGCGCAGGCGATCTGACCATCATTTCCAACAACCTAGGCACCGACGGTTTC 
GGCCTCGGACTGTTGCTTTTGGATAAGAAGATCTCCAAGTCCATCGGCTCCTACCTTGGC 
TCCAACAAGGAATATGCACGCCAGTACCTGGAAGGAGAACTCACCGTCGAGTTCACCCCG 
CAGGGCACCTTGGCTGAACGCCTCCGCGCAGGTGGCGCCGGCATCCCTGCGTTTTACACC 
ACCGCAGGCGTGGGCACCCAGGTCGCAGAAGGCGGACTCCCACAGCGCTACAACACCGAC 
GGCACCGTCGCCGTGGTGTCCCAGCCAAAGGAAACCCGCGAATTCAACGGCCAGCTCTAC 
GTCATGGAAGAGGGCATCCGCGCCGATTACGCACTCGTGCACGCACACAAAGCAGATCGC 
TTTGGCAACCTGGTGTTCCGCAAGACCGCGCAGAACTTCAACCCAGATGCAGCAATGAGC 
GGCAAGATCACCATTGCTCAGGTCGAGCACTTTGTAGACGAACTCCACCCAGATGAGATC 
GATCTGCCAGGAATTTACGTCAACCGCGTCGTCCACGTTGGACCGCAGGAAACCGGAATC 
GAAAACAGGACGGTGTCTAAC 

>RXAO 111 7 -downs t ream 
TAATGACTTGG GAT C AT AAC C AA 



>RXA0 112 0 -upstream 

ACAGGTAAAGCGCTAAGATGGAACAACCCATTGCCAATATTGTTGGTTAGAGTTGTACGC 
AGTAAATCTTTTCAATCGTGGAAGCGGGTCTCACAGTCTA 

>RXA01120 

ATGGCACGTATGCAGGAAAGCGCCGATCTGCTCAAATGTTCCTTCTGCGGAAAGAGCCAA 
AAGCAGGTAAAAAAACTCATCGCGGGTGGCGCCGTATATATCTGTGATGAGTGCATTGAG 
CTGTGCAACGAGATTATTGAAGAAGAACTCGGTCAAGCTCAACACGACGAGCAGGAGCGC 
AACGAGCTCCCCAAGCCGTCGGAGATTTCAGCCTTCCTTGATACTTATGTCATCGGGCAG 
GACCCAGCAAAACGTATCCTGTCGGTTGCGGTGTACAACCATTACAAGCGTCTCCGCGCA 
TCGGAAACCATCGGTCGTCGCAGGAATGACGAGCCTGAAACCGAACTGGTTAAGTCCAAT 
ATTTTGATGCTCGGCCCCACTGGCTCCGGCAAGACTTTCCTTGCCCAGACTTTGGCAAAG 
CTGCTGGATGTTCCTTTTGCTATCGCGGATGCCACCTCACTGACCGAGGCTGGTTATGTG 
GGCGAGGATGTGGAAAACATCTTGCTCAAGCTGCTTCAGGCTGCTGATTTTGATGTGGAA 
CGTGCACAGCGCGGCATCATTTACATCGATGAAGTGGACAAGATTTCCCGCAAGTCTGAA 
AACCCATCGATCACTCGCGATGTTTCCGGTGAAGGCGTGCAGCAGGCACTGCTGAAAATT 
TTGGAAGGCACTGTCGCCGCAATCCCACCGCAGGGAGGACGCAAGCACCCCAACCAGGAT 
TTCATCCAGCTGGATACCACCAACATTTTGTTCATCGTTGCTGGT.GCGTTCTCTGGTCTG 
GAGAAGGTCATCGCGGACCGCAATGGCAAGAAAGGCTTGGGCTTCGGTGTGGAGGTCTCT 
TCCAAGAAGGAAGAAGCCAACATTGTGGATATCTTCAAGGATGTCCTCCCTGAGGACCTG 
GTGAAGTTTGGTCTCATCCCAGAATTCATTGGGCGTCTGCCAGTCGTTGCCACCGTATCC 
AACCTGGATCAGAAATCTCTGGTCAAGGTTCTCACGGAGCCTCGTAACTCATTGGTGAAG 
CAGTATCGACGTCTGTTTGAAATGGATGACGCTGTGTTGACCTTTACTGATGATGCTTTG 
GAGGAGATCGCTAATCAGGCACTCGAGCGCAAAACTGGCGCCCGTGGCCTGCGCGCGATC 
ATGGAAGAGATCCTGGTTCCGATCATGTATGACCTCCCAGACCGTAAAGACGTTGGCGAA 
GTCATCATCAACGGTGCCGTTGCCCGTGGCGAAGCCGAACCAGAGATGTTGGAAGCTGTC 
GCAGAAGAAAAGACCGCG 

>RXA01 120 -downstream 
TAGTTGGCAGGAGTTATCACCGG 

>RXA01224 -upstream 

TTGGCGGCGGGAAGTTCAGGCTTGGGGGCAAACAGTGCTTGGATTTTAGACAAAAAACTC 
ACGGAAGTCATCCTATGGCAGGCGCGCCTAGGATGGTGCC 
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>RXA0122 4 

ATGAGCATCCTTGACACGTTGAAAACTCCCGTGATTGTCGCCCCGATGGCTGGCGGCCCG 
TCCACTCCCGCGTTGGTCAATGCAGCAGCAGAGGCAGGTTCCCTCGGGTTCTTGGCTGGT 
GGCGTCATGCCTCTTGAGCAGCTGAAACAGGAATTGTCAGAGGTAAAAGGCGTCTTTGGC 
GTCAACCTGTTTCGCCCGCAGACGGATGCGCCTAAGCCTTCAGACATTGATGAGCTGGCG 
GGATTGTTGTCCTCGGCGTTTCGGCAATTTGGCCTCGATGAGCCGACGGTGCCTACGCCG 
GATTTGAGCAATGGGTGGGAGGCTAAATTTGAGGCCGTTCTTGCCGCTAAGCCCGCCGTT 
TTTTCCTGCACCTTTGGTATTTTTAGCGCTGAAGAATTCGCCCGGATCAAAGCCACCGGA 
ATTGAGGCGTGGGTGACGGTGACCAATCCGGAGGACGCGCTGGCTGCGCAGAAAGCTGGC 
GCCAACGCGCTTGTCGTGCAAGGCCCCGAGGCGGGTGGGCACCGCTCTACCTGGTCCATT 
GAAGTGGAGCCGGACGAGCGCGACCTGAAAACCCTCCTCGCAGCTGTCAAACAAGCGGGC 
GTTTACCTCCCGCTCATCGCAGCCGGCGGCCTTTCAACCTCCGCAGACGTGGCAGCAATT 
TTAGAAGCCGGCGCCAGCGCTGCCTCCTGTGGTTCCGCCTTTTTGCTTAGCGACGAAGCC 
GGCACCAGCTCACTTAACCGCGAGATCTTGGACGCCGCCCCAGCACTTGGTTTGGAATCG 
GTGTCATCTCGCGCATTTTCGGGCCGTTATGCCAGGGGAGTGGAAACCAGGTTCACCCGT 
TCGAACGAGGGGTTACCCCCGTTGTACCCATACCTCAACCC/^ATGATCACATCTTTACGT 
AAGGTGGCGGGAAGTGCAGGGAACTGGGATTACGCCTACTGCCTGGTAGGAGTCGGCCTG 
GAATCGATTGCGAAGGGTAGTGCAAAGCAGATACTGGAATCATTAACACCTTCCGCTTTG 
GGC 

>RXA0122 4 -downstream 
TAATGTTGGGGGGAGTGCTTTCA 



>RXA0112 6 

TCCGCAGAATCACTGCCACCAACCCTGTTCCTGAAGCCACCAACAGCTGTCACCGGACCA 
GAGTCCCCAATCCGAATCCCTTCCTTTGCCACCAAGGTGGAATTCGAAGGTGAGCTCGCA 
GTAGTTATCGGCAAGCCCTGCAAGAACGTCAAGGCTGATGACTGGAAGTCTGTCGTTTTG 
GGCTTCACCATCATCAACGACGTCTCCTCCCGTGACCTCCAGTTCGCTGACGGCCAGTGG 
GCACGCGCTAAGGGCATTGACACCTTCGGCCCCATCGGACCATGGATTGAAACTGACATC 
AACTCCATCGACTTGGACAACCTGCCCATCAAGGCACGCCTCACCCACGACGGCGAAACC 
CAATTGAAGCAGGACTCCAACTCCAACCAGATGATCATGAAGATGGGCGAAATTATCGAG 
TTCATCACCGCCTCCATGACCCTGCTCCCAGGCGACGTTATTGCAACCGGTTCTCCAGCA 
GGCACCGAAGCAATGGTTGACGGCGACTACATCGAAATCGAAATTCCAGGCATCGGCAAG 
CTGGGCAACCCAGTTGTGGACGCC 

>RXA0112 6-downstream 
TAAAATGGATCACCACCAT 



>RXA0114 7-upstream 

ATAATGATCACCTACTTTAACGGCTTCAGGTGACATTGTGGATTCGCATTGTGGATTCGG 
GGGCCCGCGCTGTTTCCAAGAATTTGGCTACCCTTGTTCT 

>RXA0114 7 

ATGCATGTAACTGACGATTTCTTAAGTTTTATTGCCCTAAGCCCAAGTTCCTATCACGCG 
GCCGCGGCGGTGGAGCGCAGGTTGCTCCATGAGGGGTTCATTCGTCAGGAAGATACCGAT 
GAATGGGATGCCCGCCCTGGTGGGCATGTGACGGTGCGTGGGGGAGCAGTAGTGGCGTGG 
TGGGTGCCTGAGGATGCTTCGCCAGATTCCGGGTTCCGCATCATTGGGTCACATACTGAT 
TCACCGGGTTTCAAGTT7^AAGCCCCGTGGGGATCTTTCCTCACACGGTTGGCAGCAGGCC 
GGCGTCGAGGTTTACGGCGGACCGATCCTGCCAAGCTGGCTGGATCGCGAGCTGGCCTTA 
GCAGGCCGCATTGTGCTTGCCGACGGGTCCGTCAAGCTTGTCAACACCGGCCCGATTCTG 
CGCATCCCGCACGTGGCTATTCATTTGGACCGTACTGTTAATTCCCAACTCACCCTTAAT 
CCACAGCGTCACCTGCAGCCTGTGTTTGCTGTTGGTGAGCCCGACGTATC7VATTCTGGAT 
GTCATTGCTGGTGCTGCGGTAGTGGATCCTGCAGATATTGTCAGCCATGATCTGATCACG 
GTGGCTACCCAAGATGCTGAAGTATTTGGCGCACATGGGGATTTCTTGGCGTCTGGTCGC 
CTGGATAACCTGAGCAGCGTGCATCCATCCATGACTGCATTGATTGCGGCTTCGCAATCT 
GACGATACTGGTTCGGATATTTTGGTTCTTGCTGCATTCGATCATGAAGAAGTGGGAAGT 
AATTCCACCTCGGGTGCCGGGGGCCCCCTGTTGGAGGATGTGCTCAACCGTACTGCTCGT 
GCGTTGGGTGCAGATGAAGATGAGCGACGCCGGATGTTTAACCGTTCCACCATGGTCTCA 
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GCTGACGCGGCACACTCCATTCACCCCAACTTCCCCGAGAAGCATGATCAAGCTAATTAC 
CCCATCATTGGTAAAGGTCCTGTATTGAAGGTCAACGCCAACCAGCGCTACACCTCCGAT 
GCAGTCACTTCAGGCATGTGGATCAGGGCATGTCAGATTGCCGGTGTGCCACACCAGGTG 
TTTGCCGGCAACAACGATGTGCCGTGTGGTTCCACCATCGGCCCGATCAGTGCGACTCGC 
CTGGGTATCGATTCTGTCGATGTCGGTATTCCATTGCTGTCCATGCACTCCGCACGCGAA 
ATGGCCGGAGTGAAGGATCTGATGTGGTTTGAACAAGCCCTGGAAGCCTATCTGGTAAAT 

>RXA0114 7-downstream 
TAACGCCGAGTTCAATCAAGACA 



>RXA01151-upstream 

CCAGGCGTTTGGCTGATGGCGTGGAGCCTCCTCGTCCGCAGCGTAAGGCACGTCGATAAA 
AAGACCTAGTTGGAGGGCGTAAAGGGTTAGAGTGGTGACC 

>RXA01151 

ATGAGTTCACCAACTGATTCTTCGCCCTCTAATTCTTTTAGCGACTTCAACCGGGAGGAA 
CAGTCCCGGTTATCTGATGAGGTGCGCCAGCTCAAGCGCACCT^ACTCTGATCTTGGGGCA 
CGTAATGCCAAGCTCGCGGAGATGCTGAAGTCGTCTCGGGATAAAT.TGTCTGTGCTGTTT 
TCTCAGTTGGAGGATATGGCTCAGCCGCCATCGGTGTATGGCACTTTCTTGGAAACCGCG 
T^AAGACGGTTCTAATGCGGAGATCTTTGCTGGTGGACGTCGCATGCGTGTGGCTGTTTCT 
CCTATGCTGTGTGCCGCGGATTTGATGCCGGGTGTGCAGGTTCGTTTGGGTGAAGGCAAT 
CAAGTTCTTGAGGCCTGTGATTTTGAACAAACCGGTGAATTAGC.CACGTTGATGGAAATG 
ATTGGCCGGGATCGTGCTTTGGTTTCAGATCGCTCGGGGGAGGAGCGCGTCGTCAAGCTT 
GCTGGTCCGTTGATGGATCGCACCGCAAAGCTGCCGCGCCCCGGTGACACCCTGCTTGTT 
GACCGCAAAGCGGGCTACGCTTTTGAGGCGATTGCCAAGACGGAAATTTCGAGGCTTGCG 
CTGGAAGAGGCGCCAGATGTGTCTTATCAGGATATTGGTGGCTTGGATGATCAGATTGAA 
TTGATTCAAGATGCCGTTGAGCTGCCATTTTTGCACCCGGAGATGTACCGCGCCTACAAC 
CTGCATCCACCAAAGGGCGTGCTGCTGTACGGCCCTCCCGGCTGTGGAAAGACGCTGATT 
GCTAAGGCTGTGGCTAATTCTTTGGCCAACCGCATCGGTGAGACTGGCACCTCGTACTTC 
ATCAACGTCAAGGGGCCA 

>RXA01571-upstream 

7VAACTACCTGCTGAGAGCTTTGTAATTTACGGTGTGGTTGTGGAGGGGTGCGTCGAGAAG 
CGCTCGTAGGCGCTTTTGATTTTTCGGTAGGCTAACTGGG 

>RXA01571 

GTGAGTATCTCAGTAAAAGCACTACAAAAGTCCGGCCCAGAAGCACCTTTCGAGGTCAAG 
ATCATTGAACGCCGTGACCCACGCGCAGATGATGTGGTTATTGATATCAAAGCTGCGGGC 
ATCTGCCACAGCGATATCCACACCATCCGCAACGAATGGGGCGAGGCGCACTTCCCGCTC 
ACCGTCGGCCACGAAATCGCAGGCGTTGTCTCTGCGGTTGGATCCGATGTAACCAAATGG 
AAAGTCGGCGACCGCGTGGGCGTCGGCTGCCTCGTTAACTCCTGCGGCGAATGCGAACAG 
TGCGTCGCAGGATTTGAAAACAACTGCCTTCGCGGAAACGTCGGAACCTACAACTCTAAC 
GACGTCGACGGCACCATCACCCAAGGCGGCTACGCTGAAAAGGTAGTGGTCAACGAACGT 
TTCCTGTGCAGCATCCCAGAGGAACTTAACTTCGATGTCGCAGCACCACTGCTGTGCGCA 
GGCATCACCACCTACTCCCCAATCGCTCGCTGGAACGTTAAAGAAGGCGACAAAGTAGCA 
GTCATGGGCCTCGGCGGGACTCGGACACATGGGTGTCCAGATCGCTGCAGCCAAGGGTGC 

>RXA01571-downstream 
TGAGGTTACCGTTCTGTCCCGTT 



>RXA01161-upstream 

TTTTTCGTGATCAACAATCCGCTGGCATAGCGTCCAGCAGATTTGATTCTGACAGTGTGG 
TTTGATCGCACACCTGCCTAGGCTACTAGGGTTGGAGACT 

>RXA01161 

ATGAGTGATCCTTCAACAAACAATTTCCCCACATCGGTATATGCACAGCGTCTTGCGGAT 
GCACAAGAAGGCGCACGCAAGGCTGGCTTGAACGGTTTGATCATCGGTACAGGCGCAGAA 
CTTGCGTATCTAACCGGCAGCTGGATCTCCACCCATGAGCGTCTAACCGCTTTGGTGATC 
CCCAGCGAAGGAACCGCAACCATTGTTCTTCCCGCTGTAGACCGCGGAGACTTAGCACTG 
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TCTGCTATTCCAGGACTAGACATCAATGTGGCCGGATGGGTTGATGGCGATAATGCCCAT 
GAGTTGGCCGTAGATGCTCTCGGTGTTTCAGAGTTCGAAGCATTGGGTATTGGTTCCTCC 
ATCACGGCAGATCACCTGATTCCTATCCAGAACCTGGTGGGCTCCACCTGCCGCATGGAG 
TTGGCAGTTCAAGTGCTGAAAGAATTGTTTGTCTCTAAAGACGAAGCAGAGATCGAGCAG 
CTTCGCGGCGCAGGTGCAGCCATTGACCGTGTCCACGCCAAAGTCCCGGAGCTTCTTCAA 
GACGGACGCACCGAAGCAGAGGTTGCAGCACAGCTCAACGATCTCATCTTGGAAGAGCAC 
TCTGAGGTGGACTTCGTGATTGTGGGATCCGCTGAAAACGGCGCGAACCCTCACCACGGT 
TTCTCTGACCGAGTCCTCCGCAATGGCGACATCGTGGTGGTTGATATAGGAGGCACCTTC 
GGCCCTGGTTACCACTCTGACTGCACACGCACCTACATTGTGGGCGGAAACCCTGACGAT 
GCGGATCCAGAGTTCGCTAAGTTCTACCAAGTGCTCTACGAAGCACAGCTCGCAGCCGTT 
GCGCATGTTCGCCCTGGCGTTACTGCAGAATCAGTGGACGCTGTTGCTCGCGATCACATT 
GCTGCGGCTGGATACGGCGAATACTTCATTCACCGCACAGGACACGGCATTGGTCTATCC 
ACCCATGAGGAGCCATTCATCATGGCGGGTAACTCACTCGTGTTGGAAGCCGGAATGGCC 
TTTTCCATTGAGCCTGGCATCTACATTGAAGGAATCCACGGAGCGCGCATCGAAGACATC 
GTTGTGGTGAATGAAGACGGTTGTGAAACCCTCAACAACCAGCCCAAGGAACTGCGT 

>RXA01161-downstream 
TGAGCATTCTTCTCCTAGGCGGA 



>RXA01181 

TCTGTACTGCTCGCTCGCGACTTGGTGAACACCCCTTCATCACACCTGTACCCAGAGTCC 
Q TACTCAGTAATTGCATCCAACGAAGCGTCCAAGCACGGCTTGCAGACCACCATCCTGGAT 

GAGAAGCAGCTTGCTGATCAAGGTTTCGGCGGCATCCTCGCAGTCGGTAACGGCTCCTCC 
m CGCAAGCCTCGTCTGCTGCGCATCGATTGGAAGCCACGCAAGGCTAAGAAGTCGATCGCT 
f~ TTGGTTGGCAAGGGCATCACCTTTGACACCGGCGGAATTTCCATCAAGCCTGGCGCAAGC 
f?1 ATGGAGAACATGATCTCCGACATGGGTGGATCCGCATCCGTATTGGCCACCATTATCGCT 

GCAGCTCGTTTGAACCTGTCGATCAACGTCTTCGCGTTCCTACCAATGGCTGAGAACATG 
•71 CCATCCGGTGACGCTTTCCGCCCCGGCGATGTCATCACTCATTTCGGTGGTATCACCTCC 
^ GAAATCTTGAACACCGACGCTGAAGGCCGCCTCATTCTGGCAGATGCCATTGCTTACGCT 
=F TCTGAAGATAAGCCTGACTACCTCATTGATGCGGCAACCCTGACTGGTGCTCAATTAGTC 
a GCTTTAGGCCTGCGGACTTCAGGTGTCATGGGTACCGATGAGTTCCGCGACAGCGTTGCC 
Q AAGACTGGCCGCGAGGTTGGCGAGCAAGCATGGGCAATGCCTCTTCCTGAAGAGCTCGAT 
gi GAGCAGGTTAAGTCCCCTGTCGCTGACCTGCGCAATGTCACCAATTCCCGTTTCGCAGGA 
f|| ATGTCTGCTGCGGGTCGTTACTTGCAGGAATTCGTTGGTGCCGACATCGAGTGGGCTCAC 
j 7; GTCGATATCGCTGGCCCTGCATACAACACTGCTGGTGAATTCGGTTACACGCCAAAGCGC 
™ GCAACCGGACAACCAGTGCGCACCTTCGTTCAGGTTCTGAAGGATCTGTCGGAAAGC 

W >RXA01181-downstream 

TAAACGCTAGTTAAAGATCAGGA 



>RXA01182-upstream 

GTTAAAACGGAAACTAATACCCCAAAGGATACCGATTCAATTTGTGATGTGTGGTGTTCG 
GGTCATATCAAGCTAAACAGATGCCCCCTACAATAGGCTT 

>RXA01182 

GTGTTCAATTTATTTGGTCGTAAAACTCCTCGCTCTAACCTCCGCCCACCACGCGGTCCG 
GGCGATACTGTGCGCCCGGAAGATTTAAAATTCTTGATGCAATGGGTGCAGGATAAGCCA 
TTTGTTGAGGCATTCGTTGAACCGGAAACGCTGGTCAATGAGATGTCTGTCGTTTTGGTT 
GATGCTCATGGGGTTTTTGTCCGCCGAAGGATCGGCGGTCCCAAAGGGATTGATGTTATC 
GCGAAAAAGCTCGGCGTTCCGGTTTATGATGTTGAGGAGACCGGTTACCCCCAAAGGATG 
CGCGAACGCATTGAATATGAGCGCATCTTAAGAAAGCGTGAGGAACAAAAAGCTCGCCGC 
GCTAAATTTGAGCGCGGCGAGAATCCTGATCTT 

>RXA0 11 82 -downstream 
TAACTAGCGTTTAGCTTTCCGAC 



>RXA0 1 1 8 9-ups t ream 
CACCTGCAGAAAAGGAAGCTTAA 
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>RXA0118 9 

ATGATTTCCATTTCCATCGCCGACGACGAAGCCCTGATCGCAAGCTCCCTGGCAACCTTG 
CTCAGCTTGGAACCCGATTTAGACGTCCGACCTACCGCAGGATCCGGTGAAGAACTCATT 
GAAACGTGGGCGGATCCAAGCAACCGAACCGATGTATGCGTCCTTGACCTTCAACTCGGA 
GGCATCGACGGCATCGACACCGCCACCCGGCTCATGGAAACCACCCCAGATTTGGCCGTG 
CTCATCGTGACCAGCCACGCCAGGCCCCGACAACTCAAACGCGCGCTTGCAGCAGGTGTT 
TTAGGATTCTTGCCC7\AAACATCCACCGCAGATGAATTCGCCACCGCAATCCGCACCGTT 
CACGCTGGACGACGCTACATCGACCCCGAACTAGCCGCCATGACGATCAGCGCCGGTGAA 
TCCCCATTAACCAACCGTGAAGAAGAAGTCCTCGAACTAGCAGGCCAAGGACTAAGCGCC 
GAAGAAATTGCGGTGGCAGCGCACCTCGCGCCGGGAACCACCCGCAACTATTTATCCCAA 
GCTATGACAAAAGTAGGCGCGCAGAATCGCTTTGAAGCGTTCACGCGCGCCAGGGAATTG 
GGCTGGTTG 

>RXA0118 9-downstream 
TAGCTTGTGGCTTATCTCCTATT 



>RXA01192-upstream 

CCACGGTGAACACCTGCAGGTGGAGCAAGCTAGCCTTGCGCATCCGCCAGAGATTATTCC 
GGAGATTCTTTTTGGTGGATCGTCGCCAGCTGCAGGTGAG 

>RXA01192 

GTGGCTGCACGTTATGCGGACACCTATCTCACGTGGGGTGAAACTCCCGATCAGGTGGCG 
CAGAAAATCAACTGGATCAACGAGCTAGCAGCACAGCGCGGCCGGGAACTGCGCCATGGA 
ATCCGCTTCCATGTGATCACCCGCGATACGTCTGAAGAAGCATGGGTGGTGGCAGAGAAG 
TTGATTAGCGGGGTCACTCCAGAACAGGTCGCTAAGGCTCAAGCCGGGTTTGCAACGTCT 
AAGTCGGAGGGGCAGCGCCGGATGGCTGAGCTGCACAGCAAGGGTCGTGCCTTTACTAGT 
GGCTCAACTGCTCGTGATCTGGAGGTGTATCCCAATGTGTGGGCAGGCGTCGGTTTGCTT 
CGCGGAGGTGCAGGAACAGCCCTTGTGGGCTCGCATGAAGAGGTCGCCGATCGCATCGAA 
GAATACGCAGCACTCGGCTTGGATCAGTTTGTACTGTCGGGTTATCCAAACTTGGAGGAG 
GCCTTCCACTTCGGTGAGGGTGTGATTCCGAAACTGCTGCGCCGCGGTGTGGATATCAAA 
AATCAAGAATCACGAGTTTTGGAACCTGTTGGG 

>RXAO 1 1 92 -downstream 
TAAACGGG 



>RXAO 1 2 1 4 -upstream 

GTTGATATGATGTGGGGTGTTTATGAAAATTTGTTTGAGGGAGTGAAGGCGCATGTTGTT 
GCCAGAGTTGAATCGTCGGACTTTTTTCAAAGGGGCCGGG 

>RXA01214 

GTGCTGGCAGCAACGGTGGTGGGTGCGCAGGTGCTGGTGGCGTGTTCCTCAGATGATGTG 
CGTGGTTATGGGGGAGAGCCGCGGACGTTGCCTATTCCACCAGCAGATTTAGGTACGCGT 
GAGGGATCTAGCGTGCACTTTGCCCTGGAGGCTCAGACTGGGGAGAGTCAGATTTTGCCG 
GATGTCACAACGAAGACGTGGGGTTTCAATGGCACTCATTTGGGGCCGACGTTGGTGGTG 
AAGAAAGGTGATGACGTCCACGTTGATGTGATAAACAATTTGGATGAAATGACCACTGTG 
CACTGGCATGGCATGAAGTTGCCGGCGATTGCTGATGGTGGTCCGCACTCACCGATCGGG 
CCTGGGCAGACGTGGTCACCAACGTGGACTGTGGCCAATGATGCAGCCACTTTGTGGTAC 
CACCCGCACACTCATGGCCTGACAGGTTTGCATGCGTACCGTGGTTTGGCGGGGATGATC 
ATTGTGGAAGATGAAGCAACAGACAAGCTGGATCTGCCACGCGAGTACGGTGTGGACGAT 
ATTCCGCTGGTTTTAATGGATCACCGCTTCTTAGAAGACGGTTCCCTTGATGAGGAAGAC 
CTCCCCGATCTTGGGCTGTTGGGCGATACCCCCACTGCCAATGGCATTACCAATGCGCAC 
TTTGATGCCACCACGCGCCGGGTTCGGTTCCGCGTGCTCAACGGCTCCAATATGCGGTTC 
TATAACTTGGCGTTTTCAGACACGCGCACCTTCCAAGTCATTGCCAGCGATTCCGGTTTG 
CTGGATGAACCTCAAGACCGCACCACCTTGGCTATTGGCCCAGGCGAGCGGTGGGAAATC 
GTCGTGGAGCTAGAGCCCGGCGAGGACGTCACCTTGGAATCTGTAGGTTTTGAGGACAAC 
TACGGCGTCCCTGATGATGAGTTCGTGCCCGATTTCGGCATGTCAGATTCCTTCCAGCTG 
CTCACCATCACCGGCCCTTCCGATGATGCTGCGCAAGCACCTGCTTTGCCGGGCGTGCTG 
GTGAAATCCACCGAACCTGACGTCATCGATGCCACTGAACGCACCTTCATCATGAACACC 
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TTCTCCATCAACGATCTACAGATGGACATGCAGCGCGTTGACGTGGTGATTGACCATGAC 
CAGCCAGAAGTGTGGATTGTCACCAACGACAACTCCGACTGGCCCCACAACTTCCATGTC 
CACGACGCCCGGTTTAAGGTGCTGAAATTTGAAGGCACCGACGTAGAGCTCTTCAACGAC 
GGCTGGAAAGACACCGTCGGCCTGCCACCGGGAGCAACCGCAACTTTAGCCGTGGAATTT 
GGCCACTACCCAGACCCGCAATGGCCCTACATGTATCACTGCCACATGCTCTACCACGAG 
GATCAAGGCATGATGGGGCAGTTCGTCATCGTGGAGCCAGGCGACGAGCCGGCGGCGGTG 
CTGGGGTCGGGCACGGGCTCCAGCATTGACTCCGCCGGCGGACATGCGCAC 

>RXA012 14 -downstream 
TAGGGGCGTGGGGCGGCGTCGAT 



>RXA0122 4 -upstream 

TTGGCGGCGGGAAGTTCAGGCTTGGGGGCAAACAGTGCTTGGATTTTAGACAAAAAACTC 
ACGGAAGTCATCCTATGGCAGGCGCGCCTAGGATGGTGCC 

>RXA01224 

ATGAGCATCCTTGACACGTTGAAAACTCCCGTGATTGTCGCCCCGATGGCTGGCGGCCCG 
TCCACTCCCGCGTTGGTCAATGCAGCAGCAGAGGCAGGTTCCCTCGGGTTCTTGGCTGGT 
GGCGTCATGCCTCTTGAGCAGCTGAAACAGGAATTGTCAGAGGTAAAAGGCGTCTTTGGC 
GTCAACCTGTTTCGCCCGCAGACGGATGCGCCTAAGCCTTCAGACATTGATGAGCTGGCG 
GGATTGTTGTCCTCGGCGTTTCGGCAATTTGGCCTCGATGAGCCGACGGTGCCTACGCCG 
GATTTGAGCAATGGGTGGGAGGCTAAATTTGAGGCCGTTCTTGCCGCTAAGCCCGCCGTT 
TTTTCCTGCACCTTTGGTATTTTTAGCGCTGAAGAATTCGCCCGGATCAAAGCCACCGGA 
ATTGAGGCGTGGGTGACGGTGACCAATCCGGAGGACGCGCTGGCTGCGCAGAAAGCTGGC 
GCCAACGCGCTTGTCGTGCAAGGCCCCGAGGCGGGTGGGCACCGCTCTACCTGGTCCATT 
GAAGTGGAGCCGGACGAGCGCGACCTGAAAACCCTCCTCGCAGCTGTCAAACAAGCGGGC 
GTTTACCTCCCGCTCATCGCAGCCGGCGGCCTTTCAACCTCCGCAGACGTGGCAGCAATT 
TTAGAAGCCGGCGCCAGCGCTGCCTCCTGTGGTTCCGCCTTTTTGCTTAGCGACGAAGCC 
GGCACCAGCTCACTTAACCGCGAGATCTTGGACGCCGCCCCAGCACTTGGTTTGGAATCG 
GTGTCATCTCGCGCATTTTCGGGCCGTTATGCCAGGGGAGTGGAAACCAGGTTCACCCGT 
TCGAACGAGGGGTTACCCCCGTTGTACCCATACCTCAACCCAATGATCACATCTTTACGT 
AAGGTGGCGGGAAGTGCAGGGAACTGGGATTACGCCTACTGCCTGGTAGGAGTCGGCCTG 
GAATCGATTGCGAAGGGTAGTGCAAAGCAGATACTGGAATCATTAACACCTTCCGCTTTG 
GGC 

>RXA0 12 2 4 -downstream 
TAATGTTGGGGGGAGTGCTTTCA 



>RXA01232-upstream 

TATATTKGTMRCTGGCTKACCGRGMCCGCGCCMWGCGGTTYACCGCCAGCWTCATCKGAG 
WTMGGWCGCAAAATCTTTNCTCAWCCGGCTGCGTCCCCGG 

>RXA01232 

AT GAG C AG G C AG An n An C AC C T AC AC G G AC AAG G AC AT C T C G C AG T T C C AC T G G AC C AAT 
GGCCTGCCGCCGACCGATGATGAATCCCCCGAGTGGATCGCCGCCCGCGACAACGAGTGG 
G AGGG AT AC AC C ATC ACCCTCGG CG ACGATCCCAAC GGC ACCG AG AAAACCATCACCCTC 
GACGATCTGCGGGAGCTGCCGCAGACCTCGTATGTCGCCGTCMACACKTSCWTSCAGGNG 
CTTGGTCAGCTWCCSCCCSGTGGRCCANGGGGTGCCGGTTACCGTGATGTTTTGTGTCAT 
GACCTTGTGCACACCCTAGACCTTCACCACAGGCATAGTCCTCGGCTGCTCACAATTGAG 
ATCATACCTAAACCCCTGCCCCCAGAAACCCGATGCAAGATCATCGATTTCGATCTGTTC 
GCACCGAACAGTCCCTCGATCGAAGAGTTCTGCAGTCGGCTTAAAATATCGCGGCGCAGT 
TTCTACAACATCCGCAACCGATACCAACAAGATGCCAGTGCAGCGCTGCATCCACGCTCC 
AGCGCCCAGATCACCTCCCGGCGAACATACGATGAATCCATCACCAGTATCTTnGTTGGC 
CATCnCGCGCACCGCCTGAAAGCCCAAGGATnGGGAATACGGTCCGATCTCTATCCGATT 
nCGAAGGCATCTCnCACCnGnGGGAAC 

>RXA012 32-downstream 
TGACTnGnCACCGATTCCAnTCC 
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>RXA0 123 6-upst ream 

TTTCCACCAGTTAAGATGTTGTGAGACAAATCCAT^ACATAGAAGGGCTGTGCATTCTCAT 
GGTTTCAACCACAACATCTCGCTCAATCGCTGGACTGTCA 

>RXA01236 

GTGCTTGTGGCAACAGCACTAATCGCTGGCTGTAGTTCCGCAGAGGATGGGACGGTTGAC 
TCGGGGAGCAGCACAGAGGTCACCACAACCCAAAGCAAGGAAGGTTTTCCTGTCACCGTC 
ACGTTTGCCCCAGAAGCACCTGTGACCATTGAGGATCAACCAGAGCGCATCGTCAGTTTG 
TCCCCAGCGATTACAGAAACCTTGTTCGCTGTCGGGGCAGGGGATCATGTCGTCGCAGTG 
GATGAATACTCAAACTACCCAGAGGACGCACCGCTGGTGCAGGGTCTGTCTGGTTTTACT 
CCCAATGTGGAGTCCATCTTGGATTACGATCCTGACCTGGTCGTGTTGATGTCTGCAGAT 
GATTCCATTTTGACCGGCCTGGATGCTGCAGGAGTGGATACTTTAGTGATCCCCGCAGCA 
GAGAACTTGGATGAGACCTACTCCCAGATTGAACAAGTAGGTCGAGCCACCGGATTTGAA 
GATCAAGCAACAACGGTTGTTGATCAGATGAAAACCGCCATTGATGCTGCAGTTGCCACA 
GTTCCTGAAGAGGTAAAAGAGCAGGGCTT7\ACCTACTTCCACGAGCTGGGCAGTGATTTG 
TTCACTGTGTCAGAGCAAACCTACATCGGTCAGATTTACGACATGTTTGGTCTCACCTCT 
ATTGCTGACGGTGGCGACGCTTACTCGCAGCTATCCAACGAAGCAATCATTGCGGCAAAC 
CCTGATCTGATTTTCCTCAGCGATGCCAAGGCCGAAAACCTCACTGCAGAAGATATTGCG 
GCGCGTCCAGGCTGGGACACCATTGATGCAGTAGCCAATGGACGTATCTACATTTTGGAC 
GATGATATTGCTTCCAGGTGGGGACCTCGCGTATCCCAGCTGGTGGAAGAAATCGCAGCG 
CAGTTGAATCAGCTTGCTTCTTCTGAAGCTGTGCCGGCCGCTGCT 

>RXA0123 6-downstream 
TAAGTTTTCGTGCTGAAGAGAAT 



>RXA01250 

CTGGATATCGGCGGCATCGAAGCCAAGACGTGGGGATACGTCTCTGACACCGGGGATGCG 
GCCATTGAGGCCACCGCCGGCGACGTCCTCCAGGTCGATATCACCAATGACCTGCCTGAG 
AGCACCTCCATCCACTGGCATGGCATCGCACTCCACAACGCAGCCGACGGTGTGCCCGGC 
ATGACCCAGGACCCCATTGAACCTGGCGAGTCTTTCTCCTATGTTTTTGAAGTCCCCCAC 
GGTGGCACCTACTTCTACCATTCCCACACCGGCCTGCAGCTTGATCGCGGCCTCCACGCC 
CCACTGATCATCCGTGACCCGCAAGACGCTGAGGACCAGGACGTCGAGTGGACCATCGTG 
CTCGACGACTGGGTCGATGGCATTCAGGGCACTCCCGACGATGAGCTCGACAAGCTCACC 
GGAATGGGTTCGGGCGACCATAACGGGAGGATGGGAATGGGAGGTCACGGCCAGATGATG 
CACGGCACCCCGGACCGGGTACTGGGCGGGGATGTCGGCGATGTGATGTATCCGCACTAC 
CTCATCAACGGACGTATCCCCCGTGCTCACCGGACCTTCGAGGCTCGC 



>RXA0125 4-upstream 

CCGATGTTGCCTTCTTAGCAGCTGTTAAAAGGGTAAAAGAAGGGAAGAAAGTGGACGTCG 
AAAAGCGCTAGTGCCACTTGCTTAACTAGACTCGTTTTTC 

>RXA01254 

ATGAAGCTTTCACTGCCTGCACCCCTACGCCGTTTACGCAGCGCTGCCGCCATCATCTCA 
GCAAAAGTTGCGACATCCGCGTCCAAAGCCACAGGTCGCGGATCCGGTGGCATGATCGGC 
GGACTGGTGGCCAGCAAGGTAGACCCGGACATCATGTCCAACCTCATCAACAACCGCCCA 
ACAGTGCTGGTCACGGGCACAAATGGCAAGTCCACCACCACCCGCATGCTGGCCGCCGCG 
ATGCGCAGCACTTACACCGTCGCCACCAATGAAGGCGGCGACAACATGGACGCCGGCATC 
ATTTCTGCGCTGCTCGCTGGCCGAAACGCCTCACACGTGGTCTTGGAAGTCGATGAGCTG 
CACGTACCCGCCGCCATCGAACGCCTCAAGCCCGACGCCCTCGTGCTGCTCAACCTTTCC 
CGCGACCAGCTCGACCGCGTTGGCGAAATTAACAAAATCGAACGTGTCCTGCGCGATGCC 
GTGCGCTCTCGACCTGAGATGACCGTCATCGCCAACTGCGACGACGTCCTCGTTACCTCC 
GTGGCTTTCGACGCCGAAAACGTCATCTGGGTCGGCGCCGGCACCGGCTGGCAAGGTGAA 
TCCGCCACCTGCCCACGCACCGAATCCCGCATCCTCCACGACGGACGCCACTGGAGCGCC 
GAAAAGACGCTTCTCGACGGCCGCACCTTCGCACGCCCCACCCCCTCATGGGAGGTTGAC 
GGTGATACCATCCATTCACCATCCGGCGATCTCACCTTGGATCTCAACCTCCCAGGTCAG 
GCCAACCGTGGCAACGCGGCACAAGCAATCGCAGCCTCCACCGTATTTAATGTGCCCGTT 
TCCTCCGCACTGCCCGCAGTCAACTCCGTCAACAACGTTGCTGGACGCTATTCCACCATC 
ACTGTCGGTGAACACAAGGTCCACCTCCTGCTCGCCAAAAACCCAGCAGGCTGGCAAGAA 
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GCCCTCTCCATGGTTGATCGCACAGCTGATGGCTTAGTCATCGTCGTCAATGGCCAGGTT 
GCCGACGGCGAAGACCTCTCCTGGCTTTGGGACGTCCGCTTCGAAGACTTCGAAAACCTC 
TCCGTCAAAGCCTCCGGCGAGCGCGGCACCGACCTGGCAGTCCGCCTCACCTACGCCGAA 
ATCGACCACGAACTCATCTCCAACCCCGTCGACGCCATCGCAGCCTGCCCTCCTGGCCGC 
ATCGAAGTCCTCGCCAACTACACCGCATTCCGAGACCTCAAAAAGGCTCTGGAGAAAGGG 
ACCGAACAA 

>RXA01254 -downstream 
TAATGACCACCCTCAACATCGGC 



>RXA0 12 57 -upstream 

GCGAAAATCCCCTGGTCCCGCCCCTGGTCACGAACAGGTAGGGCTTGGCTCACTCGGTTG 
ATTGTAGAGCCTTGGCGCGCATTTGTGGGAAGCTAGATGC 

>RXA01257 

ATGCATGTTGCTGAATTATCTTTGCCCACTGGAATTATTATCGCGGCGACTCCGCTCGGC 
AACATTGGGGATGCGTCTCCGCGCCTGGTCCACGCGCTTGCCAACGCCACTGTGGTAGCT 
GCGGAGGATACCCGCAGGACGGCGTCCTTGGCTGCTGCGTTGGGGGTGGAAATTAAGGGG 
CAGTTGGTCTCGAACTTTGACCATAATGAACAGGCGCGCGTCGGCAAGCTTATTGAAGCA 
GCGCGCACGGGCACGGTGCTGGTGGTCAGCGATGGCGGCATGCCTGTGGTTTCTGATCCG 
GGTTTTGCGCTTATCGACGCCGCCCACGACGCGAACATTCCGGTCACCTGCTTCCCCGGG 
CCGTCAGCTGTGCCAACTGCGTTGGCATTGTCGGGCCTTCACGTGGGCCGCTTTGCCTTC 
GACGGTTTCGCGCCGCGCAAACAAGGTGCGCGCACCACGTGGTTGGAGTCGTTGAAAACC 
GAAAAGCGCGCGGTATGTTTCTTCGAATCTCCTCACCGCATCGCAGAAACCCTGGCTCAC 
GCTGCCGAAGTTTTAGGTGAACGACGCGTAGCAGTGTGCCGTGAACTGTCCAAAACCTAC 
GAACAGGTAAAGCGTGGAACCTTGCCAGAGTTGGCAGAATGGGCACAAGATGGGGTGCGT 
GGCGAGATCACCGTTGTCATCGAAGGCGCGGGCGATATCGCGGCCGACGTCGATTCGCTT 
ATCGACGCCGCCCAGCAGCGCGTCGATTCCGGCGAGCGGTTGAAAGCGGTGTGCGCAGAC 
CTCGCGAAAATCCATGGCGTGAGCAAAAATGAACTCTACGATGCGGTTATTTCTGCCAGG 
GAAAAT 

>RXAO 12 57 -downstream 
TAATCGTTATGTCATTGTGATGC 



>RXA0127 0-upstream 

GCATGCACATGCAGAAAGCCTCGCTCCTAATAATCTCGATAGAGATCGATTTATGCAACG 
TGCTGGAAAACTAGCTTCAACAGATTCGGAGATCATCTAA 

>RXA01270 

AT G AC T AAT G AAC G AAT T T T T C TAT CAT C G C C AG A T G T AAC AC AG T T AG AG GAAGAC GC A 
TTGGTACGCGCAATCCGATCAGGATGGATTGCACCGCTTGGTCCAGAAGTTGATGCGTTT 
GAGCAAGAACTTGCTGAGTATTGTGGCCGCAAATATGTTGTTGCACTTTCATCGGGTACT 
GCAGCCCTCCACTTAGGTCTATTAGCACTAGGCGTTGGAGAAGGAGACTTGGTTCTTACA 
TCATCAATGACTTTTGCAGCGACCACCAACGCAATTGTTTATACGGGTGCTGAGCCAATT 
TTCGTGGACTGCGATGAATCTGGAAATATGGATCCAGATCTTTTAGAAAAAGCCTTTGCT 
GAGCTAAAGAGTGAAGGAAAGGAAGTAAAGGCTGTAGTACCTGTCGATCTACTTGGCAAA 
GTTGTTCAGCACGAGAAGATTAAAAAGATTGCTGATGAATACGGGGCAGTAGTGCTTTCT 
GATGCCGCTGAATCCTTGGGCGCCATTCGCAATGGAAAGTCTGCTGCAGCATATGGAGTG 
GCGGCAGCGGTTTCCTTCAACGGAAACAAAATTATGACTACCAGCGGTGGTGGAGCTTTG 
TTAACTGATGACAAGGATATTGCAGACAACGTCCGCTATCTTGCGACACAAGCTCGCCAA 
CCTGTAGTTCATTACGAACACACCGATGTTGGGTATAACTATCGCCTTTCAAATATCCTC 
GCTGCACTGGGACGAGCTCAACTTTCCCGACTCGACAAGATGATTGAGCGTCGACGTCAA 
CACCGTGCGTTCTATCGAGAATTGTTTGCAGGTGTTTCTGGAGTAGAGATCTTTGGCGAG 
CCATCAGGGGTCGATGGTGGCGACACTATTGATAATTTCTGGCTCACTTCTATTCTTATT 
GATAAAGAAGTTGCGGGATTTAGCTCTGAAGATCTTCGATCAGTTCTAAATCAGGCGAAT 
ATTGAGTCTCGTCCCTTGTGGAAACCAATGCATCTCCAGCCAGTATTTAAGAAGTATCGT 
AGCTTCACCAATGAAGAAGGACAGAGGCTATTTGATTCAGGGCTTTCTCTCCCAAGCGGT 
TCAGTACTTGATAATGCGTCAATGAATCGTGTTGAGACTACAATTGGCCAGTTTTTGGAG 
AGTCAGCATGCGATC 
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>RXA0 127 0-downst ream 
TAAGTACAAAAACTATGGCGTAG 



>RXA012 7 7-upstream 

TACTACTCGGTTCACGTTTACGTCGGCTGATCCAATTGGAGGCGCCCTCGGAAGCCGCCT 
TAAAAAACCTGCCGGTCAAAAGATCACTAACCTGAACTTC 

>RXA012 7 7 

ATGACTGATTACACGTTCCTCGAAGACATTGACACCCGGGAAGCGCTCGCGTGGGCGGAA 
AAATGGTCGGGGGAAAGCGTCGAAAAGCTAAAAAGCCCAGCCAAGGACGCCCTGGAAGCC 
AGGCTGCTGGCTGCGTTGGACACCGATGATCGCATTGCCTACGTGAGCCGGCGCGGTGAG 
AAGCTGTACAACTTTTGGCGGGACGCGCAGCATCCGCGTGGAGTGTGGCGCACGACCACG 
TTGGAGTCGTATGAAAGTGACCAGCCGGAGTGGGACGTGCTCATTGATGTGGATGCGTTG 
GCGGAGGATGAGGGCGAAAACTGGGTATGGAAGGGCGCGGTTGTGCGCTCGCCGGAGTTT 
GATCGGGCGTTGGTGAAGTTCTCGCGGGGCGGGGCTGATGCGACGGTGATTAGGGAGTTT 
GATCTGGCCACGGCTGCTTTCGTGGATGATTCGCCGTTTGAATTGAAGGAGGCGAAGTCC 
GATGTCACGTGGGTTGATCTGGATACGTTGCTGGTGGGCACGGATACCGGCGAGGGGTCA 
CTGACGGATTCTGGGTACCCGGCGCGGGTGCTCACGTGGAAGCGTGGGACTCCGCTTGAG 
CAGGCGGAGTTGTTCTTTGAGGGGTCGCGTCAGGATGTGGCGACTCATGCGTGGCGGGAT 
TCAACACCTGGTTTTGAGCGGACGTTTGTGTCAAGGTCGTTGGATTTCTATAATTCGGAG 
ACGTCGCTGGAAACCGAGGGTGGCCTGGTCAAGCTTGATGTGCCGACCGATTGCGATGTC 
ATTGTGAAGAAGCAGTGGATTTTTGTGAGTCCTCGGACGGATTTCGCTGGGATTCCAGCA 
GGTGGCTTGGGAGTGCTGCTGTTAAAGGAGTTCCTTGAGGGCGGGCGCGATTTTCAGCCT 
GTGTTTACGCCTACTGAGTCGACGTCGCTGCAGGGATTGGCCACGACAAAGAATTTCCTG 
GTTTTAACGCTCCTTAATAATGTCTCCACAGAAATCGTCACAGTGCCGCTCAATGATCCG 
ACAACGGAGCATGAACACATTGACCTCCCAGAGCATGTCACCGCGCATGTGGTTGCTACC 
TCCCCGTTGGATGGCGATGAAATTTGGGTGCAGGCAGCGAGTTTCACCGAAGCGCCAACG 
TTGCTGCGTGCGGAGCTGCCTGGTGCGCTTGAGGCTGTGAAGAAGGCGCCGTTGCAGTTT 
GAAAATGCTGGTCAGGAGACTCGTCAGCATTGGGCAACCTCGGCGGATGGAACGAAGATT 
CCGTACTTTATTACAGGAGCCTTCGAGGAGGAACCACAAAACACCCTGGTCCACGCCTAC 
GGCGGCTTCGAGGTTTCCCTTACCCCAAGCCACTCCCCGACCCGCGGCATCGCATGGTTG 
GAAAAGGGCTACTACTTTGTGGAAGCCAACCTGCGTGGTGGCGGTGAATTCGGTCCGGAA 
TGGCATTCGCAGGCAACCAAGCTGAACCGCATGAAGGTGTGGGAGGATCACCGCGCGGTG 
CTCGCCGACCTTGTGGAGCGCGGCTACGCAACGCCGGAGCAGATTGCGATTCGTGGCGGA 
TCCAACGGTGGTTTGCTGACAAGTGGCGCGTTAACTCAGTACCCAGAAGCATTCGGTGCG 
GCAGTTGTGCAGGTGCCGTTGGCTGATATGTTGCGCTATCACACCTGGTCAGCGGGTACC 
TCGTGGATG 

>RXAO 12 7 7 -downstream 
TAGGTGTCGGCAACCATGGGAAC 



>RXA0128 8-upstream 

TGCTCAATTTCACACCACACGACATCACTGGAAAAACCTGACATCGCCGGCTGATATATA 
TGGAAATATCAACTCCACCCACGTTGCGGGTACGCGCGTG 

>RXA0128 8 

ATGAATGGTATCGGCGGCTCGGGCGATTTCACGCGTAACGCCTTTGCTTCCACATTTATC 
TCTCCCTCGGCAGCCAAAGTTGATGCGATTTCCGCGATTGTGCCTTTCGCGTCCCATATC 
GATCACACGGAACATGATGCGATGGTTGTCATTACTGAATATGGCTACGCAGACCTGCGC 
GGGCTATCGCCAAAACAACGAGTCCCCAAAATGATTGCCATCGCCCACCCGGACTATCGA 
CCACTGCTGGAAGCATACTTTGACCGGGCGCTGAACAGTGCTGATTCCTATCAGCACACC 
CTGCATGATCTGCGCACCGCCTTCGATTTCCATAATCGCTTGAACTCACAAGGAACCATG 
AAAATCGAAAAAGCA 

>RXA0 12 8 8 -downs t ream 
TAGTGCTTTTCGACGAGCCCTCC 
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>RXAO 1302 -upstream 

TGGGGCTGCGTGGTGTTCTTCATCATCGCCACCGCTTTGACCTGGATCTACTACGCCCGC 
CCGAACGCTCCATTCCCGGGATAAACCGAAAGGCCAATCC 

>RXA01302 

ATGACTACAACTACTTCTTCTGGGAAGTCTTCTGAAAAGATCAACCCCCTCTTCAAGCTC 
GGCAGTTTCCTAAGAAAAGGCACCGTCGGTTCTGAAGGCCAGCAGATTTTCCTTCAGGGC 
GGACGCCAAGCCGATGTGTTTTATCGCAACCGATGGGCTTTCGATAAAGTCGTGCGCTCC 
ACACATGGCGTGAACTGCACGGGCTCCTGCTCGTGGAAAGTGTATGTAAAAGACGGTGTG 
ATCACCTGGGAATCCCAGGCAGTGGATTACCCAACTACCGGTGCGGATATGCCCGACAAT 
GAACCACGTGGCTGCCCTCGTGGTGCATCATTTTCCTGGTACACCTACTCCCCAACCGGC 
ATCCGC 



>RXA01303-upstream 

AACATGCGGGCGCAGGTCAGAGCTGTTATCTTAGTACTTATCACAGCCATAGGGCGGGCT 
T G AC G G AAAG CCTTTCCGCG T AAC CAT G AAG AG G CAT C AC 

>RXA01303 

GTGACACAACTCAACACCAAAGGCGTTGTTCTGCAAGGGTGGGATCCAGAAGATCCTGAA 
CATTGGGACTCGAAAATTGCATGGCGAACCCTGTGGATTACCACCTTCTCCATGATTATT 
GGGTTCTGCGTGTGGTATTTGGTTTCTGCCATCGCTCCCCTACTCAATCGAATTGGATTT 
GATCTCTCAGCAGGTCAGCTTTATTGGCTCGCATCTATCCCCGGTTTGGCCGGCGGATTA 
ATCCGATTGATTTACATGTTCCTTCCACCGATTCTTGGAACCCGCAAATTGGTCGGAATT 
TCCTCCGGTCTATTTTTGATCCCCATGTTTGGGTGGTTCCTGGCTGTCCAAGATTCAAGC 
ACTCCCTACTGGTGGCTTCTCACACTCGCTGCACTCACTGGCATTGGTGGTGGCGTGTTC 
TCTGGATATATGCCGTCCACGGGATACTTCTTCCCCAAGGCAAAATCGGGCACTGCGCTG 
GGCATTCAGGCAGGTATCGGCAACCTCGGCGTCTCGATAATTCAGTTCATGGGCCCATGG 
GTCATGGGTTTCGGTCTGCTGGGCATTGGTTTCCTCACCCCGCAGCGCACCATTGAAGGC 
ACCACGGTGTTTGTGCACAATGCTGCGATTGTGTTGGTCCCGTGGACTATTCTCGCGGCC 
GTTTTATCCTTCCTGTTTCTTAAAGATGTCCCAGTCACCGCAAATTTCCGGCAACAGATC 
GAT AT C T T T GGC AAC AAG AAC AC AT GG AT T T T G T C CAT T ATC T AC T T GAT G AC AT T CGG T 
GCCTTCGCCGGTTTCGCCGCGCAGTTCGGTCTGATCATCAACAACAACTTCGGCATCGCT 
TCCCCGATGGCAGAGACTTATCCAGCTGAGATGCTTCACGCCGGTGCTACGTTCGCGTTT 
CTTGGACCTTTGATTGGTGCTTTGGTGCGTGCTGCATGGGGTCCACTGTGTGACAGATTC 
GGTGGAGCTATCTGGACCTTTGTCGGTGGCATCGGAATGACTATCGCCACTGCAGCTGCC 
GCAATCTTCCTAAGCAGAGCGGAGACACCTGATGATTTCTGGCCATTCCTGTGGTCCATG 
CTTGCCCTGTTCTTCTTCACCGGTCTGGGCAATGCTGGCACCTTCAAACAAATGCCCATG 
ATTTTGCCTAAACGCCAAGCAGGTGGCGTGATCGGCTGGACCGGTGCCATTGGTGCCTTC 
GGCCCCTTCATTGTCGGTGTCTTGCTCTCCTTCACTCCAACTGTCGCGTTCTTCTGGGGC 
TGCGTGGTGTTCTTCATCATCGCCACCGCTTTGACCTGGATCTACTACGCCCGCCCGAAC 
GCTCCATTCCCGGGA 

>RXA01303-downstream 
TAAACCGAAAGGCCAATCCATGA 



>RXA0 1307 -upstream 

TTCCCCAACCCGCATCCGCTACCCATACATCGGTGGCGTGCTAGTTGATATGTCCGCGAA 
GCCAAGGAACGCCTGGGCGATCCG 

>RXA01307 

GTGCTGGCGTGGCGCGACATTGTAGAAACCCCAGAAAAGCGCAAAGCATATGTATCCCAG 
CGGGGCAAAGGTGGCCTCATCCGCGTTCAGTATGAGGAAGCCATGGAGATTGCTGCGGCA 
GCCCATGTGTACACCATCCGCCAATACGGCCCCGACCGCATTCATGGATTCACCGTTATT 
CCCGCAATGTCGCAGGTGTCTTACGGTGCTGGTACTCGCTTCTTGCAGATGATCGGCGGA 
GTGGCGCTGTCCTTCTACGATTGGTACGCCGACCTCCCACCAGCATCACCACAAACTTTC 
GGCGATCAAACTGACGTTCCGGAATCTGGCGACTGGTACAACTCCAGCTACCTCATGATG 
TGGGGTTCCAACATTCCGGTGACCCGCACGCCTGACTCCCACTTCATGGTGGAAGCCCGC 
TACAAGGGCACCAAGGTTGTTGTGGTTTCCCCGGATTTCGCTGACTCCACCAAATTTGCT 
GATGAATGGGCACGCATCCACCCTGGTACTGACGGCGCACTCGCCTTTGCCATGGGCCAT 
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GTGATCTTGAAGGAATTCCATGTTGACAAGAAGACGCCGTACTTCATGGACTACATGCGC 
AAATACACGGACTCTCCTTTCCTCGTGGAATTAGATGAGCACGGCGATGGCACCTACACC 
CCAGGTAAATTCCTCACTGCA 



>RXA01308 . 

GCCGCCACTCCAAATGCCACCCACCGTCTCCTTGTGCTGCAAAAAGATGGCTCAGTTGTA 
GATCCCGGTGGCACTGTCGCGGACCGTTGGGGTGAAGAAGGCATGGGTAAGTGGAATCTG 
CGCTTAGACGGCGTAGATCCAGTGATGACTATTGCAGATGTACAGACTGACACCGAAACT 
GCGGAAGTCCTCTTCCCCCGCTTCGATCTCCCAGCAACTGCCACCCAAGAAGGCCCCATT 
GGTGCTGGCACCATCAGCCGGGGCGTTCCCACCATCACGTTGAATGGCCGAAAGTACACC 
ACTGTCTTTGATGTGTTGCTCGCACACTACGGTGTGAACCGCGAAGAGCTCAACCTTCCT 
GGTGAGTGGCCTAAGGATTTCCAGGATCCAGTCATGGGTACTCCTGCGTGGCAGGAAGAG 
CTCACGGGTGTTCCTGCTAATCAGGCGATTCGTTTGGGTCGGGAATTTGCTCAGAATGCT 
GATGATTCCAAGGGCCGTTCCCAGATCATCATGGGTGCTGGTGTGAACCACTACTTCCAT 
GCGGATTCTATTTATCGCACATTCTTGGCGCTGACCTCTATGTGTGGCACCCAAGGTGTT 
AACGGTGGCGGTTGGGCTCACTACGTTGGTCAGGAGAAACTCCGTCCAATGAATGGTTGG 
GCACAGTATGCCTTTGCTACAGACTGGCAGCGTCCACCACGTCAGATGATCACCACTGGT 
TTCTACTACCTCACCACGGATCAGTGGAGGTATGACAACACTCGTGCTAATCGTCTGGCT 
TCCCCACTGGCTAATCGTGGCACCGTGGGTGACAAAATGACGGCGGATACCTTGGTGGAA 
TCCATGAAACGTGGATGGATGCCGTCATTCCCGCAATTCAACCGCAATCCCCTCATCTTG 
AGCCAGGAGGCGGAAGAAAAGGGCGTGTCTGTTTCTGACCATATTGTTCAGCAGCTCACC 
GATGGTGACTTGCAGTTCGCCTGCGAGGATCCGGATGCACCGGAAAACTGGCCACGCATT 
CTGCTTAACTGGCGCACAAACCTAATGGGCTCTTCAGCTAAGGGCACGGAGTTTTTCTTG 
CGCCATATGTTGGGTGTGGATTCTGATGCATCTGCTGAAAAAAACGCGCCGGAGGATCGT 
CCAAGTTCCATTGTGTGGAGGGATGAAGCTTCCGAAGGGAAGCTCGATTTGATGCTGACC 
AC G GAT 



>RXA01309 

ATTGCAGACCACGAAGGTACCCACATCAATTGGGACATGGTCAAAGAACGTTCCGCCGAG 
GTGATCACCTCACCGGAGTGGACTGGTTCCAAGAAGGACGGACGTCGCTACACCGCGTTT 
TCCATCAACATTGAATACGACAAGCCGTGGCACACCCTGTCTGGTCGCATGCACTACTAC 
CTCGACCACGATTGGTTTATTGATTACGGCGAGCAGTTGCCAATCTTTAGGCCACCGTTG 
GACAAGATCCACATCAATGGTGAGGTCGGCCCTGGCCAGTCGGTCACAGGCACCGACGGC 
GAACCAGAAGTAACCGTGCGTTATCTGACCACCCACAACAAGTGGTCGATTCACTCGCAG 
TACTACGACAATCTGCATGTGCTTTCTATTTCTCGTGGCGGCCAGGTGATCTGGATGTCC 
AACAAGGATGCAGAGAAACTCGGTATCGCTGACAACGATTGGATCGAGGCTTATAACCGC 
AACGGCGTTGTTTCTGCTCGTGCGATTGTCTCCCACCGCATTCCTGAAGGCACCGTGTTT 
ATGAACCACGCGCAGGAACCCACCGCTGGCACCCCGCTGAACGAGAAGTCTGGCAGGCGC 
GGCGGAACTCACAACTCTCTTACTCGAATCATGATTAAAACGGTCCATGTTGCCGGTGGC 
TACGGCACT 

>RXA01309-downstream 
TAACCTATGGCTTAACTACATCG 



>RXAO 1324 -upstream 

TCCTCAACCCAATGCTTGCCGGCATTGCGATGGCCTTCAGTTCAGTTTTCGTCGTCTCCA 
ATTCCTTGCGTCTGC GAG GAT T C AAAG C AAGG AG C AAC T A 

>RXA01324 

A T G T C C AAC AG C G AAT G C C A C AC C C AC G G T T AC AT C G AAG AAAAG C AG C G T T AC C T C G C A 
C G C C T C AAAAG AAT C G AAG G C C AAAC C C GAG G CAT T C AC C G C A T GAT C G A C G AG G AAC AA 
TACTGCATCGACATCCTCACGCAGATCTCCGCAGTGAACTCCGCACTCAAAAACGTGGCG 
TTCGGCCTCCTCGACGATCACCTCGCTCACTGTGTCAAAGAAGCAGCTGACCTCGGCGGC 
GACGAACTCGACGCAAAACTCAAAGAAGTTTCCGACGCCATCGCCCGCTTCAGTAAGGCC 

>RXAO 132 4 -downstream 
TAAACGGATCCGGTGGCATTGGA 
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>RXA0134 0-upstream 

CAGAATACTTCCGTTGGTTTGCGGAAGAAGCAGTGCGCCTGCCCGGCCGCTACGGACAGT 
CACCTTCGGAATCGGTCACATCGCCGTCACCCGCGCACCC 

>RXA0134 0 

GTGGGACCAGTGCTGGCGATCACCCCATGGAATTTCCCCATCGCCATGGCCACCCGCAAA 
ATCGCCCCAGCCCTGGCCGCTGGTTGCCCCGTGTTGGTGAAACCTGCTTCCGAAACCCCA 
CTGACCATGGTCAAAGTGGGGGAGATCATCGCCTCCGTCTTTGATACCTTTAATATCCCG 
CAGGGCTTGGTCTCAATCATCACCACCACTCGAGATGCAGAGCTATCGGCAGAACTCATG 
GCTGATCCTCGCTTGGCTAAAGTCACCTTCACTGGATCAACCAACGTGGGACGCATCCTG 
GTCCGCCAATCCGCGGACCGACTGCTGCGCACCTCCATGGAACTCGGCGGAAATGCAGCT 
TTTGTTATCGACGAAGCCGCAGACCTCGACGAAGCCGTATCCGGTGCCATCGCCGCAAAA 
CTCCGCAACGCCGGCCAAGTATGCATCGCAGCTAACCGTTTCTTGGTTCATGAATCCCGC 
GCTGCCGAATTCACCTCAAAGCTGGCGACAGCCATGCAGAACACTCCCATTGGGCCGGTG 
ATTTCTGCCCGCCAACGCGACCGGATCGCAGCACTAGTGGATGAAGCCATCACCGACGGC 
GCCCGCCTCATCATCGGTGGGGAGGTCCCCGACGGCTCCGGCTTCTTCTATCCAGCCACC 
ATCTTGGCCGATGTCCCTGCACAGTCACGGATTGTGCATGAGGAAATCTTCGGACCTGTG 
GCCACCATTGCCACTTTCACCGACTTGGCCGAAGGCGTTGCACAAGCAAATTCCACCGAA 
TTCGGCCTCGCAGCCTACGGATTCAGCAACAATGTGAAAGCAACACAGTACATGGCGGAA 
CACTTGGAAGCCGGAATGGTCGGAATCAACAGAGGCGCCATCTCTGACCCAGCAGCACCT 
TTTGGCGGCATCGGACAATCCGGCTTCGGCAGAGAAGGCGGAACCGAAGGAATCGAAGAA 
TATCTCTCCGTGCGTTACCTCGCTTTGCCG 

>RXA0134 0-downstream 
TGACACATGAGCTGTCCGGTGAA 



>RXA0 1354 -upstream 

TCGGCGCCATGCGCCTTCCAAAAAGGCATTGCTTTTCGACGTCCCCCTACGCTTCGATTT 
TGCAAAATTATTTAGGCAAGGCTACCTTTTGCCTATGCAT . 

>RXA01354 

ATGAAGATTAGCCGGCGCGCATTCCTCGGCACACTGCTCGGCGCCACCACCCTTGCTGTA 
ACTGCCTGCGCGCAATCCTCTCAAAACCAAAACTCCTCCGCTTCCTCATCTTCTTCATCC 
TCAGCGGAATCAAGCACCTCTTCATCCTCCTCCGATGAACAGCGCATCGTCGCCCTCAAC 
ACCGGTCAGTTGGACAACCTCCTCCTTCTCGGCATCACCCCAGTGGGCGTCGCCGCTGCA 
AAAAACTCTGACCTGATCCCACAGTTCCTCAAGGATCGCTTCGGTGCAGACATGGACTTG 
GACAGCATCGCCGACTGCGGTCTCCGCCAATCTCCAGACATCGAAGCCATCGCGAACCTC 
AACCCCACCCTGATCTGCGCAAACTCCCGCGCCGACGAAGAGGTCCTCAACAAACTCCGC 
ACGATCGCCCCCGTGGTCACCGGCGAAGGTGGCGGTGAAAACTGGAAGCAAGACCTCCTC 
ACCATCGCAGAGGCAGCAGGCCAGAAGGAAAAGGCTGAAACCCTCCTGAAATCATACGAG 
GACTCAGCAGCCGAAATCGCCGCAAACCAGCCTGCGAACCCACCAACCGTTTCCTTCCTG 
CGCACCAAAGATCAGGAATTCCAGATGTACGGCGCACAATCCATGGCCGGAACGGTTGCT 
GCCGATTGCGGTTACGCCCGCCCAGAAAACCAGCAGTTCACCGACACGGCAGGTCAAGAC 
CTCTCCGCTGAGCTCATTGCCCAAGCTGATGCCGACTGGCTTTTCTACGGCATCAAAGAA 
GGCAACATCAACCCTGAAGACACCCCATTGTGGACTTCACTCAAAGCGGTTCAGTCCAAC 
CAAGCAATCCCAGTTGACGGCGATTCCTGGTACCTCAACGCATCCCTCGTGTCGGCTGAA 
AT CAT C C T C C AAG G C C T C AAAG AC AAC G T C AC C G T C 

>RXAO 1354 -downstream 
TAAGCCGATTTAAGGGCCTCAAA 



>RXAO 135 8 -upstream 

GAGGGTAAACCTTATACTCCGATTCGTTTTGATGTGGTGGCAATCGTTTT GGATCCGCAC 
ACGGGGCGCCCAGAGATCACTGTTTATGAGGATGTGGAAC 

>RXA01358 

ATGGCGCTCGGTAGAACTATATCCACTGCGCAATTAGGTGTGCAGGCAAAAATCGTTCGT 
GTGGAGGCTAATGTTGGCCCAGGATTGCCTGGTACCTACATTGTTGGATTAGCAGATACT 
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GCCATTTCAGAATCTCGGGATCGTATTAAAACTGCGGTGCAAAACAGTGGCTTGATGTGG 
CCAAAGACCAAAGTGATCATTAACCTCTCGCCGGCTTCCATGCGTAAACAAGGTTCGCAG 
TGTGATCTCGCGATGACCGTTGCAGTTCTCGTTGCCCATGGCTCTAACCCCAAAGCGAAG 
TTTCATGCGCAGAACACGTTATTTCTGGGTGAGGTGGCGCTTGATGGAACCTTGCTCCCT 
GTTACTGGAGTTCTTCCAGCGCTGTTGGCCGCGAAGGAGGAAGGTATTGGCAAGATTGTG 
ATCCCGGAGGGAAATGCCCAAGAAGCAGGACTGGTTGAGGATCCTTCAGTCTTTTTGGCA 
CATTCCATCGACCAGGTCTTGCGATGGCTTGATGGGGAAGAGGCGTTGCCTCAGCCTGGA 
CTATTCAATGATGAAAATAGCCTCAAACTGCCTGATATGCGTGATGTGGTGGGACAACCA 
GAAGCTAGGTTTGCTGCAGAAGTAGCTGCTGCCGGTGGTCACCACATGCTGATGATTGGC 
CCTCCCGGTTCTGGAAAATCCATGATCGCCGAGCGGATTCCCAGCTTGCTTCCCGAACTG 
TCGCCCCAACAAATGATCGAGGCGACGGCAGTGCATTCCGTTGTGGGGCGAACCTTTTCA 
GGGCCGGTGTCGAGGGCTCCGTTTATTTCCCCACACCACAATGTCAGCAAGGCTGCTCTG 
CTCGGAGGTGGCTCGGGATCTCCTCTTCCGGGTGCTATCAGCCTGGCGCATCATGGTGTG 
TTGTTCCTGGATGAGGTTAGTGAGATTCCAGCGTCAATCCTTGATTCTTTGAGGACTCCA 
TTGGAATACGGCTCGATCCGCATCATCAGATCCCGCCATGATGTCACCTTCCCCGCACAG 
TTCCAGCTCATCCTCGCGGCCAATCCGTGTAGATGCGGTGCAGAACAGCCTCAAGAATGT 
GTCTGTTCTGGCTCAGCTCGCGCGACGTACCTTAATAATCTTTCGGGTCCGTTGAGGGAT 
CGCTTGGACATGGTTGTTGCCACCCACTCTAAAGGTGCAGTGCTGCGTAGTGATGACGTT 
GAGGCATCTGCTCCCATTGCTGATCGGGTGGCACAAGCTCGTGAGAGGGCAGCTTTCCGA 
TGGCGCCGTTCTGGACTGGGAAATCTTGTTAATGCACACGTAGATCCACACTTCTTGCGG 
AGGAATTTTGCCGCAACAGAAGACGCCATGGTGTACCTCGGCGCGTTCCTGGCGGAAGGA 
ACAATCTCCCAACGTGGCTGCGATCGGGCCATAAAACTGGGTTGGACCTTGTGCGATTTG 
GATGGGGAACAGCAGCCCAATCTTGACCATATTGCGCGAGCCATGGAGCTTCGGGGCACT 
AC AT AC AG T G AG G T AG C AG C A 

>RXA0 135 8 -downstream 
TGATTGACTCCCGCTTGCTGGCA 



>RXA0138 5-upstream 

ATCACACTTTCATTCGCAGTGTGATCTGAACTACATTTCTGGTTACTGTACGGAACACGC 
TCCGTGAATGAGATAGGAAATCCCCTCGAAAGGACCAGAC 

>RXA01385 

ATGCAGTTTCATTATGAAGGATACGCAACCGGTGACCCAATGGAGATGCGCGCGGAAGGT 
AGCGGAATCAACCGCCCGGACGATCTCCCCGAGGTCATGGATGTTCTCATCGTTGGTGCA 
GGTCCGGCTGGCACCATCGCAGCGGCTCAGCTTTCCCGATTCCCCAATGTGACCACCCGC 
CTCGTAGAGAGAAGCGACCGTCGCCTCGAACTAGCCAATGCAGATGGCGTGCACTCCCGA 
ACCATTGAAACTTTCCAGGCATTTGGTTTCGCCCACGAGATCCTCGCCGAAGCTCATGAA 
ATCACCGACATGGCGTTCTGGAAGCCGGACCCGCAAAACCCTCGTGAGATCATTCGCGAC 
AACAGCACCCGCGAGCTGCCACAGCACATCAGTGAATTTCCGATGGCGTTGCTCACCCAG 
ACCCGCATCATCGACCACTTCAACCGGTTCATGAAGAACTCCCCAACCAGGATGAAGCCT 
G AC TAT G GAT AC GAG T T C G T G G AC T T T G AAG T AG AAG AAG AC G C AG AAT AT C C G G T AAT T 
GTCACCCTCCGCCGCACCAGTGGCGAGCAAACTGGCGAATTGGTCACCGTCCGAACCAAG 
TACCTGGTCGGTGCCGATGGTGCACGAAGCCAAGTGCGCAAATCACTGGGATACCGACTC 
CAAGGTAAGCAGGCTAACCACGCTTGGGGTGTGATGGATATTCACGCGAACACCGAGTTC 
CCCGACGTGCGCAAGAAGTGCACCATCAAATCTGATTCGGGTCGCACCATCTTGCTCATC 
CCACGTGAGGGTGGCTTCCTCTTCCGTCTCTACGTTGACCTGGGCGAAGTACCTGATGAT 
GGCAGCAAGGCTGTTCGTGATACCCCACTCCAGGATGTCATCGACACCGCGAACCAGATC 
ATGGCTCCATTCACCCTCGACGTGAAAAACGTTGTGTGGAACTCCATCTACGAGGTAGGC 
CACCGCGTCGCAGACCATTTCGATGACCGTGTTTCAGAAAAAACCTCGAGCGAACACCCA 
CGCATTTTCATTGCTGGCGACGCCTGCCACACCCACAGCGCTAAGGCTGGCCAGGGCATG 
AACGTGTCCATGCAGGACGGATTCAACCTTGGCTGGAAGCTTGGACATGTGGCCAGCGGA 
AATAGCCCACGCGAACTACTTCAGACCTACGCTGAAGAGCGCGAAGACATTGCCTACAAG 
CTCATCGAGTACGACAAGAACTGGTCAACACTCATGGCAAAGCCAAGCAGCGAAATGGGC 
AGTGCCCAAGACCTTGAGGATTTCTACCGCGCGAACTCTGAGTTCAATGCCGGCTACATG 
ACCCACTATCCTCCTTCTTCCATCACAATGGATGGCAGCAACCAAGATCTGGCAAAGGGC 
TACCCAATTGGCCGACGCTTCAAGTCAGCGATGGTTGGTCGAGTCTGCGACTTCACCGAA 
ACACACCTCGGTCACCAAGCAACAGCCGACGGACGCATGCGCGCATACGTCTTCGCAGGA 
TCCGATGCACTTAACGGCGAGGGTTCTGAGCTAGACCGCTGGGCAGAATGGGCAGAGGCG 
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AACCTTGACCCCACGCTTGTCGACGCCAAGGTGATTTACCAAAGCCCTTATACCGAGCTC 
GACACCCGCCAGGTTCCATCCGTGTTCAAACCTGCAGTCGGGATCTTCGAACTGACCAAT 
GTGGAAAACTCCTTCGGTATCACCACGGACTCCGACATCTTTGATAGTCGCGAGATCTCC 
CGCGATGGTGTCGTGGTGGTAGTCCGACCAGACCAATACGTTTCCGGAATCTTCCCACTC 
ACTGATACCCAAGGGCTTGGCGAATTCCTCACCGGATACTTCCCCAAAATGAAAGGCGCA 
CATCAGCTAATCAACGCGAAC 

>RXA0138 5-downstream 
TAAGGCACAGCTGTTAAAACAGT 



>RXA01412-upstream 

CGCCTTCTTTGCAGCTGAGAATTAACTCACCCTTGCCCTTATACCCCATAGGGGTATAGC 
C T T G AG GG AG AG AG T AC T T C AC C T G AAAG G G G C C AG T G AC 

>RXA01412 

ATGGCATTAAAGAACTACACCGTTGAGGGCATGACCTGCGCACACTGCGTGGCATCGGTA 
ACTGAAGAGGTAAGCGAAGTTAATGGCGTTAGCGCTGTTGACGTCACTCTAGAATCAGGA 
AACGTCGCTGTCAGTGGCGAAGGTTTCAGCGATGCAGAGATCCAGGCTGCTGTAGAGGAA 
GCCGGCTACAAGATCGTTGCCTCC 

>RXA0 14 12 -downstream 
TAAAGC ACCCAAGAACAT T T AAA 



>RXA01426-upstream 

AAAAAGCACCATTCGGCAGCCAACACTCAAGCTTCTTAAGTTGAGTCGTTATAGTTGAGT 
GTTGTACCGCTCGATATCTTGCCCGAAGGGGACTTTTTTC 

>RXA01426 

ATGACCACGCCTCCAGCAGCCGCTGAAATTTTCGGGGACAACCTCGAAAAAGCCATTGCA 
TATCATGAATCTTTGGCAACAGATGGATCCGTCCGCGGATTCATCGGCCCCCGTGAAGTT 
CCCCGCCTGTGGGATCGCCACATTCTAAACTGTGGTGTCATCGGCGAAGCTATGGATGAG 
GGCATCTCTGTTGCAGATATTGGTTCTGGTGCGGGACTGCCAGGAATTCCTCTTGCTATC 
GCACGCCCAGATCTCAACATCACTCTCATTGAGCCATTGCTCAAGCGTTCGGTGTACCTC 
AACGAGGTAAAAGAAGCCCTGAACTTGGACAATGTCACCGTCGTTCGTGGTCGTGCTGAG 
GAAAAAGTGGTGCGCAAGCAGGTCGGATTGGTCGATATTGTCACCTCCCGAGCTGTTGCT 
CCACTGGGCAAGCTAGCGACCTGGTCGTTGCCGCTGGTGAAAATCGGTGGACGCATGGTG 
GCCATGAAAGGCTCCAGCGTTGAGGAAGAAATTGAGCGTGACGCCAAGGAAATCCGCAAG 
GCTGGCGGCACTGACATTAAGGTTTATACCGTGGGTGAGGCGCTGTTGAGCGAGCCCACA 
ACACTTATTTCAATCCGCAGGGAAAAG 

>RXA014 2 6-downstream 
TAACCATCCACTTCGGTGGAATG 



>RXA014 27-upstream 

CACTTCGGTGGAATGGGTACAGCGTTAAGCACTAATGTGGAATCGATGACGTGTGCATGA 
AGAATTCGCATGCACAGGAAGATAGGGATGGTTGACGTCG 

>RXA01427 

ATGGAAGACACTACTTGGGAAGACACACCAATTGCTGCGGCGGCGCGTCGTGCAGCTCAG 
GTGATGACACCCAACTCCCTGACGTTGCCGAAACCTAAAGAACCACGCCTAATTACCATC 
GCCAACCAAAAAGGCGGCGTTGGTAAAACCACCTCCACGGTGAATTTGGCTGCGTCTTTA 
GCAATTCATGGGCTTAAAGTTCTCGTCGTGGATTTGGATCCGCAGGGAAATGCGTCGACA 
GCGTTGGGTGTCGAGCACCGCTCTGGAACCTTGTCATCTTATGAACTACTGATCGGTGAA 
TGCACTGCTGATGAAGCAATGCAGCCATCCACAGCTAACGAAAACCTCTTCTGCATTCCA 
GCAACCCTGGATCTTGCTGGCGCAGAAATTGAATTGGTCAGCTTGGTCCGCCGCGAATAC 
CGTTTGGCGGATGCGTTGGGCCGTGAGTTCATTGACAAGCACGATTTTGATTACATGATC 
ATTGACTGCCCACCGTCTTTGGGTCTGCTCACCATTAACGCCATGACCGCGGTGAATGAA 
GTGCTCATTCCGATCCAGTGTGAGTACTACGCTCTGGAGGGCGTGGGCCAGCTACTGAAC 
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AACATCACTATGTTGCGTCAGCACCTGAACCGCCAGCTGCATATTTCCGCGATCTTGCTG 
ACCATGTATGACGCCCGCACCAACCTCGCAGAACAGGTGGCCACAGAGGTTAATGATCAC 
TTCGGTGACGTGGTGTTGGGTAACAAGATTCCACGTTCAGTGAAGGTGTCTGAAGCTCCT 
GGCTATGGGCAGACTGTCATTGAATATGATCCAGGTTCCAGGGGCGCCATGGCGTATTTG 
GATGCTGCTAAAGAATTGGCCACTCGTGGCGATTACTTGCCTAGCGATGAATCCGGTCCG 
ATCGGCCTAAAACCTGCGAAA 

>RXA0 14 27 -downstream 
TAGCAGTAAACTTCTTTGAATAC 



>RXA014 28-upstream 

GCGATGAATCCGGTCCGATCGGCCTAAAACCTGCGAAATAGCAGTAAACTTCTTTGAATA 
CGTTAATTGTTGTGCTGTACGAAAGGTGCGTCTAAGAGCG 

>RXA014 28 

ATGGCTCAGAACAAGGGTTCCGACAAGTCCCAGACGGAAAAGCGTAAGGGCGGTCTGGGG 
CGCGGTCTGGCCGCACTTATTCCCTCAGGACCAAGTAATTCCCCAGGTCTTGGTGGCGGT 
GCGGCTGACATCATTTTGGGCGGTACCGTGGGTGCGCGTACTGCTGCAGCTCCCAAGCGT 
GAGTCCACACCAGCAGCTCCTGCACCTGAGGCTCCTGCGCAGGCCGCTCCACAACACACT 
GAGGCCACAAAGCCAGAGGTAGTTCCAGAGCCAGCAGCTCCTGCTCCAACGCAGTCAGCA 
CAGCAGGAAGCGCCGCAGGCACAGCCAGCACAGCAGTCTGAGTTCGGCGCATCCTACCTT 
GAGATCCCGATCGAGCAGATCCGCCCCAACCCGCAGCAGCCTCGCCATGAGTTTGATCCG 
CAGGCACTTGACGAGTTGGTGCATTCGATCAGCGAGTTCGGCCTCATGCAGCCGATCGTG 
GTGCGCAGGTCCGAGGATGGCTATGAGCTCATCATGGGTGAGCGTCGTTGGCGTGCATCC 
AAGCGAGCTGGCCTTGAGGTTATCCCGGCGATTGTCCGTGAAACTGAAGACAGCGCGATG 
CTGCGCGACGCCCTTTTGGAAAATATCCACAGGGTGCAGCTGAATCCTTTGGAAGAGGCA 
GCCGCCTACCAGCAGTTGCTGGAGGAGTTCGGTGTCACCCAGGCAGAGCTGGCCGATAAG 
CTGGGCCGTTCCCGTCCGGTAATCACCAATATGATTCGTCTGCTGGGCCTTCCAGTCAAC 
GTGCAGACCAAGGTGGCAGCCGGTGTGCTGTCTGCAGGCCATGCACGCGCATTGCTGGGG 
CTCAAGGCCGGCGAGGATGCTCAGGACACCCTGGCGACCCGAATCATCGCTGAGGGCCTG 
TCTGTGCGTGCTACTGAGGAATTGGTGCTGCTGCACAACCGTGGTGATCAGGATGAGGAG 
AAGAAGCCACGCGAAAAGGCTGCAACTCCTGAGGTCTTTACCCGTGCGGCTGAGTCCTTG 
GCGGATAATTTGGATACCAAGGTCTCGGTGATGATGGGTAAGAAGAAGGGCAAGCTCGTG 
GTGGAATTCGGCGACAAGGATGATTTCGAGCGCATCATGTCCTTGATCCAGGGCCAA 

>RXA014 28-downstream 
TAATTTTAAGTTTGGCGCCATGC 



>RXA014 30-upstream 

GAAAAACTAGAGAAGCACCTCTAGCTGGTATTCTTACTGCAGTCACGTGGATGAACTATA 
T C C A T T G A T AAT T T T G AAC AT G AA T GAT G G AAG GAG C AG G 

>RXA014 30 

GTGTCTAAAGTCCTGAGAGTTGGCGATCGCAGCCCGCGCGTGGCAGAAGTGCGCACTACG 
CTCGCTCGCCTCGGTGTGATTGAAGGCTATTCCAGGGAGATGTCTGCAAAGACAGAATCC 
C AG AAG T T C C AC G AAG AAG AG AC G C T T T T C G AC G AAG AAC T C AG C C T C AG CAT C AAG T C A 
TTCCAGCAAGCTCGAGGAGTCGTTCCCTCCGGGCTTATTGACGACCCCACCCTGCGCGCA 
ATCCGCGAAGCCTCCTACACCCTGGGAACCCGCGTGCTGGCCTACCAGCCCGGCAACCAG 
CTTGTTGGTGACGACGTTGTAGAAATCCAATCCCATCTCCAAGAGCTCGGCTTCTACGCC 
GACCGTGTGGATGGACATTTTGGCGAGCTCACACACAAAGCTGTGATGAACTACCAACTC 
AACTACGGCATGCAGGTAGACGGCATCTGTGGCCCTGACACCATCCGTGCGCTGTCCCGA 
CTTGGTCTGCGCATCAAGGGTGGCTCTGCTCAAGCTATCCGTGAACGCGAACGCATGCGC 
AATGCAGGCCCACGTCTTGCTGGCAAGCGTGTGGTCATTGATCCTGCGCTTGGGGGCTCC 
AACAAGGGTCAGATCGTGAAAGGCCCCTACGGTGAGATCTCTGAGGAAGAAATCCTCTGG 
GATTTGGCCACCCGCCTGGAAGGTCGCATGATCGCAACAGGCATGGAAACCATTCTGTCG 
CGCCCGCACATGGATGATCCCAGCAGCCGTGATCGCGCGTCGATCGCGAATGCTTTCGGC 
GCTGACCTCATGCTGAGCCTGCACTGCGATTCCTACCCGAATGAAAAAGCTAACGGCGTG 
GCCAGCTTCTACTTCGGTTCGGAAAACGGCACCAACTCCTTGACCGGTGAAACGCTCTCC 
GCGTACATCCAAAAAGAGATCGTTGCCCGCACCCCACTGAACAACTGTGGCAGCCATGCC 
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CGTACCTGGGATCTGCTGCGCCTCACGCGCATGCCCATGGTGGAAGTTGTCACCGGTTAC 
CTCACCAACCCCGATGACCTGGCAGTTCTGACTGATCCACAAATGCGTGATCACATTGCC 
GAAGCCATCGTTGTCGCCGTCAAGCGCCTGTACCTCCTTGATGAGGAAGCACAGCCCAAG 
ACCGGAACCTTCAAGTTCTCTGAGCTGTTGCAATCAGAGCAGGCTGGC 

>RXA014 30-downstream 
TAAATCGCGCCCATCTCTTGAAG 



>RXA014 35 

CCTCTTGACCTAGGCTTTACCACCGAAGCACGCCAATGGCTCGAAACCCTAGAGGGACGC 
ATCGGCGACGACTGGCGACACAAATGGTTCTCCGGAATCACCTACCTCCTCCTCGACGAC 
TACGCCACCGCCCAAGTATTCTTCAACCACGTCCTGACCATCCTGCCCGGCGAAGCCGCT 
CCTAAACTAGCCCTCGCAGCTGTTGACGAACTCATCCTCCAACAAATCGGCGCCGAATCC 
ACCGCCTATCTCACCCCAGACATCGTCTCTGCAACCGCGACCCTCAGCAAAGATTTCGAA 
GACCTCGACGCCTCCGCCTTCGAATCACTCAGCGACACCTGGTCCCACATCTCCAGCGAC 
CCACACGTAGTCCGCTTCCATTCACTGCGCCTCTACGCACTTGTCTGGGCAACCAACCCC 
ACCACCGTGTCCTCCGCGTTCGGGCTCGCCCGCCAACTCATGGCCGAAAACCAAATCGAA 
CTCGCAGTCCAAGCCCTAGACAAACTCCCCCAATCATCCACCCACTACCGAATGGCCACC 
CTCACCACCATCTTGTTGCTGGTCAGCTCCAATTTGAGTGAATCCCGCATCCGACGGGCT 
GCCCGCCGACTCACCGAAATCCCCACAAACGAACCCCGCTTCAACCAAATCAAAATTGCC 
ATCATGTCGGCAGGCCTCAGCTGGCTTCGAGAGCGAAAACTCAAAGCTTCCGCCTCCGCG 
AACCCTTTGTTTGAATACCCGTTCTCCCAAAAAGGCCTGCGCACCGGCATCTCCGAGGCA 
CTCCGCATTCAGGCACGTTCTGCACCGTTCCCGCACCACCGTTACGCACTTGTGGATATG 
GCGAATGCCGTGCGGCCACTGAGTTGGTTC 

>RXA014 35-downstream 
TAGCTGTTTTGACTTGGGGCTAT 



>RXA0 14 37 -upstream 

ACTATGTAAGAAATCACAACCTCCCCTCATTAGTGCCAGGAGGCACAAGCCTGAAGTGTC 
ATCAATGAGAAGGTTCAGGCTGAAATTAGAAAGGCGATGT 

>RXA014 37 

ATGTCTGACACACCGACCTCAGCTCTGATCACCACGGTCAACCGCAGCTTCGATGGATTC 
GATTTGGAAGAAGTAGCAGCAGACCTTGGAGTTCGGCTCACCTACCTGCCCGACGAAGAA 
CTAGAAGTATCCAAAGTTCTCGCGGCGGACCTCCTCGCTGAGGGGCCAGCTCTCATCATC 
GGTGTAGGAAACACGTTTTTCGACGCCCAGGTCGCCGCTGCCCTCGGCGTCCCAGTGCTA 
CTGCTGGTAGACAAGCAAGGCAAGCACGTTGCTCTTGCTCGCACCCAGGTAAACAATGCC 
GGCGCAGTTGTTGCAGCAGCATTTACCGCTGAACAAGAGCCAATGCCGGATAAGCTGCGC 
AAGGCTGTGCGCAACCACAGCAACCTCGAACCAGTCATGAGCGCCGAACTCTTTGAAAAC 
TGGCTGCTCAAGCGCGCACGCGCAGAGCACTCCCACATTGTGCTGCCAGAAGGTGACGAC 
GACCGCATCTTGATGGCTGCCCACCAGCTGCTTGATCAAGACATCTGTGACATCACGATC 
CTGGGCGATCCAGTAAAGATCAAGGAGCGCGCTACCGAACTTGGCCTGCACCTTAACACT 
GCATACCTGGTCAATCCGCTGACAGATCCTCGCCTGGAGGAATTCGCCGAACAATTCGCG 
G AGC TGCGC AAG T C AAAG AGCGT C ACT AT CG AT GAAGCCCGCGAAATC AT GAAGGAT ATT 
TCCTACTTCGGCACCATGATGGTCCACAACGGCGACGCCGACGGAATGGTATCCGGTGCA 
GCAAACACCACCGCACACACCATTAAGCCAAGCTTCCAGATCATCAAAACTGTTCCAGAA 
GCATCCGTCGTTTCTTCCATCTTCCTCATGGTGCTGCGCGGGCGACTGTGGGCATTCGGC 
GACTGTGCTGTTAACCCGAACCCAACTGCTGAACAGCTTGGTGAAATCGCCGTTGTGTCA 
GCAAAAACTGCAGCACAATTTGGCATTGATCCTCGCGTAGCCATCTTGTCCTACTCCACT 
GGCAACTCCGGCGGAGGCTCAGATGTGGATCGCGCCATCGACGCTCTTGCAGAAGCACGC 
CGACTTAACCCAGAACTATGCGTCGATGGACCACTTCAGTTCGACGCCGCCGTCGACCCG 
GGTGTGGCGCGCAAGAAGATGCCAGACTCTGACGTCGCTGGCCAGGCAAATGTGTTTATC 
TTCCCTGACCTGGAAGCCGGAAACATCGGCTACAAAACTGCACAACGCACCGGTCACGCC 
CTGGCAGTTGGTCCGATTCTGCAGGGCCTAAACAAACCAGTCAACGACCTTTCCCGTGGC 
GCAACAGTCCCTGACATCGTCAACACAGTAGCCATCACAGCAATTCAGGCAGGAGGACGC 
AGC 

>RXA0 14 37 -downstream 
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TAATGGCATTGGCACTTGTTTTG 



>RXAO 14 5 8 -ups t r earn 

GCCATTAGAGTTCATATTTACCAATCTACAAGGCAACTATTTCCTATTGCTACGATCCGA 
ACAACGCTGTAAGCGAACACAGGTTGTAGGGTGGATATTC 

>RXA014 58 

GTGAATCGCCGAATCAAGACTCTGACGTGGGGTGCTATCCCTTTGGTGCTGCTGGCATCG 
TTGGTAAGCATTGACCATATTCCGGGAACAAACATCAACTTGAGCGTGCCTTATGCCGCT 
GAAGGCCCAGGTCCTACGATCAATACGCTTGGTCAGGTCGACGGCGAGGATGTTGTGTCC 
ATCAGTAGTGCTGATCTGGATGAGACCGAAGGTAACCTGAACATGACCACTGTGTCGGTT 
CGTTCCGGCATGACATTGTCGCAGGTAATTTCCCGATGGCTGTTTACCGATGACACAATC 
GTTCCCATCGAGCAGGTTTTCCCTCCCGGCCAATCCACCGAGGAAGTCGAAGAATCCAAC 
CGCACCGCGTTCATCTCTTCGGAGTCTTCCGCAACGATCGCCGCGATGAATTACCTCAAC 
ATTCCCGTCGAAGTTGAAGTTGCAGAAGTCCTCACCGACAGCGCCGCAACCGGAATTTTC 
GAACCCGGCGACAAACTTCTCAGCATCGACGGCACCGCAATCTCCACTCCCGGCGATGCA 
CAAACCATCGTGCGATCGAAAGCTCCCGGCGATGAGATCACGATTTCCTACGAGAGAAAC 
GATGCGGAATCTCAAGCAACCATCACTTTGAGGGAACACCCGGATGATTCTTCGGTGGCG 
TTGTTGGGTATTTCAATGTTGTCGGTGCCTTCGAGCGCGATTGAGGTTGATTACAACTTG 
GAAGATATCGGTGGTCCGAGCGCTGGCATGATGTTTTCGTTGGCGGTCGTCGATAAGCTT 
TCGCCTGGCGCGCTGAATGGTGGCAAGTTTGTCGCTGGCACTGGCACCATGGCGGAGGAC 
GGGTCGGTGGGCCCGATTGGCGGTATTGCGCACAAGGTGCGCGCTGCGGAGGACGCGGGC 
GCGGAAGTGTTTTTGAGCCCTGCGGACAATTGCGCGGAGGCGATGAGTGCGAAGCCTCAG 
GATATGACGATCTTGAAGGTGGATTCGTTGTCTCAGGCAATCGATCAGATGGCTGCCTAC 
AACGAGGGCTCTGATTTCCAGACGTGTGGC 

>RXA014 58-downstream 
TAGTTTTTAGACGCTGAGGTTTC 



>RXA014 61-upstream 

TCGACTATGACGAGACCCGTGAAAACTTCGCGCTTGGTTACAAGTTCGACATCGTCCTTC 
GTGGCCGCAACGCCACCCCATTTGAGTAAAGGGTTTTGCA 

>RXA014 61 

AT GAT T GAT AC AG G G AAG AAC G G C GAG T T C C G C T AC G AGC AG T C G AAT AT CAT C GAT C AG 
AACGAAGCCGAGTTCGGCATCACTCCTTCACAGACCGTGGGCCCTTACGTCCACATCGGT 
TTGACCCTTGAAGGTGCGGAGCATCTCGTGGAGCCAGGTTCGGAAGGCGCGGTGTCCTTT 
ACTGTTTCCGCAACTGATGGCAACGGCGACCCCATCGCGGATGCCATGTTTGAACTGTGG 
CAGGCCGATCCAGAGGGCATCCACAACTCTGATTTGGATCCAAACCGCACAGCACCAGCA 
ACCGCAGATGGCTTCCGCGGGCTTGGTCGCGCGATGGCAAACGCGCAGGGTGAGGCAACG 
TTCACCACTTTGGTTCCGGGAGCATTCGCAGATGAGGCACCACACTTCAAGGTTGGTGTG 
TTCGCCCGTGGCATGCTGGAGCGTCTGTACACTCGCGCA 



>RXA014 62-upstream 

TTCGCGCGCGATCTGACATGTTCGCCCCGCGAACTACTTGTCAACGGCCTCAATCATCCC 
TACTTTGAGATCTATATCACTAGACGCAGAAAGGTCTCGC 

>RXA014 62 

ATGGACATCCCACACTTCGCCCCGACGGGAGGCGAATACTCCCCACTGCACTTCCCGGAG 
TACCGGACCACCATCAAGCGCAACCCAAGCAACGATCTCATCATGGTTCCTAGTCGCCTC 
GGCGAGTCCACGGGACCTGTCTTCGGCGACCGCGACTTGGGAGACATCGACAACGACATG 
ACCAAGGTGAACGGTGGCGAGGCTATCGGCCAGCGCATCTTCGTTCACGGCCGTGTCCTC 
GGTTTCGATGGCAAGCCAGTTCCGCACACCTTGGTCGAGGCGTGGCAGGCAAACGCCGCA 
GGCCGTTACCGCCACAAGAATGACTCCTGGCCAGCGCCACTGGATCCACACTTCAACGGT 
GTTGCACGTACTCTCACCGACAAGGACGGCCAGTACCACTTCTGGACCGTTATGCCAGGT 
AATTACCCTTGGGGTAACCACCACAACGCATGGCGCCCGGCGCACATTCACTTCTCGCTC 
TATGGTCGTCAGTTTACGGAGCGTCTGGTCACCCAGATGTACTTCCCGAACGATCCATTG 
TTCTTCCAGGATCCGATCTACAACGCGGTGCCAAAGGGTGCACGTGAGCGCATGATCGCA 
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ACGTTCGACTATGACGAGACCCGTGAAAACTTCGCGCTTGGTTACAAGTTCGACATCGTC 
CTTCGTGGCCGCAACGCCACCCCATTTGAG 

>RXA0 1 4 62 -downstream 
TAAAGGGTTTTGCAATGATTGAT 



>RXA0 14 64 -upstream 

CAAGGACGGCCAGGTTGCTATTCCACAAGGCCCAGGTTTGGGCGTCGATGTGGACATGGA 
CAAAGTCAACTTCTACACCCGTAAATAAGGAGAATTATCG 

>RXA014 64 

ATGCTGTTTCTAGCACGCATGGACGTCGTCTTCCCTGATTCCATGGACGCCGATGTGATG 
GCAGATTTCCAGGCTAAGGAAAAGGCCTACTCCGGAGACCTGCAATCCCGTGGAATCATG 
AAAGCAATCTGGCGAGTCGTCGGCGAGTATGCAAACTACTCCATTTTCGATGTCGATGAC 
CACGACGAGCTGCATGCAATTCTTAGTGGCTTTCCGATGTTCAAATACATGAATGTCAAG 
ATCACTCCACTGGCAAAACACCCCAATGCTCTGGAGTATTACCTCAAGGGA 

>RXA0 14 64 -downstream 
TAGTTGAGGTTCTAACCGCTCTA 



>RXA014 65-upstream 

GAG AC T G G C GAG GAT G G T AAC C AC G T T C AC T AC C CAT TCGTCCTG G AT AAG G AAG AC TAG 
TTTTTCTACCTAGCTAGCATTGAAGTCCCGACCACATCTT- 

>RXA014 65 

GTGGCGGGACTTTTCCCACTTAACCAGAAAGCCATAGAAAAATTGTCTGATTTAACCATC 
CAAAAAGTCGAATCCCGTATCCTCGACGTTCCCCTCATTCGCCCACACGGCTTCGCAACT 
ACCACCTCCACTGAGCAGCACATTCTGCTGGTCAGCGTGCACTTAGAAAACGGTGTCATC 
GGCTACGGTGAGGGCGTTGTGCCCGGCGGTCCATGGTGGGGCGGCGAGTCGGTTGAGACC 
ATGAAGGCGCTTGTCGACGGCTACCTCGCCCCAGTGCTCATCGGCCGTGCTGTCTCCGAG 
CTTGCAGGAATTATGGCAGACCTTGAGCGTGTTGTTGCACGTGCGCGTTATGCCAAGGCG 
GCTGTTGACGTCGCAATGCATGATGCCTGGGCACGCAGCCTCAATGTGCCCGTCCGCGAC 
CTGCTTGGTGGCACCGTGCGCGACAAGGTGGATGTCACCTGGGCGCTGGGCGTTTTGCCG 
CTTGATGTTGCGGTGGCGGAAATTGAAGAGCGCATCGAGGAGTTTGGTAACCGTTCCTTC 
AAGTTGAAGATGGGTGCTGGCGATCCTGCGGAAGATACTCGCCGTGTAGCAGAATTGGCG 
CGCGAAGTTGGCGACCGCGTTTCTCTGCGCATTGATATTAACGCACGTTGGGATCGCCGC 
ACCGCTCTGCATTACTTGCCGATTCTCGCGGAGGCTGGCGTCGAGCTGTTCGAGCAGCCC 
ACCCCGGCCGACGACCTGGAAACCCTGCGCGAAATCACCCGCCGCACCAACGTTTCGGTC 
ATGGCAGATGAATCCGTGTGGACCCCAGCTGAAGCTCTCGCGGTGGTGAAAGCCCAGGCT 
GCGGATGTTATCGCACTGAAAACCACTAAGCACGGTGGTCTGCTGGAATCCAAGAAGATC 
GCCGCTATCGCCGAAGCCGGCGGGCTGGCCTGCCATGGTGCAACCAGTCTGGAAGGTCCA 
ATCGGCACCGCAGCATCCCTGCAGTTTGCGGCATCCACCAAGGCGATCTCCTACGGTACA 
GAACTGTTCGGACCGCAGTTGCTCAAAGATACCTATATTGTCCAAGAATTTGAGTACAAG 
GACGGCCAGGTTGCTATTCCACAAGGCCCAGGTTTGGGCGTCGATGTGGACATGGACAAA 
GTCAACTTCTACACCCGTAAA 

>RXA014 65-downstream 
TAAGGAGAATTATCGATGCTGTT 



>RXAO 1 4 6 6-upst ream 

AATCCATGATCCCAAACTACCTCAAAGCGCTTGTAGGCTAAGACTTATGGATACACAACG 
CGGCTCATTGCGGGGAAAAGCTCATAAAGCAAGGCTAAAG 

>RXA014 66 

ATGACGCCAAATGGTCGCAGGCAACTCCTCCTGGAGCGTGGCGCAGCATTTAGCAAAAAC 
CGTACCCCGGGTCTAAAACACGTCGACCGCCACACCATCGTGGACTCCGACGGCCTCAGC 
ATCCACACGTACATGGTTGGCCATGCCGAAAATGCCACGGCAACGGTCGTGTTCATCCAC 
GGCTTCACCCTCGCCGCCGAAGTGTATTACATGCAGGTCGACTACCTACAAACCTTTTAC 
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CCAAATATTAAAAGCGTGCTTATCGACGCCCGCGGCCACGGCGCCACCGGCCAGATCCGC 
CCAGAGCTCTGCACCATCGAAGGAACAGCGAACGATGTTCTCGCAGCCATCCACGAACAC 
GCACCGACCGGCCCGCTCATTTTGGTTGGGCATTCCCTCGGCGGACTCACGGCACTTAAC 
CTGGTTAAACGGGCAGATCACTCACTTCGGAAGAGGATCGTCGGCATGGTTCTAGTCGCC 
AC AT C GAT C G AA T C AT TAT C C AC C C AAG G T C T AC C AC AAG TCCTGGCAT C AC CCCTTGCC 
GACAACATCAAAAACGCCGTCGAAGCAGCCCCCAACGATGCCCAAAAATTCCGCCAATAC 
GCCACCACATTTCTAGCCCCCACCCTGGCCACCGCAGTCTTCCAACGAGACACAAACGAT 
GAAGTCATCGATTTCCACGCCGCCATGATCCACGAAACCCCCTTGGATACCTT.CGTCGGT 
TTCTTCGACGACCTTCAAGAACACGACGAACTCGATGCCGCACCAACATTGGAAGGCCTC 
AAAGGCTACGTCCTTGCCGGCGAATTAGATGATGTCACCCCA 



>RXA0 14 77 -upstream 

TAATTTGAATTAAGCCCTCTTCAATTTTCCGCTTTCGCTGCGAGGTGTGCCAATGTGGCG 
CATTATTTAATGCATACTCGGCGCTATTTTGAGGAGCCTC 

>RXA014 77 

ATGCCACAGTTAAGCAGACGCCAGTTCTTGCAGACAACCGCCGTTACTGCAGGTCTAGCC 
ACTTTTGCGGGCACACCTGCACGCGCTGAAGAACGCCAATTCCAGCATGGCGTGGCTTCC 
GGGGACCCCACCGCAACCTCTGCCATTTTGTGGACTCGGCTGACCCCAATTCCCGACGCC 
ACACCTGGAAGTGGCCTTGGCCCCGACTCTCCTGTCACCTGGGAAGTCTCCCCCACTCCT 
GATTTCGCCAGCATCACGCGCTCGGGAACCGTAATCACCTCCGCAGCAAGCGATCACACC 
GTCCACGCGCACGCCACGGGTTTGAGCCCATCCACCCGCTATTTCTACCGCTTCATCTCC 
TCCACCGGCGAGGTCTCCCCTGTGGGGCGCACGCAAACAACATCGCTTGTCGACGCTCCC 
CTCCCGCACCTTCGCTTTGCCCTTGCGTCGTGTGCCAATTGGGAGGCAGGATTTTTTGCC 
GCCTACGGCGACATCGCCCGGCGCGCTGACGCCGGCGAATTGGAGATGTTGATTTTTTTG 
GGTGATTACATCTACGAGTACGCCACCGGTATGTTCGCCGGAAAGGACGGTGTGGTGCGC 
CCGCATCAGCCTCTTCATGAAACCATCACGTTGGAGCACTACCGCACTCGTTATGGCCAT 
TACCGCAGTGACAATCACTTGCAGGCAGCGCATGCGGCGTTGCCGTGGATTGTCATGTGG 
GATGACCATGAGTCGGCCAACAACTCTAATCGTGAGGGCGCGCAGAATCATTCCGCTGAT 
GAGGGTTCGTGGGTGGATCGTCAAAATGCTGCTCGGCAGGTCTTTTTGGAGTGGATGCCG 
ATCCGCCAGGAGGACACGCTCTATCGTTCCTTCACTTTTGGTGACCTCGCCACGCTGTCA 
CTTCTTGATCTTCGAAGTTTCAGAGATCCAGCACCCTCCCAGCAACAGTGGCTGGAGGGT 
CAACGTGCGGACACCATGATGGGGTCGCAGCAGTTTGAGTGGCTGAAATCCAACGTGGAA 
CACACCACCACGACGTGGAATATCATCGGCAGCTCAGTGATGTTTGC.CCCCATGGCAATT 
ACCGGGCAGCCTCTTTTCCAGATCCCTGAACCTATTCCCGCCAATTTGGATCAGTGGGAC 
GGCTACTCCCGTGAGCGCGACCGACTCCTAGCTGTACTTGCCGATTTCGCCACTCCAACG 
CTTTTTCTATCTGGCGATATCCACTCCGAATGGGCAAACGCCATCCGGTTTAATGGTCGA 
GAAATCGGTGTCGAGGCAGTATGCAGCTCCATCACCTCAGCTAATGTCAACGACTTCGCC 
AAACTCCCTGAGGACAATCCGGTCTCCCTGCAAGCGGAACAAGTAATCCGAGCCAACAGT 
TCGCATGTGCGCCACGTTGATCTTGACGCCCACGGCTACGCCACGGTGAATCTCACCCAA 
GATGGCGCGCACATGGTCTGGCACCGCGTCGCCGATCTCTCCCTTCCGGACTCAGAAGTT 
GCTCCGGCAATTGCACTTGAGTGGAAACCAGGCGTCGGATTCACTACT 

>RXAO 14 77 -downstream 
TGAGCTGCTGATTTGTAGGTTTT 



>RXA014 98-upstream 

CAGTGGACAACTACTTGGCGGGTCTTAAATCAGCTGTGAAGGATTCTGCATAAGCTGGGC 
AC C AC AC G AG C AT C AG AAC G C G AAAC G AA G G T AAAAG C C C 

>RXA014 98 

ATGATCAAACGTCTTCCTTTAGGTCCGCTGCCTAAAGAACTTCATCAGACTCTGCTTGAT 
CTGACCGCAAATGCCCAAGATGCGGCGAAAGTGGAGGTTATAGCGCCATTTACTGGCGAG 
ACCCTCGGATTTGGTTTTGATGGTGATGAGCAAGACGTCGAGCATGCTTTTGCACTTTCA 
AGGGC AGCC C AGAAAAAG T GGG T GC AC AC CACGGC AG TGG AAC GG AAG AAG AT CTTCCTG 
AAGGTTCATGATCTGGTATTGAAAAACCGTGAGCTGCTCATGGACATCGTGCAGTTGGAA 
ACAGGCAAAAATCGAGCATCGGCTGCCGATGAGGTGTTGGACGTTGCGATCACCACCCGC 
TTCTACGCAAACAATGCAGGAAAGTTTTTAAATGACAAGAAACGCCCCGGCGCGCTTCCG 
ATCATCACGAAAAACACACAACAGTATGTGCCCAAGGGAGTGGTCGGGCAGATCACGCCG 
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TGGAATTACCCTTTAACTTTGGGAGTATCTGATGCTGTTCCGGCGCTGCTGGCAGGAAAC 
GCAGTGGTGGCTAAACCTGACCTCGCGACACCTTTCTCCTGCTTGATCATGGTGCACCTG 
CTCATTGAAGCCGGTCTGCCGCGTGATTTGATGCAGGTTGTCACCGGCCCTGGCGATATT 
GTTGGCGGTGCGATTGCAGCTCAGTGTGATTTCCTCATGTTCACTGGATCCACGGCCACG 
GGCCGGATCTTGGGTCGGACAATGGGTGAGCGTTTGGTGGGTTTCTCTGCGGAATTAGGC 
GGAAAGAACCCTCTTATTGTGGCCAAGGATGCAGATCTGGACAAGGTGGAAGCTGAGCTT 
CCGCAGGCGTGTTTTTCCAACTCGGGGCAATTGTGTGTCTCCACTGAACGTATTTATGTC 
GAGGAAGACGTGTACGAGGAGGTGATTGCACGGTTTAGCAAGGCGGCGAAAGCCATGTCC 
ATTGGTGCCGGATTTGAGTGGAAATATGAGATGGGTTCGTTGATCAATCACGCGCAGCTG 
GATCGGGTGAGCACCTTTGTTGATCAGGCTAAAGCTGCGGGCGCCACGGTGCTGTGCGGT 
GGCAAGTCACGCCCTGATATTGGTCCCTTCTTCTATGAGCCCACGGTATTGGCGGATGTC 
CCAGAGGGCACCCCACTGCTCACGGAGGAAGTCTTCGGGCCGGTGGTGTTCATCGAAAAG 
GTAGCCACACTGGAAGAAGCCGTCGATAAGGCAAATGGCACGCCCTACGGCCTGAATGCG 
TCCGTCTTTGGGTCGTCGGAAACCGGCAATCTTGTTGCAGGCCAGCTGGAAGCTGGCGGT 
ATCGGTATTAATGATGGCTACGCCGCGACGTGGGCGAGCGTGTCCACGCCTCTGGGTGGC 
ATGAAGCAGTCGGGGCTGGGGCACCGCCATGGTGCGGAGGGAATTACAAAATATGCGGAG 
ATCCGAAACATCGCGGAGCAGCGCTGGATGTCTATGCGTGGGCCGGCCAAAATGCCGCGA 
AAGGTGTACTCAGACACCGTGGCCACAGCGCTAAAGCTGGGCAAAATCTTTAAAGTTTTG 
CCG 

>RXA014 98-downstream 
TAGCAAAAAGCCGGACCCTTGCT 



>RXA014 99-upstream 

GCAGCAATTATCTCCACCGAAGAGGACTAAATATAACGTGGCATTGAGCAGTGTTCCAGC 
ACAGTTCCTGAGATCCGCCCAGGCGCCCCCGAAGCGTACT 

>RXA014 99 

TTGTGGGACGTCTTAGAATCCGTCGCCTCTACTTATCCTGAGGCAGCAGCTATTGACGAT 
GGCCAGGTGTTGACCTACGCAGAGTTGATGGAAGAAGTCACCGCGTTGGCTGATTCCATT 
CATGCACAGGGCATTCGCCGTGGTGATCGCATCGGTATTCGCATGCCGTCTGGTACGCGT 
GACCTTTACATCGCTATTTTGGCCACTCTCGCTGCTGGTGCTGCTTACGTGCCAGTTGAT 
GCAGATGATCCTGAAGAGCGCGCCGAGATGGTGTTTGGTGAAGCAAATATTAATGCGCTT 
TTCGACGCCACCGGCTTCCATATGCTTCGCCCGACCGCGGGCGGCGATACCCGTAGACCA 
CGCTTGGATGATACGGCGTGGATTATCTTTACTTCCGGTTCCACCGGCAAGCCTAAGGGT 
GTGGCTGTGTCCCACCGTTCAGCTGCGGCTTTCGTGGATGCCGAAGCACAAATGTTCCTT 
GTCGATCACCCTTCCGGCCCCCTTGGCCCAGAAGACCGAGTCCTTGCGGGATTGTCTGTA 
GCCTTTGACGCATCTTGTGAGGAAATGTGGTTGGCCTGGGGCCACGGCGCCTGCTTGGTG 
CCAGCACCACGCTCCCTAGTCCGTTCCGGTATGGACTTGGGCCCATGGCTGATTCGCCGC 
GACATCAGTGTCGTCTCCACCGTCCCAACTCTGGCTGGTCTGTGGCCAGCAGAAGCATTG 
TCACAGGTCCGCTTGCTCATCGTCGGCGGCGAGGCTTGCTCGCAGGAGCT.CGTTGAACGC 
TTATCGACGCCTGACCGCGAGGTGTGGAACACTTACGGCCCCACCGAAGCAACGGTGGTT 
GCCTGTGGCACTCAACTCTATGCTGGTCAGCCAGTGGGCATTGGTT.TGCCACTTGCTGGT 
TGGGATCTTGTTGTTGTCGACGATGCCGGCGAACCTGTCGGAATCGGCGAGGTCGGGGAA 
TTGGTCATCGGTGGTGTGGGTCTTGCACGCTACCTTGATCCAGAAAAAGACCGCGAGAAG 
TATGCGCCACTGAAGTCTGTTGGTTGGACCCGCGCTTATCGTTCCGGTGACCACGTTCGT 
CTGGAAGAAGATGGCCTCTACTTTGTGGGCCGCGTTGATGATCAGGTGAAAATCGGCGGT 
CGACGCATCGAGCTCGGTGAAGTTGATGCCAATGTGGCAGCGCTTTCCAACGTTCGTTCC 
TCCGCAGTGGTTGTTCAGACCACTGGTGCGGATCAAAAAGTTCTGGTTGCATACGTTTCT 
TTGGAAGATGCTGCAGCTGGATTTGATCACAACGTCGCGACTGCCCGACTCACCGAAACC 
ATGCCTGCTGCTTTGGTTCCGCGCATTCACGTGATGGATGATCTGCCTGTCACCACCTCC 
GGCAAGGTTGATAAGAAGTCTTTGCCGTGGCCTCTTCCTGGCACCGTGGTGGAAGCTAAT 
GACCTCAGCGCAACGGAAGCGTGGATTGCTCAGGAATGGGTCGATATCCTCGGCACTTCT 
GTGAGCAGCAAAGACGCCGACTTCTTCTCCCTTGGCGGTACCTCTCTCGCGGCTGCGACT 
TTGGTTGGCCGGGTACGCGCAAAGGTTCCCACCGCTGCGGTGCGTGATCTTTACGATCAC 
CCTCGCTTGGAGAAATTCGCCGAGCGTGTCGAGGCTATCGCCGCCGACACTGGCATTTCT 
TTGGAGGCGCCAAACCAGGTGGAGGAGCGCGTCGTCAAGCCTGTTTCTTTTGGCACTCGT 
GTGATGCAGACCCTCATCCAGATTCCGATCATGACGCTGCAAGCAGCACAGTGGATTGCA 
TGGTTGCTGTTGGGCAACAACATCATGGCAGCGCTTGATTTCGATTGGGCTGTTCATGTC 
TCCTGGTGGCTTGTCATCGGCATGATTTTGGTGTTCGCTACCCCGATTGGTCGCTTGCCG 
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ATCGGCGGTTGGGGCGCCCGCATCATCACCCGTGGCATAACTCCTGGCTCCTACCCTCGT 
GGCGGTTCCACTCACCTGCGCATTTGGTCCGCCGAGCGCCTTGCTGATGCCTCTGGCTCT 
CGCAATATTTCTGGCGCAACCTGGGTGAACTACTTCGCGCGTTCCCTGGGTGTGAAGATG 
GGCAAGGGCGTGGATCTTCACTCCCTGCCACCAATCACTGGCCTTTTGACCTTGGGCAAC 
AATGTTTCCATCGAGCAAGAAGTTGACCTTCGTGGCTACTGGCTCGACGGCGATATCCTG 
CGTGTAGGCACCATTGAGGTCCATGACAACGCTCGCATCGGCGCTCGTTCCACCCTGCTT 
CCCGGCACCGTGGTGGGCACCGGCGCTCACCTGCTGCCTGGTTCAACAGTGACTGGTGAT 
AAGACCATCAAGCCTGGTTCTCGTTGGGCTGGCTCCCCTGCACAAAAGGTGGGTCGTGCA 
AAGCACCGGTTCCCAACCTCCCATCCTCCACGCAGGTCCCGGTGGGTTCCGGTGTTCGGC 
GCGACCTCCATCGTGTTGTCGCTGCTGCCACTTCAGGCTCTCGCTATTGGCGCTGCTATC 
ACCTTGTGGCTGGCCACGATTAGCCCGCTTCCACTGATCTGGGGTGTGCTGGTTTTTGCT 
ACCGTCGGCGCGTTGGCTGCGTTCTTT-GCTTACACCGTGACCATCTGGGTGCTTGTCCGT 
TTGATCCAGATCGGCATCAAGGGCGGCACCGCACCAGTGAGGTCCCGTCTTGGTTGGCAG 
GTCTGGGCAGTTCAACGCCTCATGGACGATGCCCGCACCTATCTCTTCCCGCTCTACGCA 
TCCCAACTGACCCCACTGTGGTTCCGCAGCTTGGGCGCGAAGATCGGCAAGGATGTTGAG 
ATCTCCACCGCGGTGATGGTTCCTAAACTGGCTGATATCCGCGAAGGCGCATTCCTGGCC 
GATGACACCCTCATCGGTGGCTATGAGCTGGGTAATGGTTGGCTGCTCAGTGGTGAAACC 
CGCGTGGGTAAGCGTTCCTTCATTGGTAACTCTGGCATCGCAGGACCTGAGCGCAAGCTC 
GCTAAGAACTCCCTGGTTGCAGTGCTCTCCTCCACCCCGAAGAAGGCTAAGGCCAACTCC 
AACTGGTGGGGTTCCCCTCCAGAGCGCATGCGTCGTGTCACTGTCGAAGTTGATGAGGGC 
GAAGCAAAGACCTACAGCCCTGGCTTTGGTGTGAAGTTTGCACGTGGCGCGGTGGAAACC 
GCACGTCTGCTTGCTCCAATAACCTCTGGTGTGTTGGCTGCGCTGTCACTGCTGCTCATG 
CAGTACCTGCTCACTGAGTTCAACATGTGGATCACCTGGTTGCTTGGCGGACTGATCCTC 
ATGACGGTTGGTGTGCTCGCCATGGGCATTACGGTTGTGATGAAGTGGGTTTGCGTCGGC 
AAGCATAAGCCGTCTGAGCACCCTCTCTTCAGCCGCTTTGTGTGGCTGAATGAGCTGCAA 
GATGCGTTCGTGGAATCCGTGGCTGGCCCATGGTTCCTCGTGCCCAACCTGGGCACCGGC 
GCGCTGAACGCCGGCATGAGCGCGCTTGGCGCACACATCGGCCGTGGCGCATGGATCGAA 
TCCTACTGGCTGCCGGAAACCGACCTCTGCTACATCGGCAAGGGCGCAACCGTGGGCCCT 
GGCGTGGTCGTGCAGACCCACCTCTTCCAGGACCGCGTGATGAGCCTAGATACGGTGACC 
GTCGCTGACGGCGCCACCCTAGCGGACCACTCCGTTGCCCTTCCTGCTTCGCTTATCGAC 
GCCTCCGCCACCATCGGCCCAGGCTCGCTGGTGATGCGCGGCGACAAGGTACCAGCGCAT 
ACCCGCTGGCAAGGCAACCCAATTGAGCCGTGGAGCAACTCT 

>RXA014 99-downstream 
TAAATAACAACAATCAGCCGGAT 



>RXA01502-upstream 

GCTCGCCGAGGGTTTCGGCCTTTTAACTAGCATGGTGTATAGATCCATGCGGTCGACCTT 
GCGCCTGACCGTCCACTTTTTTAGGGACTAGGAGTACAGC 

>RXA015 02 

ATGAGCACACCACAAAGCATCGTCATTATCGGCGGCGGTTTAGCCGGAGCGAAAACCGCA 
GAGGCACTACGTGTAAACGGGTATGAAGGCTCCATCACGCTCATCGCAGCAGAGGATTAT 
CTGCCATATGAGCGCCCACCGCTGTCAAAGGAGTACATGGCTGGAAAAGTGGGCTTTGAC 
AAGGCGATTGTTCACCCGGCGGAGTGGTACAAAGAAAACAATGTCACGCTGCGTCAAGGT 
GTGCGTGCAACGGCAATTGATGCGGGTTCACGCCAAGTCACCGTTGATGATGGCGGAAAC 
ACTGAGACCATTAACTACGACAAACTAGTTCTTGCTACTGGATCAGCAGTGCGCAAACTT 
CCAATTCCGGGAGCCGACGCCTCTAATGTGCACTACCTGCGCACCGTGGAAGACTCTGAC 
GCGATCAAGGCAACCTTCGGTGAAGGTAAAAAGCTGGTCCTCATCGGTGGTGGCTGGATC 
GGACTCGAAGTCGCATCAGCGGCACGAGGAGCTGGCACTGACGTCACTGTTTTGGAAGGT 
GGAAAGCTCCCACTTTTGAAAGTCCTTGGTGAAACGGTCGCGCAAGTCTTTGCCGATCTG 
CATGTGGCAAACGGCGTTGACCTGCGCACCGAAGTGAAAATTACGGACATCGTCACCGAA 
GATGGACGTGCAGTTGGCGTGCGACTTGATGACGGCGAAGTGGTTCCCGCAGACGCAGTA 
GTCATTGGCATCGGTGTCACCCCAGTGATTGACCTAGCGGAAACTGCTGGACTGGAAATC 
GACAATGGTGTTTTGGTGGACGCAGCACTGCGTACCAGCGACCCGGATATCTACGCAGTT 
GGAGACATTGCGAACCACGATCACCCAGTTCTAGGACACCGCATCCGCGTGGAGCACTGG 
GCCACCGCGTTGAATCAACCTGCGGCTGCGGTGAAATCCCTACTTGGCAAAGACGCCGAG 
TTTACCAACCTTCCGTACTTCTTTACAGATCAATTCGATCTGGGTTGTGAATACGTCGGC 
CACGCCACCGGTTCGCAGGAGAAGGTATTCATCCGTGGAAACCTTGAAACACGAGAATTT 
GTCGCCTTCTGGGTTGATACTGAAAACCGAATTCTCGCCGCAATGAACGTGAATGTGTGG 
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GAT G T T C C T GAT C AAAT C AAG C C T C T CAT C G C AT C AGG AAAG AG C G T T G AC AC C G AG AAG 
CTAGTGGATCCAGAAGTTCCGTATTCAGAGCTC 

>RXA01502-downstream 
TAAGCAGTGTGTTTGATGGCCGC 



>RXA01509-upstream 

TTCCAAAATTTTCGAGGATTTCCTTGCCCCGGGTCTCGTTTATTTTTGAACACGCTAGAA 
T T C AAG G G C AG T AAC T AAT T T C AAC C C G G GAG AAA T AC C T 

>RXA0150 9 

ATGAGCATCGAAGTAACCGTCGAAATCCCTAAGGGATCACGCAACAAGTACGAAATCGAC 
CACGAGACCGGAAAGGTCTACCTCGACCGCTACCTGTTCACTCCAATGGCATACCCACTG 
GACTACGGCTACATCGACCACACCCTCGGCGAAGACGGCGACCCATTGGATGCACTGGTC 
ATCCTCCCCGAGTCCGTTTTTCCAGCAGTTGTGGTTAAGTCCCGAATCATCGGTGTTTTC 
AAGATGACCGACGAAGCCGGCGGCGACGACAAGCTGCTCTCCGTTCTCGACGACCCACGC 
TACGACCACATCCAGGACATCTCCGACGTGTCCGATTTCCTCAAGGATGAGATCGAGCAC 
TTCTTCGTCCACTACAAGGACCTGGAAAAGGGCAAGCACGTTGACGGTTCCGGCTGGGGC 
G AC AAG G C T GAG G C T G AAAAG A T C C AC G C T GAG G C AA T C G AC C G C T AC AAG G C A 

>RXA0150 9-downstream 
TAAGTCTTTTGTAAATTAAGAGC 



>RXA01510-upstream 

CCGCGCGTATGGTTCGTGCGTGAGACGACGGTCGATATAAGGTTGGAGTCCTGATATCGC 
AAGAAGAATCGCAAGAAAATTTGCAGGAGAAGGAGCGCCC 

>RXA01510 

ATGAAAAATGCGTGGTGGGTTGGCTCATCGGTTGGTGTACTGATTGCAGTGGGGGCTGTC 
ATCGGTGGTGGCGTGTGGGTGAATCATTCTGGTTTTGGTTTGGATCACCCGGAGCCCATG 
TCGGTGGAGATGCCTGAGCAGCTGTTTTCTTCTGCGATTGATCCGGATGCTTTGGAAGCC 
CCAGATTTTGCCACTTTGGAGAAGGATTTGACCTCGCAGGCTGCGGATTCTCGGTTGGGC 
ACTTTTGTCGGTGTTGCCAGGGATGTGGAATCTGGTGAGGTGGTGTGGGAGCAGAATCAG 
GGGACTGCGGTGAGGCCGGCGTCGGCGACGAAGATTTTGACGGCGGCGGTGGCGTTGTAT 
GAG CTTGGCCGT GAG G AC AC CAT C AC AAC G AAG G T T G T T G AGG G G GAG C AG C C G G G AAC G 
GTGGTGATTAAGGCGGGTGGTGATGTCACGTTGAGTGAGGAGATGCTCGATGATTTGGCC 
ACCCAGCTTGAGGGGCAAGATATTGGCACTGTGTTGATCGATACGTCTATTTGGCCTGAT 
GAGGGCTTTGCTAGTACGTGGGATCCAGTGGATGTTGATGCTGGTTATATCGCTGATGTG 
GAGCCCGCGATGATTGAGGCTGCCCGCATTGGTGGGTCGGAGGGGGATCTGCCGAGGTCT 
CATACTCCGGCGTTAGATGTTGCGCAGGCGTTGGCGGATCGTGTCGGCGCGGACACCGTA 
GATGAGGGCAGCGCTCCGGACAAAACCGTGCTGGCATCCGTGGAGTCTGACACGTTGGAT 
CAGCGTCTTGCTCGGATGATGAAGGATTCTGACAATGTGATGGCAGAGGGTATCGCTAAG 
GAAGTGGCCGCGTCGAAGGATTTGGCTACCGATTCGGCGAGTACCTCGAAGATGACGTTG 
GAGATTCTCAAGGACAAGGGCTTCGATTTGAGTGGCGTGTCCATTGTGGATAATTCGGGT 
TTGAGCTTTGACAACCTCATTACGCCCCGCCTGCTTGATGATATTTTGACCCGCGCCGCC 
ACGGAACCTGAGTTGAGTTCACTATTGACATCGCTGCCTATCGCGCATGGAACCGGAACC 
TTGGAGGATCGCTACGACGGACTCTCAGGTGCGGGTTGGGTGCGGGCGAAAACTGGCACT 
CTGACGGATACATCGGCATTGGCAGGGGTGGTGACCTCGGAGTCGGGGCGTGTGTTTACC 
TTTGCTTTTGTGTCTAATGGTTCCGCGATTGTGCCGGCGCGTGAGGCTTTGGATGAGATG 
GCGTCGATTCTGAGGGACTTT 

>RXA01510-downstream 
TAAGGTGGCATCCCTCATCGGGA 



>RXA01511-upstream 

GGGCGTGTGTTTACCTTTGCTTTTGTGTCTAATGGTTCCGCGATTGTGCCGGCGCGTGAG 
GCTTTGGATGAGATGGCGTCGATTCTGAGGGACTTTTAAG 
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>RXA01511 

GTGGCATCCCTCATCGGGAATCTTGAGCTGCCTAGGGTAAGCCCTAATTTCTTGGAATTA 
CGCAAGGCGGTGCGCCCTTACCTGAAAGAGCATGTGCACATTGGGTTGTCGGGCGGGCCG 
GATTCATTGGCGCTGGTGGCTGCTGTGCTCGCGGAGAAATCCCAGGTAACGGCGATTTGT 
ATCGATCATAATCTGCAGACCGGTTCTGCTGAAGTCACGCACAACGCTGCTGCGATGGCG 
CGCCACATGGGCGCACAGGCGATCGTGAAGAGCATCGAGGTCGCGCCGGGGGAGGGGATG 
GAGGCCGCCGCCAGGGAGGCTCGGTACGCGGCTTTTGCGCAGCTCACCGATGAGATTTGG 
GTGGCGCACACCATGGATGATCAAGCCGAGACCTATCTCCTTGGCGGTTTGCGGGGGAAT 
CCCGCGGGCATGAAAGATGCTTCTCGACGCCCCGAGCTATCCATTATTCGACCCCTTCTG 
GGGGCTCGGCGTGCGCACACGCACGGGGCGTGCGTGGAGTTGGGGTTGAAACCGTGGCAC 
GATCCGCAAAATTTTGACGATGCCTTTCGGCGGGTAGCCATCCGAAA.CCAGGTGATTCCT 
CTTCTTGCGCAGGTGCACGGGGGAGACCCTGTACCTGGTTTGGCACTTGCGGCGCGACGC 
GCTGTGGAGGATGCCGAAGTGGTGGAGGGCGACGTCGAGAAGCGGCGTTTAGAGTGGCAG 
GACGGTTTTCCTGTGACGTTGGCCGGGGAACCTACGGGCCTTAGGCGACGCATGTTGGCG 
GATTTTTTGCGTGGGGAAGGCATCGCTGTGACCTCGAGGAAACTCGACGCCATTGACCGA 
TTGCTCACCGATTGGCGCGGACAGGGTGGCGTAGCCGTGGGTAAAAGCGATAATGGAAGG 
TTGGAAGTGGTGCGGCAAAGTGGCAAGCTTAAGATCACTGAT 

>RXA01511-downstream 

T G AC AC C T GAAT C T AC AAC AC AA 



>RXA01513-upstream 

CCCTCAACTTCGTTTGATTAGTTGTCTAGTAGATCCCTTTTATTCGATTCCGAGAAAGGC 
ACGGGCAAAACGGCCTTAGTTGAGCCGGTTGCCACTGCGT 

>RXA01513 

ATGAAAAACAAGAAATACCTGCAGTTCGGCGGTATCGCAGCCGTAATCCTCATCGTTCTG 
TTCTTGGTGTCCCTGTTTAGCAGTGACACCAGGAACTTCCAGGAGGTCGATACCTCTGTT 
GCGATGGCACAGCTTGACGCCGGAAACGTCGCCGAAGCTCAAATCGATGACAGGGAACAG 
CGCGTCCGACTGACCTTGCGTGAACCCATCACGGTGGATGAACGCGAAGGCGTTGAAGAG 
ATCCTCGCGCAGTACCCAGCTCGTACCGCGCCAGCGATCTTTGAGAAGGTGGAAGCATCC 
AACACTGATTCCTATACCACCAATGTGACGCAGGAGAGCTTCCTGATGTCCATGCTGAGC 
TTCATCCTGCCGATGGTGATCATCTTCGGTTTGCTGATGTTCTTCCTCACCCGCATGCAG 
GGTGGTGGCATGTTTGGCATCGGTGGATCCAAGGCCAAGCAGCTGACCAAGGATATGCCC 
ACCAACACCTTCGCGGATGTTGCTGGCGCTGAAGAAGCAGTGGATGAACTCCATGAGATC 
AAGGACTTCCTGGAAGACCCCACCCGCTACGAAGCCCTCGGAGCGAAAATCCCTCGTGGT 
GTGCTGCTTTACGGCCCTCCCGGTACTGGTAAAACCCTGCTGGCTCGTGCCGTAGCTGGT 
GAGGCTGGCGTGCCGTTCTACTCAATTTCCGGTTCTGACTTTGTGGAAATGTTCGTCGGT 
GTTGGTGCCTCGCGTGTGCGTGATCTGTTTAAGCAGGCCAAGGAAAACAGTCCCTGCATC 
ATCTTCGTCGATGAGATCGATGCGGTTGGTCGCGCCCGTGGCTCAGGAATGGGTGGCGGA 
CACGATGAGCGTGAACAGACCCTGAACCAGTTGCT-CGTTGAGATGGATGGCTTTGGTGAT 
CGTCAAGGCGTCATTCTGATGGCTGCTACCAACCGCCCAGATGTTCTTGACCCAGCGCTG 
CTGCGTCCTGGCCGTTTCGACCGCCAGATCCCAGTCACCAACCCTGACCTACGCGGCCGT 
GAACAGATCCTGGAAGTTCACGCCAAGGGTT^GCCTTTCGCACCCGATGCAGATATCAAG 
GCATTGGCAAAGCGCACCGCCGGCATGTCCGGCGCTGACCTGGCAAACGTGCTTAACGAA 
GCCGCGCTGCTAACCGCCCGCGTGGGTGGCAACGTGATCACCGCCGACGCTCTGGAAGAA 
GCAACCGACCGCGTTGTCGGTGGACCACGTCGCTCCGGCAAGGTGATTTCCGAGAAGGAA 
AAGAAGGTCACCGCCTACCACGAAGGTGGACACACCCTGTCCGCATGGGCGTTGGAAGAC 
ATCGAGCGCGTCTACAAGGTCACCATCTTGGCCCGCGGTCGCACCGGCGGTCACGCCATG 
ACTGCCCAAGAAGATGACAAGGGCATGTACAACCGCAACGAATTGTTCGCCCGCCTGGTC 
TTTGCCATGGGTGGACGCTCCGCGGAAGAACTAGTCTTCGGCGAACCCACCACCGGCGCC 
TCCGCCGATATTGAAATGGCCACCAAGATCGCCCGATCCATGGTGACCGAATATGGCATG 
TCCCCAGCTGTCGGCATGGTGAAATACGGCCT^AGAACAGGGCGACCCATTCTCCGGACGC 
GGTGGCGGTGGAAACTTGGACCACTCCCAAGAAGTCGCAGCAACCATCGACACCGAAGTC 
CAGTTCCTCCTGGACAAAGCCCATGAAGTGTCCTACTCCATCCTGGCTGAATACCGCGAC 
CACCTGGACCGCCTCGCGGAAAAACTCCTGGAAAAGGAAACCCTGCGACGCCCAGACCTC 
GAAGCGCTTTTCGACGACATCGTCCCACGCAAGGTCGCCGAAGTCTTCCCCGACGAGTCC 
ACACGATTCCCTCGCCAAGAAAACCGCG7U\CCAGTAAAAACCCCAGTGGAGCTCGCACTG 
GAACGTGGCGAAGAACCACCAAAGAAGTTCTCCATTCTTGAGGCCTCCCGCGCAACCCGC 
GAACGCCGTCGCAAGGAATTGGAAGCTCAGGGTAAGTTGCCGGTGCAGCCTGCGTCTTCT 
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GCCGGCGTGGCACCTGCGGCCGGAGCAGCTGCCGGATCCTATGGCACCCCACCTCCAGCT 
GATTGGAGCGTGCCCGGTTCCGCTGGAAAGCACCGCTCACGTGCAGAAGAACAGCCAGCT 
GAGCAGGGCTTCCCGGCTCAGACCCCGGCACAAGCTCCTGAGCAGTCCCCTGATTCAAGT 
GGCGGCCGCCCCAACCCTTACGCGACTCCAACCGCATCCGGTGAGCACCCTGGTATGAAG 
GCCTATGGCTTCGGCGATTCCGAACTCATGGACCAATCAACAGGTGCGGAACATACCCCA 
GGTAACGTTTCACAGGAATCCCCAACCGAAATGATCGGGTTCCGTTTGCCGGATCATGAA 
CGTTCGGACTACCCAGAAAAGGCGCAAAAAGAGTCGGTGCTGGATGCTTCTGAAACCACA 
GAAATGCCTGTCGTTCCAGATCAGCCCATCGATGGTGATTCCGGGAAGTCCGCTGAGGGC 
AC AC AGG AG AAT CC GG AAAAT G AAGG AG AC AAC C G T GG A 

>RXA01513-downstream 
TAACCACGCTGCAGTTCGCGAGT 



>RXA0158 9 

TATGCAGAATTAGGTGTAAAAAAAATACGCATTACAGGTGGAGAACCATTGATGCGACGC 
GATTTAGATGTACTTATAGCTAAATTAAATCAAATCGATGGTATTGAAGATATTGGTTTG 
ACTACAAATGGTTTGTTATTAAAAAAGCATGGACAAAAGTTATATGATGCTGGGCTACGC 
AGAATTAATGTCAGTTTGGATGCTATTGATGATACGCTATT-TGAATCAATCAATAATCGT 
AATATTAAAGCGACTACGATTTTAGAACAAATTGATTACGCGACGTCTATTGGTTTGAAT 
GTAAAAGTAAATGTTGTTATACAAAAAGGTATTAACGATGATCAAATCATACCAATGCTT 
G AAT AT T T T AAAG AT AAAC AT AT AG AG AT T C G AT T T AT AG AAT T T AT G G AT G T T G G T AAT 
GATAATGGATGGGATTTCAGTAAAGTTGTAACTAAAGATGAAATGCTTACAATGATAGAG 
CAGCACTTTGAAATCGATCCTGTAGAACCAAAATATTTTGGGGAAGTAGCAAAATATTAT 
CGCCATAAGGATAATGGTGTTCAATTTGGTTTGATTACAAGTGTTTCACAATCATTTTGT 
TCTACATGTACACGCGCAAGGCTGTCATCAGATGGGAAGTTTTACGGATGTTTATTTGCA 
ACTGTCGATGGATTTAACGTTAAAGCGTTTATTCGTTCTGGCGTGACCGACGAAGAATTA 
AAAG AAC AAT T T AAAG CTTTATGG C AAAT AAG AG AT G AT C GAT AT T C AG AT GAG AG AAC T 
GCTCAAACAGTTGCCAATCGTCAACGTAAAAAGATAAACATGAATTATATTGGTGGT 

>RXA015 8 9-downstream 
TAATGTGTAGGGACCACTACATA 



>RXA01603-upstream 

GTCGAGAGCTGTAAAGTCAAGGCTATATACTTCTCAAGT.CGCGCCGAAATTTGTTAAATG 
AC T AT AAAAG G C AG T C C TAG T C AAG G AAG AAG G T T T G AC T 

>RXA01603 

GTGAGTGATGCAGGGAAGAAGGACTCTTCCAAGGTGGAGATCGGACTGACCGGTCGACCC 
CTGCGCGAGTTGCCTGAGCCATCTCCTTTGGAAAAACATGGCCCAGCAACGATCATTGCC 
ATGGCGAATCAAAAAGGTGGCGTTGGTAAAACCACGTCCACCATCAACCTCGGAGCATGC 
CTTGCAGAGGCGGGACGTAAAGTCCTGCTCGTTGACTTGGATCCGCAAGGTGCGTTGACT 
GCTGGTTTGGGAATCCACTACGACGACGTGGATATCACCGTGTATGACCTCATGGTGGAC 
AACAATTCCACCATTGATCAGGCGATCCACCACACTGGTCTTCCTGATCTGGATGTCGTT 
CCTGCAAATATTGACTTGTCCGCTGCAGAAATTCAGCTGGTCAATGAAGTTGGTCGTGAA 
CAAACACTTGCCAGGGCGCTGCGTCCTGTCATGAAGGACTACGACTTCATCATCCTTGAT 
TGTCAGCCATCACTTGGTCTTTTGACGGTGAACGCTTTGGCGTGCGCGCACGGGGTTATC 
ATCCCGATGGAGTGCGAGTACTTCTCACTGCGTGGCCTCGCATTGCTCACAGACACCGTG 
GAAAAAGTTGCCGATCGGTTG 



>RXA0 1607 -upstream 

GGGCTGAAGGGCTGGGCGGAACAATAATTATTGAATCTACAATCGGATCGGGAACTGGAA 
TTTCCGCCCGTTTTCCCTATCCACAAAAGGACCAAGATAA 

>RXA01607 

GTGATCCGTATTCTGTTGGCTGATGATCATCCCGTTGTTCGCGCAGGCCTTGCCTCCTTG 
CTGGTGAGTGAAGATGATTTTGAGATAGTGGACATGGTGGGCACCCCAGATGATGCCGTT 
GCGCGCGCCGCGGAAGGCGGGGTGGATGTGGTGTTGATGGATCTGCGTTTTGGTGATCAA 
CCAGGCATCGAGGTCGCCGGCGGGGTAGAGGCAACGCGTCGCATCCGTGCGCTGGACAAC 
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CCGCCACAGGTACTGGTGGTGACCAACTACTCCACAGACGGCGATGTGGTGGGCGCAGTA 
TCTGCTGGTGCCGTGGGGTATTTGCTCAAAGATAGCTCCCCAGAAGATCTCATTGCCGGT 
GTTCGCGATGCCGCGCGGGGAGAATCAGTGCTTTCAAAGCAGGTCGCCAGCAAGATCATG 
GGGCGGATGAACAACCCCATGACTGCTCTCAGTGCCAGAGAAATTGAAGTGCTGTCCTTG 
GTGGCGCAAGGGCAAAGCAATAGAGAAATCGGCAAGAAACTTTTCCTCACTGAGGCCACG 
GTGAAAAGTCACATGGGGCATGTGTTCAACAAGCTGGATGTCACCTCTAGAACAGCTGCG 
GTAGCTGAAGCCAGACAGCGCGGAATTATC 

>RXAO 1607 -downstream 
TAGACGCACACGTGTTGGTAACC 



>RXA0 160 8 -upstream 

ACAGCGCGGAATTATCTAGACGCACACGTGTTGGTAACCGATCACACCAGCGCACGCTGC 
TAATCTTCACTCCATGAACAAGGTGCAGCGCAGGTCACTG 

>RXA01608 

ATGGCGTTGTGCATGACGGTGGCATTTGCTGGAGGAAGCCTGACCGCGTGCACACCTCGT 
CCTGATACCGCAGACCCCATCGCAGAGGAATTCCTTCAAGCTTGGGCATCGCAAGATTTC 
GACACTATTGCGGACATCACCGACCAAGCTGACCTTGCCACAGAAATGCTCAGCACCAGT 
TTCGATGGTCTGCAAGCAGACAGCGTTGAACTGACTTTGGATTCCGTGGATTCCCGGGAC 
ACCATCGCCACCGCCAATTTCTCCGTGGTGTGGAAGCTTCCCCGAGACAGAGAAGTTTCC 
TACGACTCATCGATGACGCTGACCAAGATGCGCAACGAATGGACAGTGCGTTGGGAACCT 
TCCCTCGTGCACCCCAAACTGGGCGCCAACCAGCACCTGGAATTGCGCGCCATTGAAGCG 
CAGCGAGCCAACGTAATTTCCTCCGATGGAGCTCCGGTTCTCGCGCCGGGAAGTATCTAC 
CGAGTTTTGGTTGATCCCAGCGCAGGGGATGCCGATGTGGTGGTCAAGAGGGTGGCAGAT 
TATTTGAATGAAGCCCATGCGACTGATGAGAATGTGAACACCCTTGATGTCGAAGACATT 
ATGAGCAATCTTGGCGATTCCACCTATTCACTCACCACAGTTGATGCCAATTTGGGTGCC 
CGCATGGAACAGGATCTAGCGGGGATTCCGGGGCTGACGTTCAATGAGGAAGCATCCATG 
GTAGCCACCGACCCAGGTTTTGCTCCGGATATTGTGTCTCGCGTTGCGCGCATTGTGGAA 
GATGAATTAGAAGGATCCAATGGTTGGCGCGCCTCCATTGTCACTTCCAATGGTGCGGTG 
ATTGATGATATCGCCTACGACGCCCCAGAGCTTGCCCCCAGCGTGAGGATCAGCCTGGAT 
CACAACGTTCAACGAGCAGCGGAAGAAGCCGTAGACCTGCGCGCTGAGATGAAAGCCATG 
ATGGTGGTCATGAGGCCATCCACTGGTGAAATCCTCGCAGTGGCCCAAACAGATGAAGCT 
G AC AAAG AC G G CG AT GTTGCGCT GAT G G G AC AAT AC C C AC C G G G A T C G AC AT T C AAG AT C 
ATCACTGCAGCCGCGGGGTTGGCGCATGAAGGATTAACTCCAGACAGCATTGTGCCATGC 
CCTGGCACCATGAATATCTACGGCCGAATTGTCACCAACTACAACAGCTTCTCCTTGGGC 
AACACCTCATTGGATGATGCTTTTGCCAATTCATGCAACACCACTTTCGCGGATATTTTC 
CACCACTTGGAGCCAGGCCAACTGAAAAATGTGGCTAAGCAGTTTGGCCTCGGAATTGAT 
TATCAAATCCCAGGCCTTGACACCATGACGGGATCGGTGCCTGAAGGTGACATCGTGTTG 
GACCGTACCGAATCTGGTTACGGCCAGGGTCTTGACCTAGCAAGTCCCTTTGGCATGGCG 
TTGGTCGCCTCCACTGCAGCCACCGGTTCAGTTCCCACGCCAACGCTGATTTCTGGACAT 
GAAACTGTTGCCAGTGAAGAAGTTCTGGCGCTTGATCCAGAAGTCCTTGCCAATGTGCAG 
CGGATGATGAAATCCGTGGTCAATGACGGTACCGCTCGTGGCATGCGCCAAACCGGTGGC 
C AG AT C T AC G C AAAG AC AG G T G AAG C C G AAAT C AAC G AAG G C T C C CAT GCGTGGTT C AC C 
GGCTACCGCGAAGATGACATCGCTTTTGCCACCCTCGTGGTGTTGGGCGGAGGCTCCGAA 
GCGGCTGCCGCTGTGACAGATCAGTTCTTTGTGAAACTCGATGAGCTTCGCGCAGGGGGA 
G AAG T T G C AG T C AG T G AAG C T G AAG AG C AG C C AG T C GG C 

>RXA0 1608 -downstream 
TAAAAAATAGCCTCCATCCAACC 



>RXA0160 9-upstream 

GTTGCAGTCAGTGAAGCTGAAGAGCAGCCAGTCGGCTAAAAAATAGCCTCCATCCAACCC 
GCTTTACCTGTCATCGCTTCAGGCGACTAGCATGGTGACC 

>RXA01609 

ATGTCTAAAATGCGCGCACCACTTGTACCCGGAATTCCTACCCCAATCAGGGAAGTACCT 
GCACATATTGAACGTCCAGAATATGTGTGGAAGGACGAAGTCCAAGAAGCAATCGGTGAG 
CCTTTTGTGCAGGCCCCTGAGGTCATCGAGAAGATGCGTGAGACATCTCGCATCGCTGCA 
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AACTCACTGAAAATCGCGGGCGAAGCCGTCAAGCCAGGCGTGACCACTGATGAACTTGAT 
CGCATTGTGCATGAGTACACCTGCGATATGGGCGCATACCCTTCAGATCTTGGTTACCGG 
GGATTCACCAAGTCCTCATGCATTTCCCTCAATGAGATCGTGTGCCACGGTATTCCTGAT 
TCCACCGTCATTGAAGAGGGCGATATTGTTAACATCGATGTCACCGCGTTCAAGCACGGC 
GTCCACGGCGACTGCAATGCCACCTTCTTAGCGGGTGATGTTTCTGAAGAACACCGCCTG 
CTGGTTGAGCGCACCGAAGAAGCCATGATGCGTTCCATCCGTGCAGCAAAGCCTGGACGT 
GAAATCAACGTCATTGGGCGTGTCATTGAGTCTTACGCCAAGCGTTTTGGCTACAACGTG 
GTCCGCGATTTCACCGGACACGGCATCGGCCCAACTTTCCACAACGGCCTTGTGGTGCTG 
CACTACGACAACACTCAGTACCGCGATCTGCTCGTGCCAGGCATGACCTTGACCATCGAG 
CCAATGATCAACCTTGGTTCCCTCGACTACGAGATCTGGGAAGATGATTGGACTGTCCAA 
AACGTTGACCGTAAGTTCAGCGCGCAGTTCGAGCACACCATTGTCATCACCGAAGACGGC 
AATGAGATCCTCACCCTCCCAGACGATTCCGTC 

>RXA0160 9-downstream 
TAAAAACGCCTAGGCCACAAGCC 



>RXA0162 0-upstream 

CGGCCGAGCAGTAAACTTGCAGGTCAATGCAACTTTTTAACCGTAGAAAGTTATGGCCAA 
AG AC T G GC AAT AGGT T AAG AAC T T G C GT T AGG AT AG C C T A 

>RXA0162 0 

ATGCAATCTATTCGAACGACCTTCAGGTCGCTTTCACGCAGCGCAGTTATCGTGGGTACC 
GTTTTGGCTTTGGGTATCGCAGGATGTTCCACGGCCAGTGATGAAGCCACAAGCACCAGC 
GACGATGTAGCTGTCGGCGGCCGCCTATTTTCTACAGCGGATTCCGCCACCGCCGCTCTG 
GGAAGCGACGCCGAACCAGGCCAATTCCCCCGCACCGTTGTGCATTCACGCGGCGAAACT 
ACCCTTGAGCAGCAGCCACAACGAGTCGTGGTTCTCGACAGCGGTGAAATCGACCAGGTT 
TTGAGCCTCGGCGTGACTCCCGTCGGCATCGCCAGCCCGAAAGACGCCTCCAGCCAGCCC 
GCTTACCTCGAAAATCAGCTGGCAGATGTACAAACTGTGGGCACCACGAGTGAGCTCAAT 
TTCGAAGCCATCGCCGCCCTCAAGCCTGACCTGATTCTGGGCAGCAAGCTGCGCGTCGAC 
GAATCCTACGATCAGCTCTCCCAAATCGCACCAACCGTGCTGAGTATTCGCCCCGGATTC 
CCCTGGAAGGAAAACTTCCTCCTCACCGCCGACGCGCTCGGTCTCGAGGGCAAAGCCGTC 
GAGGTTCTCAACGAGTACCAAACCCATGTCGATGCAGTCCGCGAGACCATCGACGGCAGC 
CCAGAAATCTCACTCGTCCGCTTCATGCCTGGTCGCACCCGCCTGTACGGAAACCTCTCT 
TTCATCGGTGCAATCCTTAAGGACCTGGGGCTTTCTCGCCCAGAGATCCAAAATATCGAC 
GATCTTGCCGTGGAGATCTCCCCCGAAAACATCACCGATGCCAACGGCGACTGGATTTTC 
TACTCCACCTACGGCAAGCCCGAGGCCACCGAGCAGGACAACATTTTGTCCAACGAGCTG 
TGGCACAACCTTCCCCGCCGTCCAAGAAGGTCATGCCCTGGAGGTCAA 

>RXAO 1 62 0 -downs t ream 
TGACGAGAGCTGGTTCATGGGGT 



>RXA0164 0-upstream 

CATGGTGCTGGCGATGGTGGCGCTGATGATCCTTACCAGTGGGCAGTTAAATCCTATGGT 
CTTGATTTTTCCAATGATGATGGGTATGAGCGTCCTGATG 

>RXA0164 0 

ATGTTCGCCCCACCTGAAGGTGACGATACTGATGAGGTTCGGCGCACCTATTTACGTCAC 
CTGGGTGCATTGCGGGCGAAAGCGACAGATCACGCGGCGATGCAGCGCAGGCATGAATGG 
CACAGGCATCCTGATCCAGCAACCTTGTGGTCCACGTTGGGGACTCGGCGGATGTGGGAG 
CGCACCCAAGATGATCAAGATTGTTTGGAAATCCGTTTTGGTTTGGGCGTGACCAGGCTT 
GATCCGGCTATTAACGTGAGTGATTCGGGTGCGCCGGAGGATCTTGATCCGGTATGTGCG 
GTGTCGTTGCGTCACACCATTCGGGATGTGGGGTCGGTGCAGAGCATGCCGGTGTCGGTT 
CAGTTGCAGGCGTTTCGATTCATTGGGCTCAACGGTGCGGGCGCACATGATCTGGCGCGG 
GCGCTGGTTGTGCAGTTGTTGTACCACCACGGACCGGAGGTGGTGGGTATCA7VAGCGATC 
GGGGAGTCGGGTTGGGAGTGGCTGAAATGGGTACCGCACACCCGCGATCCGGAGAAGGCA 
GCCTTTCGGATTTTGCTGGTGGATTCCGTGTTGACCAACGGCACCGAAAGCTTCATTGAT 
GACCCCCAATGGACCACGATCATCAACGTTGGCGCGCAGACCAGCACCGCATTGGGCCAG 
CTGGCAGAGGATGAAGGGCTGCTGTTGCACGTCGATAAGCGTCTGCATGTGGCTACCGCG 
CACGGCGCGGAGGAGCTGGGCACGCCGGATGCGGTTAGCGCTGAGCTTGCGGAGGTTTTT 
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GGCCGCCGTTTGACTGCTTTTCGACGCACAACCACAGCACACGCGGCGAGCTCTGGTGAA 
TTGCTGTCCCTTTTGGGGATTGATGACGTGGAGCATTTAACTCCAGAAACCTTATGGATG 
AACAAGCGCACGCAGCCTAAAACTCGTTTGGCGGTGCCCTTGGGTTTGAACGCGTCCGGT 
CGGCCGATGGTACTGGATCTGAAGGAATCGGCGCACGGCGGAATGGGACCACATGGGCTG 
TGCATCGGCGCTACTGGCAGCGGAAAATCCGAACTTTTAAGAACACTTGTTCTAGGTTTG 
ACGATCACCCATTCGCCTGAGGAATTGAATCTGGTGTTGGTGGATTTTAAAGGTGGCGCC 
ACCTTTTTGGGCTTCGAGCAGCTGCCTCACACGTCCGCGGTGATCACCAACTTGGAGGAA 
GAGCCCGTGCTGGTGGAGCGCATGCATGATGCGATTTCGGGTGAGATGAACCGCAGGCAA 
GAAGCCCTTCGGCAGGCAGGTGGCTGCGCCAATGTGGATGAATACAACCAGCGTGATGGT 
GTGAAACCGATGCCCGCGCTGCTCATTGAGAGCGATGAATTCTCGGAGTTGCTTGGCCAA 
CATCCCGATTTCGCAGACCTATTCGTCGCCGTCGGACGCTTGGGCCGTTCCTTACACATC 
CATTTGTTGCTCGCTAGCCAACGTCTGGAAGAGGGGCGGTTGCGCGGATTGGATTCCCAC 
TTGTCCTACCGGATCGGCTTAAAAACCTTTTCCGCATCCGAATCGCGCCAGGTATTAGGC 
ATCACTGACGCATATCAATTACCCAGCCAACCCGGCGCAGGTTTCCTCAAATCCGACGTC 
GACACCGTCACCCGCTTCCAAGCAAGTTATGTATCCGGCCCCATCATGCGTCGCCATCAC 
CTCGCACCAACGCAGTCCCGGGTGCGCCTTTTTACCAGCTGGGAGGAACCCAAAGAGGAG 
GTGATTGTCGAGCAAAGCACCGAGACGCTTATCGACGCCGTGGTTGCGCGCGCCATCAGC 
GCCGCGAAGTTGCGGGGGTTAAGCGCTCATCGCATCTGGTTGCCACCGTTGCCGGCAGAA 
GTTTCGATTGGTGCTTTGGCTGATGATGTCGGTGAGCTAAGCGCCGTGATCGGGATGATC 
GATAGACCCTATCAACAGCGACAAGATCCATTGCTGATTGATTTTTCTCTCACCGGTGGA 
AGCGGCCACTGGGCTATTTGTGGTGGGCCCGAAACCGGAAAGTCCACGGCATTGCGCAGC 
ATCGTGATCTCCATGGCAGCAACGCATAGCACAGAAAACATCCGCTTTTACGTGCTGGAT 
TTATCTGGAACCTCCCTGGAAAATCTCTCCCGGCTGCCTCATGTTGCAGGCGTGGCAGGA 
CGCAAAGATCCAGAGAAAGTCCGCCGAGTTGTCGATGAAGTACGAGGCCTGATCAACCAC 
CCTGAACAACGCCACACCTTCCTTATTGTGGACGGCTGGCACACCATCACCCAAGAATTC 
GACGAGCTTTTCGACGCCTTCGTAGACATCGCCGCCAACGGCCTTGCCTCGCGGGTGCAT 
TTAGTTTTAAGCACTCAACGCTGGAGTTCCATCCGCCCCGCGGTCCGCGATCTGGTGACT 
GGCAGAATCGAATTGAAACTCGGCGAAGCCATGGATTCGGTGATTGATCGTAAAGCTCAG 
CTTCGGATCCCGTCGAAACCTGGGCGTGGCCTCAACCTGGATAAAGAACACATCCTTATT 
GCTCATGCGTCTGGCCAAGACATCGCCCAGGTATGCGTCATGGCCGATGGGCAAGGATGG 
CAGCAGGTCCCACAATTAAGCGTGCTGCCTGCGCATATCCTGCTTCACGAGCTTGAGCTT 
TCTGCGACACCTGGCATCCCGATTGCACGGGGAGGTGCTGAACTATCCACGCTGACGTGG 
GATCCAGAATCCAGCCGCCACCTTCTAGCTTTTGGTTCTCAAGGTTGTGGCAAATCCTCG 
CTGATCCGCACGATTGTCACGGGTCTGACAATTGTGGGGCGGGAGAAAGCACGCTTGGTA 
TTTTTCGACCTTCGACGCACCCACCTAGGCCTGGTCCCCGAAGACATGTTGGCTGCTTAT 
TGTGCTACTTCCACAGCAGTCCACAACACCATCAAAGACATGGTGGCTACGCTATCCGCC 
AGACTTCCAGGACCTGATATCACCGCCCAAGAACTCCGCGATCGTTCCTGGTGGCAGGGG 
CCCGACATTTATTTAGTTATCGATGATTATGATTTGCTCCCCGCCGGCACCCTG.CACCCG 
CTGCGCGAGATCATCCCGCATGCAAGAGACGTAGGCCTGCACATCGTGCTCACCCGCAAA 
GCCGGTGGCGCCTCGCGTGCGCTCTACGATCCGGTCATGTCCGAGATCAAGGACCAATCA 
CCGCACGTCGTGCTTTTCGACGCCGACCGCGACGAAGGCGCTATCCTAGGCATCAAACCC 
ACAGCACAACCACCAGGACGTGCCACGATGTCCATCCGTGGTGAAAACATCGGTGTTGCA 
CAGATGGCACCGCATAGG 

>RXA0164 0-downstream 

T GAT G AC T CAT GAG C AC C C AAAC 



>RXA01653 

GGAAGTGATCTACAAGCTTCTCGAGGGCTCCTGGAAGACGATGCTGTTCAAAACAATACG 
GAGACGAGTGTCTTTACGGACTCCTCCAAAGTGCACGCCATTAATCATCATGGCAAGTAC 
TTTGATGTGCCGGGCATTGCCATCACTGAGCCGAGTGTGCAGCGTACGCCGGTGATCTAC 
CAGGCGGGTGCATCGCCGCGCGGATTGAAATTCGCTGGTGAGAATGCAGAAGCAGTGTTT 
ATCAATTCCAGCACCGTGGAGGCAATCACCAAGACTGTCGCAAAAATTCGCGCTGCTGCG 
GTCGCTGCGGGACGTGATCCACATGCGGTGAAGATCTTTGCGATGCAAACCATCATCACT 
GGTGAAACAGAAGCAGATGCGCAGGCAAAGCTGGAGGAATACAGTCGCTATATCGATCCT 
GTCGGTGGTCTGACCTTGATGTCTGGATGGACCGGCGCGGATCTGTCGCAGTATGACCTG 
GATGAACCGATCACCAATATTGAGTCAAACGCTATTCAGTCCACTGCAGCCACCATTAGC 
AACGGCACCGGTGAAGGTGCGTGGACGGTACGCAAACTGGGTGAGGCAACCGGCATCGGC 
GGGTTCGGACCAGTGCTTGTGGGATCTGGCGCTAACGTTGCCGCGGAACTTGCACGCATC 
CAGGATCTCAGCGATGTTGATGGTTTCAACCTTGCTTATGCCATCACCCCAGGAACTTTT 
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GAAGATGTCGTGGACTTTGTGGTGCCTGAGCTGCAAAAACTTAGCCGCTACAAGACGGAA 
TACGCGCCGGGTTCCTTGCGCAACAAATTGCTCGGTAAAGGTGATCGCCTGGACGATACC 
CACCGCGGCGCAAGCTACCGCCTAGGCGCTCGGAACTCCACCGCCACTATTGATCTCAGT 
TCCATATCCGCCCAACTAGTTTCCCAGGGAGCCCACTCA 

>RXA0 165 3 -downstream 
TGATCTCACCGCAAACAATCATC 



>RXA01 654 -upstream 

CTTTTGCTGTTATGAAAGTGAACTAAAGATATCTATGCGCAGACCGGTCTCACGCCGCGC 
CATTTTTGCAACATCTGTTTTGGTTGCGGGGGTGAGCATC 

>RXA0165 4 

ATGTCACCTTCGGCCAACGCAGCTGAGGCTCCGGCATCGGAATGGGTGAATACGACAGCG 
ATCGTAGATCAAGCGAATGCTCAGTTGTCGCAGTTTGGCGTGAGTCTTGACCGAAGTGCA 
GCAGAACTTTTTGATGATCAGGCAAACTCCCAAATTGATGCAGCGCTTTCACCGTATGCC 
GATAAGGTTCCAACCTCTGGCGGCCAGGTAGTCGAGCAAAGTCTTCAGGTTGTGGAGCAG 
GAAGTTCAAAAGGCACTGCCCAACTATGAAATCCGTACCGATCTGCAATCCCAGGTGATG 
GGTGCAACTCTAGGAGAGGTGCTGCACCGAGTf CCTGGATCATGGTTTGATGCGCCAGCA 
GTTCCTGAAGAATCCAGGATTGTAGAGGAACAGGGTAAATCCCTGTATGGGCCCGGTACC 
CCGATCTATCTCAACGGAAATTCCATGTGCACGCTTGCGGTGACTGGAACTGATGCAGAT 
GGGCGCAAGATCGGTATCACTGCAGGTCACTGTGGAAAATCGGGCGATGCAGTCCGTTCG 
GCTGACTCCTTCTGGGTCGGCGATACCGGAACAGTGGTGTACAACGCGCCTAACGCTGAC 
TACTCCGTGATCGAGTTCGGTTCCAATGCAGAGTTGAGCAATACCTACAACGGTGTCACC 
GCGAATGCTGTCGGCGGTGGCGTGACTAATGGCCAAGAAGTATGCAAAAACGGAGTTGCT 
ACTGGCTACACCTGTGGTTTGGTGTGGACTGCTGATGAGCGCATGACGATGTCTCAGGTG 
TGTGCGGGTCGTGGTGATTCGGGTGCTCCGCTGATTGCAGATGGTCGTGTGGTTGGTCTT 
GTATCTGGTGGTGTAATTCCTGATTACAACCTGGCATGCGCCACTCCGTTGCAGGGACCT 
TTCTTCATGCCAACGCTGTCAGTGAACATGGATACTGTCCTAACTGATTTGGATTCGCAG 
GATCTTCCCGGTCGAGGTTTTCAGCCAACTGCTGGA 

>RXAO 165 4 -downstream 
TAGAATTTAGAAAATCCGCCGTT 



>RXA01 664 -upstream 

CGGGTTACCAAAGTGAATGGTAGGGGAAGTTTCCGTGTCTTATACCGGTTAGGTTTTGCC 
CGCGCTGCGCTTGGTCACATTAACGCCTAGGCTCGGGGCT 

>RXA01664 

ATGACCGTGTTGATTTCTCCGTCCACCCTTGCTGAATCAATCCACGCTGGTAAGAAACAA 
ACTGTTCTCGCTGCTTTCTGGGCTCCAATTGAAGGAGCAGGCCGCACAGTTTTCTGCTCT 
GAGCACATCCCAACTTCCATTTTCTGCGACCCTGCCCTTGAGCTTT.CCGGAGTTCCTTCC 
TCTGAAGATGGCCGCAACCCACTGCCACCGCTGAATGTGTTGGCACGTTCTTTCAGGACC 
TGGGGTTTGAATACCGATCGTGAAATCGTGTTTTACGATCAGGGACGTGGCCTTTTTGCT 
GCACGCGCCTGGTGGATCCTCCGATGGGCGGGCATGCCCAACGTTCGCATCCTTGACGGT 
GGTTTCCAGAAGTGGGAAGACCATGAGCTGGGACACGCTGGCGGGCCTGGAAACTTCCCG 
CACTTTTGCAATGTGCGTCCCAACCCAGGTCAGCTGTCGGTAGCGACCATCGAAGATGTC 
AAGGCACATCAGGGCATTTTGATTGATTCTCGCGATGAACAACGATTTGCGGGTCGCAGT 
GAAAAGCTCGATCTGAAAGCCGGACACATTCCAGGCGCTATCAACATCAACGCTAAATCT 
TTGCTGGAAGATGATTTCACCTTCAAATCACCAGAAGAAATCCGCCAGATTTTTGCGGAC 
AAGGGGGTAACCAGCGGAGAGAACGTCATCGTTTATTCCGGTTCCGGTAACCACTCGTCC 
CAGTTGCTGGCTGGCATGGAGCACGCGGGGCTAACCGGTGCGAGCCATTATTTTGCTGGT 
TGGTCACAGTGGAGCGCTAACCCCGAGAATCCTATCGAGGCC 

>RXA0 16 64 -downstream 
TAAAATCGTGGCTTGAGTACGCA 



>RXA0 16 68 -upstream 
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ATAGATATTAGAGAGTTAAATAATGGCGCTTGACCTGCAGGAAATTGAGATCAACACTGA 
TTGTGTAGGTTGGCGCCCAACAAAGAAAGGGCGTTGAAAG 

>RXA01668 

ATGAGTTCATTCAATCCAACTACCAAAACCAATGAAGCCATGCAGGCTGCTCTTCAGCAG 
GCATCCTCGGCTGGCAACCCTGATATTCGTCCAGCTCACCTGTTGGCTGCCATCTTGGAG 
CAAACTGATGGCGTAGCAGCGCCAGTCCTCATGGCTACTGGTGTGGATCCTAAGGAGATC 
CTCGCAGAGGCCAAGAAGTTGGTTGCTTCTTACCCCAAGGCTTCTGGCGCCAATATGGCT 
AATCCAAACTTCAACCGGGATGCCCTCAATGCGTTCACTGCAGCTCAGGAGCTTGCCGGT 
GAGTTGGGCGATGAGTACGTCTCAACCGAAGTACTTCTTGCCGGTATCGCTCGCGGAAAG 
TCTGATGCTGCGGATCTGTTGACCAACAAGGGTGCAACCTATGACGCCATCAAAGAGGCT 
TTCCCTTCGGTTCGTGGATCTCAGCGTGTCACCACTCAGGATCCAGAGGGACAGTTCCAG 
GCTTTGGAAAAGTACTCCACTGACCTGACCAAGCTTGCTCGTGAAGGCAAGATTGATCCT 
GTTATTGGCCGTGACCAGGAAATTCGTCGCGTCGTTCAGGTGCTTAGCCGTCGTACCAAG 
AACAACCCTGTTCTGATCGGTGAGCCAGGTGTCGGTAAAACCGCCATCGTGGAAGGCCTT 
GCACGCCGCATCGTTGCTGGTGACGTTCCAGAATCCCTCAAGGGCAAAACTCTGATCAGT 
CTTGATCTTGGTTCCATGGTTGCCGGCGCTAAGTATCGCGGTGAATTCGAGGAGCGACTG 
AAGGCTGTTCTGGATGAGATCAAGGGAGCTAACGGCGAAGTCGTTACCTTCATCGATGAG 
CTGCACACCATCGTCGGCGCTGGTGCTTCGGGTGAATCCGCCATGGATGCCGGAAACATG 
ATTAAGCCACTGCTTGCCCGCGGTGAGCTGCGCTTGGTT.GGTGCCACCACGCTGAATGAG 
TACCGCAAGTACATCGAAAAGGACGCTGCCCTGGAGCGTAGGTTCCAGCAGGTTTATGTC 
GGTGAGCCAACGGTAGAAGATGCCATCGGTAT-TCTTCGTGGATTGAAGGAACGCTACGAG 
GTCCATCACGGTGTCCGCATCCAGGACTCCGCACTGGTCGCCGCAGCTGAACTCTCAAAC 
CGCTATATCACCAGCCGTTTCCTTCCTGATAAGGCTATTGACTTAGTTGATGAGGCAGCA 
TCACGCCTGCGCATGGAGATTGATTCTTCACCTCAGGAAATCGATGAGCTGGAGCGTATC 
GTCCGCCGCCTCGAGATCGAAGAGATGGCGCTGTCCAAGGAATCCGATGCAGCTTCCAAG 
GAACGTCTAGAAAAGCTGCGCTCGGAACTTGCTGATGAACGCGAAAAGCTCTCTGAGTTG 
AAGGCTCGTTGGCAGAATGAGAAAACTGCTATTGACGATGTCCGGGAGATGAAAGAAGAG 
CTGGAAGCGCTGCGTTCTGAGTCGGATATTGCAAAACGTGACGGCAATTATTGTCGTGTC 
GCAAAGCTTCGCTACGGCCGAATCCCTGAGCTGGAAAAGCAGATCGAGGATGCAGAATCC 
AAGGTCGAGGTCAATGAAAATGCCATGCTCACTGAGGAGGTCACGCCAGACACGATCGCC 
GATGTGGTTTCCGCATGGACGGGCATTCCTGCAGGCAAGATGATGCAGGGTGAGACCGAG 
AAGCTGCTCAACATGGAGCGCGTCTTGGGCAACCCG 



>RXA01691-upstream 

AAAACCTTAAGTTGGGTGGTTAAACCCACTAAGGTCTCACTTTATGGATGTGCCAGGTCA 
C ACC AAAAAAT C T C AAG AAAACT C AC AT T AAAGG AC AGT A 

>RXA01691 

ATGGCGTCACAACAGATCCGCTATCCATTCTCCGCGGTTGTGGGACAAGACGAGCTTCGG 
CTTGCGTTGATCCTCACTGCGATTTCCCCACGCATTGGTGGCG.TGGTGATTCGAGGTGAG 
AAGGGTACAGCGAAAACTACCACTGTGCGTGCTTTTGCTGGTCTTTTAGGTGATGCCCCT 
TTGGTGAACTTGCCTCTCGGATCCACGGAGGATCGTG.TGGTGGGTTCCCTCAACATGGAA 
ACTGTGTTGACCACCGGCCGTGCGGAATATCAGCCAGGTTTGCTCGCGCAGGCTGATGGC 
GGTGTGCTGTATGTCGATGAGGTCAACCTCTTGGCGGATCACCTGGTGGATGCTCTGCTC 
GATGCAGCTGCAAGCGGTCGCGTCAGCATTGAGCGTGACGGTATTTCGCATTCTTCACCA 
GCAAACTTTGTGTTGGTGGGCACCATGAATCCGGAGGAAGGCGAGCTGCGCCCGCAGCTG 
CTGGACCGTTTCGGTTTGGCTGTGGACGTTGCTGCGTCTACGAACCCTGAGGT.GCGCGTG 
GAGATCATTCGCCGCCGGCTTGATTTT 



>RXA0 17 2 8 -ups t r earn 

GAATCGCCGGACCTTGAAATGGACCCGGTTTCCAGAAGACGTGCTTCCTTTGTGGGTTGC 
GGAAAGTGATTTTGGCACCTGCCCGCAGTTGAAGGAAGCT 

>RXA0172 8 

ATGGCAGATGCCGTTGAGCGCGAGGTCTTCGGATACCCACCAGATGCTACTGGGTTGAAT 
GATGCGTTGACTGGATTCTACGAGCGTCGCTATGGGTTTGGCCCAAATCCGGAAAGTGTT 
TTCGCCATTCCGGATGTGGTTCGTGGCCTGAAGCTTGCCATTGAGCATTTCACTAAGCCT 
GGTTCGGCGATCATTGTGCCGTTGCCTGCATACCCTCCTTTCATTGAGTTGCCTAAGGTG 
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ACTGGTCGTCAGGCGATCTACATTGATGCGCATGAGTACGATTTGAAGGAAATTGAGAAG 
GCCTTCGCTGACGGTGCGGGATCACTGTTGTTCTGCAATCCACACAACCCACTGGGCACG 
GTCTTTTCTGAAGAGTACATCCGCGAGCTCACCGATATTGCGGCGAAGTACGATGCCCGC 
ATCATCGTCGATGAGATCCACGCGCCACTGGTTTATGAAGGCACCCATGTGGTTGCTGCT 
GGTGTTTCTGAGAACGCTGCAAACACTTGCATCACCATCACCGCAACTTCTAAGGCGTGG 
AACACTGCTGGTTTGAAGTGTGCTCAGATCTTCTTCAGTAATGAAGCCGATGTGAAGGCC 
TGGAAGAATTTGTCGGATATTACCCGTGACGGTGTGTCCATCCTTGGATTGATCGCTGCG 
GAGACAGTGTACAACGAGGGCGAAGAATTCCTTGATGAGTCAATTCAGATTCTCAAGGAC 
AACCGTGACTTTGCGGCTGCTGAACTGGAAAAGCTTGGCGTGAAGGTCTACGCACCGGAC 
TCCACTTATTTGATGTGGTTGGACTTCGCTGGCACCAAGATCGAAGAGGCGCCTTCTAAA 
ATTCTTCGTGAGGAGGGTAAGGTCATGCTGAATGATGGCGCAGCTTTTGGTGGTTTCACC 
ACCTGCGCTCGTCTTAATTTTGCGTGTTCCAGAGAGACCCTTGAGGAGGGGCTGCGCCGT 
ATCGCCAGCGTGTTG 

>RXA0 17 2 8 -downstream 

T AAAT AAT G AG T AAAAAG T C T G T 



>RXA017 95-upstream 

AGACCATATTGAAGACCTCGAAGCTGTTGAGCCTGGCTACATCGTCAAGCCTCGCCTGTA 
CAACTTCGCTGAATACGGTGTCCCACAATTCCGCGAACGT 

>RXA017 95 

■GTGCTCATTGTTGGCATTCGCCGTGACACCGGCTTTGATTTCAAGCACCCAGCTCCTACC 
CATGGCCCTCGCGGTGACATGCCGTATAAGACTGCCGGCGAAGCGCTCAAAGGCGTGAAG 
GATGTCCCCACAAACAACAACCACATGAAGATCATGCCTCGCACCGTTGAAGTGCTTAAG 
CGCATCCCTGAGGGCGAAAACTTCACCGCGATCCCCAAAGATGACCCCTACTACGTCAAG 
GGCATGATTAGTCACGTTTACCGTCGCTTGCACCGTGATGAGCCATCCAAAACCCTTATC 
GCCGGTGGCGGCGGGGGTACATGGGGATACCATTATGAAAAAAATCGAGCATTGACCAAC 
CGCGAGCGGGCTAGAATTCAATCGTTCCCCGATGACTTTGAGTTTTTGGGATCAAACACC 
CAAGTCCGCCGCCAA 



>RXA0 18 02 -upstream 

GGAAT-TCTGGACAAAAGTGTTCACTACGTTAGACATGAGAACCAGTGTGGCACATCACAG 
GAAATCTTCGCGGGTGTTTAGACAACCCGGATGTGACAGA 

>RXA018 02 

ATGGGCGATCAAGACATAATCGGAAAGGAATCCAAACAAATGGACTTTCGCCTCGTCGCG 
AC AG AC AT G G AC G G C AC AC T T T T AAAC AC C C AC C AC G AAG T C C C AG AG AAA T TTTGGGAC 
ATCCTGGAACAAATGCGTGCCAAAGGAATCGCCTTCGCACCAGCCAGCGGCCGTCAATTA 
G C C AC C T T G C AAAAAC AA T T C G GG C AC G C G G G T G AAC C CAT T.T.C T-T AC AT C G C AG AAAAC 
G G C AC C G T GG TAG T C C AC G AC GG C G AAAT TAT C T C C C T G AC C AC CAT C G AC T C C G AC AC C 
1 GTACACTCCATCATCGATGCCGTGCGCGCATCCGACATCGATATGGGAGTAGTGGTCTGC 
CGACCAGAACGCGCCTACGTCGAACGCAACGACGAAGCTTTCCGCGCCGAAGGCCTGAAA 
TACT ACGTCTCCATCGAGGAAGTCCAAGACCTCCACGAAGCAGTCAACAATGAAGT AAT C 
AAGGTAGCGATCTTTACATTCCAAGATGCCGAAAAGGACTGTGCCCCCATCATCCGCGCA 
GCCTCCCCCAACGCCAACGTTGTTGTCTCCGGCCAGCACTGGGTCGATGTCATGGATCCT 
TCAGCCAACAAGGGCCAAGCTTTGGCTGCTCTCCGCGATGCCCTCGGATTGGAAGAATCC 
CAAACTCTCGTGTTTGGCGACTACCTCAACGACACTGAATTGATCAAGGCCGCCGGCAAG 
TCTTACGCCATGTCCAATGCCCACCCGGACATTTTGGAATTGGCCGACGAAATTGCACCA 
TCCAACATTGAAGAGGGCGTTATTGTGGTGCTGGAGAAGTTGCTTAACGGT 

>RXA018 02-downstream 
TAACGATTGCAGGCAGCAGGTTC 



>RXA018 28-upstream 

CATCCCTGATGGCTAACTACATTCTGATGGCCATCATCTTGCGTATTTCTGACAGTGCCC 
GCCGACCTGTCATGTCCAAGCAAGCATCGGAGGTGGCTGC 
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>RXA01828 

GTGAACCGCTCGATTCGAATCACATCCCTCTTCTCTTTGCTCCTGATCTTGGTGCTCGTA 
GCAAACCTCACCTGGATTCAGGCTTTTAGGGACGATGATCTTGCTCAGAACCCACTGAAC 
GCACGTGGTTTCCTGGAGGCGAAGTCCACTCCGCGTGGACAGATTTCAACTGGTGGCCAA 
GTACTCGCAGAGTCCTCCCAGGACGATCAGGGTTTTTACCAGCGCAGCTACATCACCAAC 
CCGACTGCCTACGCACCGGTGGTTGGTTACCTCTCTGATGTTTATGGAGCAGCTGGCCTG 
GAATTGGGATACAACTCTATCCTCAACGGCAGTGACTCTTCCCTGTTTACCTCCCAGTGG 
CTGGATGTCATTTCTGGCAGCCCTACCCATGGCGCAAACATTGAGCTGACCTTGGATCCC 
AATGCGCAGCAAACTGCTTATGAACAGCTGAGCCAAAGCGGCTACGAGGGTGCTGTGGTG 
GCGCTTCGCCCAAGCACTGGTGAGGTGCTGGCCATGGCGTCATCGCCAAGCTATGACCCC 
AACCAGATCGTGGATCCAGCAACCGCAGAGGACGCTTGGGCTGAGTACACCTCCACTGAA 
GGTGCACCGCTGCTCAACCATGCAACGCAGGAATCACTGCCTCCTGGATCTATTTTCAAG 
ATCATCACTACTGCGGCAGCTTTGGAAAACGGCTACTCTGCTGATTCCACCGTGACTGCA 
GAGGCAGCAGTGACCCTGCCTGGCACCAACACCACCTTGACCAACTACGGCGGTCAGACA 
TGTGCGGGCGGTGGCACCACTACCCTGCTCACCGCTTTCCAGCTCTCCTGCAATACTGCG 
TTTGTGGAGACCGGCATTGATGTTGGCGCGGATGCTTTGCGCGCGTCTGCCGAGGACTTC 
GGAGTGGGACAAACCTACAGCTTGGGACTAGATAACGTTCCTGGCGGCTTGGGTGAAATC 
CCCGACGATGCCGCCCTTGGACAATCCAGCATTGGCCAGCGCGACGTGCAAATGAACGTG 
■CTGCAGGCCGCTGTCATGGCAGGAACCG-TATCCAACGGTGGCGTACGCATGGAACCATAT 
TTGGTATCCCGCGTCACCGGTCAGGACCTGAGCGAACTGAGCACCCACAAGCCGAAATCA 
GTTGGTGGAGTCGAGCCAGAAATTGCAGAACAGTTGAAGACTTTGATGGAAGCCTCAGAG 
CGCAATACTTCGGGCTACACCGGAATTCAGATCGCTTCCAAGACTGGTAGCGCGGAACAT 
GGTGATGAAAACACACCACCACACACCTGGTACGTGGCATTCAACAACGACATTGCTGTT 
GCTGTGTTGGTGAAAGACGGCGGTGGATTTGGCACCAGTGCAACTGGTGGTCAGGTCGCA 
GCCCCAATTGGCCGAGCTGTGCTTCAGGCAGCCGGAGGATTT 

>RXA0 18 28 -downstream 

T AAAAT AT GAG T C AAG AAG AC AT 



>RXA018 2 9-upstream 

TGCAACGGCTGGCTGCTCAAGCTTTGCCAGTGTGCGTGAACTTAGAAGTAACAACCGGTG 
GCGATAGAAACGAACCCGGAGTCAATTGTAGGGAGGTCTC 

>RXA018 2 9 

ATGAACACGCTTGAACGATTAAAGCTTCGTCGCACGGAAATGTGGCTGCTGATACTTGCC 
ACACTCGTTGTGTCGATCATGTTCATCAGCCTCGAGCTGGCCATGGGCAATGAGTTGGGT 
ACCCATATTTTGATGCTGATGGGCGGATATATCGGTATCTTCATCGTCGCGCACCTAGCC 
ATGGCATGGGTGGCGCCGTTTGCTGATCAAATCATGCTGCCTGTGGTGGCGGTGCTCAAT 
GGCATTGGTTTGGTGATGATTTATCGCCTTGATGAGGCCACGGGCTACAGCACGGTCAAT 
AGCCAATTGATGTGGACGGTTGTTGGCGTCACGCTGATGGTGGCTGTGTTGTTGCTGTTG 
'CGTGATTACAAGTCGCTTTCGCGTTATTCCTACCTCCTCGGTGTGGTGGGCATCGTGCTG 
CTGGCGCTGCCTCTCGTGTGGCCGCAGCCAGGCGGCGTGGAAGCCCGCATCTGGATTTGG 
CTTGGACCTTTCT.CCATCCAGCCAGGTGAGTTCTCCAAGATTTTGCTGCTGCTGTTCTTT 
'GCTCAGCTGCTAGCCACCAAGCGTGCTTTGTTTACTGTTGCGGGCTACCGTTTCCTCGGC 
ATGGATTTCCCTCGTTTGCGTGACCTCGCGCCGATTCTTGTGGTGTGGGCGTTGGCTATT 
TTGATCATGGCTGGCGCCAACGACTTCGGTCCTGCACTGCTGCTTTTCACTACCGTTTTG 
GCCATGGTGTACCTGGCTACCGGCCGTGGTTCCTGGCTGTTGATTGGTGCTGTGTTGGTG 
GCTGTCGGCGCGTTCACGGTGTACCAAGTTTCAAGCAAGATTCAGGAACGCGTGCAAAAC 
TTCGTGGATCCTGTGGCCCACTATGACACCACCGGTTACCAGCTGTCCCAGTCCTTGTTT 
GGCATGAGTTGGGGCGGAATCACCGGCACCGGCATTGGTCAGGGTTACCCCAACATGATC 
CCTGTCGTGCACTCGGACTTCATTCTCGCAGCCATTGGTGAGGAGCTTGGTCTGATTGGC 
CTGGCGGCCATCATCGTGCTGTTTGGTGTGTTTGTCACCCGCGGTATGCGCACCGCTACC 
CTGGCTCGTGACAGCTACGGAAAGCTCGTGGCATCTGGTCTGTCGATGACCATCATGATC 
CAGATTTTCGTCGTCGTGGCAGGTATTTCTTCACTGATGCCCATGACAGGTTTGACCACT 
CCGTTTATGTCCCAGGGTGGTTCATCCCTGATGGCTAACTACATTCTGATGGCCATCATC 
TTGCGTATTTCTGACAGTGCCCGCCGACCTGTCATGTCCAAGCAAGCATCGGAGGTGGCT 
GCG 

>RXA0182 9-downstream 
TGAACCGCTCGATTCGAATCACA 
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>RXA018 38 

CAGCACCTCTCCGGCGGCCGTGTTGACCTTATGATGGGCCGTGGCAACACCGGACCCGTT 
TACCCATGGTTTGGCAAAGACATCCACCAAGGCATCCCACTAGCGATTGAAAACTACCAC 
CTCCTGCGCCGCCTCTGGCGCGAAGACGTAGTCAACTGGCAGGGCAAATTCCGCACACCG 
TTGCAGGGATACACCTCTACCCCAGCACCATTAGACGGCGTTGCACCATTCGTCTGGCAC 
GGCTCCATCCGCTCCACCGAAATCGCAGAGCAAGCAGCCTTCTATGGCGACGGCTTCTTC 
CACAACAACATCTTCTGGAACAAAGAGCACACCGCCCAAATGGTCAACCTCTACCGCCAG 
CGTTTCGAACACTACGGACACGGCCAAGCAGACCAGGCCATCGTGGGACTCGGTGGCCAA 
GTCTTCATCGGCGATTCTGAAGAAGAAGCAAAGAAGACCTTCCGCCCCTACTTCGACAAC 
GCCCCTGTCTACGGACACGGACCATCACTTGAAGATTTCTCCCGCCTGACCCCACTAACC 
GTCGGTACCGCTGAGCAAGTTATCGAACGCACCATGGAATTCGCCGACTGGGTAGGCGAT 
TACCAGCGCCAGCTCTTCCTCATCGACCACGCCGGCCTGCCACTAGAAATGGTCCTTGAT 
CAGATCGAACGCCTCGGCCACGATGTCGTCCCAGAGGTACGCCGCCGCATGGAGGAGCGT 
CGCCCAGACCACGTTCCCTCCAACCCACCAACCCACCAGAGCCTGAAGGCCAACCGAAAC 
AGC C C T T AC T T T C AG AT C AAC C C T G G T C AG C C AAC T GAG 

>RXA0 18 38 -downstream 
TAGTTTTTCTGAAACTAAGGAGA 



>RXA018 4 8-upstream 

CTGCAAGGAACTGCGCAGGCGAAGGCGCAGACTACTGGAAAGGTAGGTACTGCCGGATCC 
GGCGACCCCTTTCGCTCCTAGGCATTTGCGCCTGGCGTCC 

>RXA0 18 4 8 

ATGGGGGAGGAGGACTCCACCCCAGGTAGGCGTTCCAAGGCGTATTCGCGCCAGGGCGCT 
GATGTCCGCCCCATGAAGGGTGGACACGGCATCAACTTAGTGGGCACGCTCATGGCGGCT 
ACGGAACGCGGCGCCAACATTGTTGAAGGCGTGGTCGATTTCCGGCCCACGGACCTGCGG 
GGTTCGCTGCGCCGTGGGCGCGAAGCCAACCTCATCGTGTTCGTCGTCGACACATCGGGG 
TCGATGGCTGCGCGTTCCAGGGTGCGTGCGGTCACCGGGACTATTACCTCTATGCTTAAC 
GACGCCTACCAGCGCCGCGACAAGGTTGCGGTTATCGCGGTCAACGGCAACAAGCCGACA 
CTGGTGTTGAATCCAACAAATTCTGTGGAGCAAGCTCAGCAGAAATTAAAGGATATGCCG 
ATGGGTGGTCGCACTCCACTGGCAGAGGGGCTGCTCATGGCCAAGGATCTCATGGCAAGG 
GAACTCCGAAAGGAACCCGGCCGACGCGCGATCCTCATGGTGATGACCGATGGCCAAGAC 
ACCTCCGATGCCGGCGAAGCAGGCATTGCCACCGCGGCGGAAACAGTGGTGAAATCACGA 
CTGTCCGGCAACGTGGTCATCGACTGCGAAGGCCGACTCAAAGTGCGCAAAGAGCGCGCC 
GGGGTGTTGGCTGAAATGCTCGGTGGTGTGTGCGTGAGATTGCGTGATCTTAACTCCGAG 
CACATCAAAATGGTGATTAACGCC 

>RXA018 4 8-downstream 
TAGACAACCAGAGTGAGGGTTTC 



>RXA0184 9 ; 

CTGCCTGGTGTGGAGCTGCCGGATCTGATCTTGTCGCAGATTGCGTGGTTGTGTGCACGT 

ATTGAAGTCGACGGTATGCGCGCTGACCTGGTGATCACGCGTACCGCACTTGCTCACGCC 

GCGTGGGCTGGACGCACTGTGGTTACGGAAGAAGACGTGGAGATCGCAGCTCGCCTAGCG 

TTGCCGCACCGCCGTCGCCGTAATCCTTTCGATGCTCCAGAAATGGAGGAGCGCAAGCTT 

C AG G AAAC C C T G C AG G AAG C T C G G G AC T T C T T C AAAG AC AAT G AAG AT AAAG G AC C T G C C 

GCCAAGATCACCGATGAGGAAACCGGTGCAGAGGCCTTTACCGATACCGACAATCCCACC 

GAGGAAGACGGTCTGCAAGGAACTGCGCAGGCGAAGGCGCAGACTACTGGAAAGGTAGGT 

ACTGCCGGATCCGGCGACCCCTTTCGCTCC 

>RXAO 1 8 4 9-downstream 
TAGGCATTTGCGCCTGGCGTCCA 



>RXA0 18 68 -upstream 

ATGCGGATCTGAACAGGCTGTCTGTTGCTAACTCATCGTTTTCGCAGCTGCTCTCGGCGA 
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ACTGGACCGTGAAGGCGTTGGCGCGCCAGTAGGTTTCTGG 
>RXA01868 

GTGGAGAAGGATTCTTCCTCCAACGAATCCGTCGCCTATGTCATCCAGTCCGGCCTCGGC 
CTGCCCGATGAGGCTTATTACCGCGAGGAGGCACACGCCGAAACTCTCGCGGCCTACAAA 
GAGCACGTTGAGCGCATGCTCGGCTACTTGGATAACAGCCGCCTCTTCGGTCTGTCGGCT 
GCTTCCGCTGCCGCACGAATTGTCGCCCTGGAAACGGT^AATCGCTGCTGGCCACTGGGAT 
GTCGTGAAGACCCGCGACGCCGTAGCCACCTACAACCCCACCGAACTCGGCGCGCTGCCA 
CCAAAGGTCCGCACGCTGCTCAGTTCCGCAGGCCTCCCGGACCAGCGCCTGGTATCGATG 
ATGCCGTCATACCTCGACCACCTCAACGGCTTGCTTGTCGACGACCGCCTCCCCGATTGG 
CAGCTATGGGCAACCTGGCACATCTTGAGGTCTCGAGCAGGACTGTTGACCGAGGAAATT 
AGCCAAGCAAACTTCGACTTCTATGGCACCAAACTGTCCGGCGCCACCGAGCAAAAAGAT 
CGATGGAAGCGTGCTGTCGGCCTGGCAGAGCGCATGGTGGGCGAGGAAATCGGGCAACGA 
TTCGTCGAAAGGCATTTTCCTGCAAGCTCCAAGGAGCACATGCTTGAGCTCGTCGACTAC 
CTGGTTGCCGCCTACCGTGATCGCATTTCCAACCTCGAATGGATGACGCCCGCCACCCGC 
GAGCGTGCCCTGGAAAAGTTGGGCAAATTCAACGCGAAAATCGGCTACCCCGACAAGTGG 
CGCTCCTACGAAGGCCTCGAATTCGGCTCCGACCTGGTGGACAACTCCCGCAAGGGCTCC 
GCGTTCCTCCATGACTATGAGCTGGGCAAGATCGGCAAACCAGCCGACCGCGACGAATGG 
GTCACCACCCCACAAACCGTCAACGCCTTCTACAACCCCGTGGTCAACGACATCACCTTC 
CCCGCAGCCATCCTGCGCGCACCATTCTTCGACCCCGAAGCAGAAGCCGCAGAAAACTTC 
GGTGCAATCGGTGCTGTGATCGGACACGAAATCGGCCACGGCTTTGACGATCAAGGCAGC 
CAATACGACGGCGACGGCAACCTCAACTCCTGGTGGACCGACGAAGACCGCTCCGCATTC 
GAGCAGCTCACCTCACGTCTGGTCACCCAATTCAGCGGACTCGTCCCTGCCGTCCTGACC 
TCTGAAGGAATCGACACCGACGGCGTCAACGGTGAATTCACTCTCGGCGAAAACATCGGT 
GACCTCGGCGGATTGGGCATCGCTGTCGTTGCCTACGAAAAGTACCTCGCAGACCGTGGC 
CAAACCTTTGAAACCTCACCAGTCCAAAT^ATTCGAAGCAGAAGGCGCCGAGGAAGGCCTG 
GCCGAGCAAGAATTCAACGGTCTCCAACGCCTCTTCCTGTCCTGGGCTCGCGTGTGGCGC 
ACCAAAATCCGCCCACAGATGGCCGTCCAATACCTGGCCATCGACCCACACTCCCCTGCA 
GAATTCCGCTGCAATGTCATCGCCGGAAACGTCGCTGAATTCTACGAAGCATTCGACGTC 
CCCGAAGATGCACCTGTGTACATCAAGCCAGAAGAGCGCCTAGCTATCTGG 

>RXA018 68-downstream 
TAGTTGTTAGTTGGTATTGAAAA 



>RXA018 69-upstream 

TGACAGGCTACCTTCTGGGGTGGACATGATCCCCAACGCTCAACCCACTTGTGGCACCAA 
CCACAAACCCTGTGGCGGTAAATCCCCTAGAGTAGGCCAC 

>RXA018 69 

ATGAAGGATCTTTATCGCTTTGTCAATGGCCTGTGGCTTGACACCCACATCATTCCCGAC 
GATCGCGCGGTGGACGGCACGTTCCACAAGCTGCGCGATGATGCTGAAGAAGACGTCCAT 
GAGATCGTCAAGGAAGACACTGGACGCGCAGGCACACTTTATGCCTCATTTATGGATACT 
GACGCCATCAACGCTGCTGGTGTTGCACCGCTCGAT.GCGGATCTGAACAGGCTGTCTGTT 
GCTAACTCATCGTTTTCGCAGCTGCTCTCGGCGAACTGGACCGTGAAGGCGTTGGCGCGC 
CAG 

>RXA018 69-downstream 
TAGGTTTCTGGGTGGAGAAGGAT 



>RXA018 85-upstream 

GTGGCGTCGCAGGGATGTTCCTGCGGCACCATTTTTGCTGAGGTGGAACTCACGGATTAA 
ACACGGATTTTTCTAAGGTTAATCAAGTAAGGTTTACCTT 

>RXA01885 

ATGACTACGAAACCTATCATCCCAGAATCAACCCACTCCGCAGAACGTGCTGGTGGACAT 
TGGATCCTTGCCAGGCTTGGAAAGAAAGTGCTGCGCCCTGGAGGTCGTGAAACAACGCAG 
TTCCTGCTGGAGAACCTTTCTTTGACCGGTGCTACCGTGGTGGAATTTGCTCCAGGACTT 
GGCGTGACTGCACGTGACATCCTTGGCAAGGGTCCGGCTCGCTACATCGGAGTGGATAGC 
GACGCGGATGCATGCGCGAATGTACGTGCGATCTTACCTGCTGGTCCTCACGAGGTGCGC 
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AATACAAATGCCACCGATACTGGCCTTGAAAGCGACTCGTTTGATGTTGTCATCGGCGAA 
GCGATGTTGACCATGCAGACCGATAAGCACAAGTTGGAGCTGATGCGCGAGGCAGCTCGA 
ATTCTGAAACCAGGCGGGCTGTACGGCATTCACGAGCTGTCGCTGGTGCCTGACAATGTC 
TCCACTGCGGTGAAAGAGGATATTGCTAAGGCGCTGGCTCGTTCCATCAAAGTCAATGCC 
CGCCCCATCACGGTGCCGGAATGGGCTGCGTTGGCGCGTGAGGCAGGGTTCGATGTGATT 
AATATTCGCCAAGCCGACATGGCCCTTCTATCCCTCAAGCGGAACCTGAAGGATGAAGGG 
CTAAAAGGTGTCTTCACGATTGTGAGGAACGTGATTAGCCAACCGGATCTGCGCAAGCGA 
GTGCTCGGAATGCGAAAGACTTTCACCGAGCATAAAGATCACTTAGGTGCGGTTGGCATC 
AT T T T G C AG AAG AG AG C C C AA 

>RXA01885-downstream 
TAGGGATCTGAAATGGAGGGGTG 



>RXAO 191 4 -upstream 

GGTTTTGAGGAATGGCTAGGCTTGTTAAAAGTTAGTTTCAATTTGATGCCTCCCCCAACC 
AAAGCGGAGACACAACTTCAACGAGAGGACTCAGCTTTCA 

>RXA01914 

ATGGCGAAAAATGCCTACAGCACAACAGCACCAACCAAGGTGTCCAAGGATGCCACTCTT 
CCAGTTCGTGGAACGGTCGCTGAACTCAAGCTCGAAAAGAAGT.TGCCAAAGAAGATTGAT 
GCCATCATCGTCGCGATTTTTGAAGGCGAAGATTCCATCGAACTCGCCGGCGGCGAAATC 
CTCGATTTCATCTTCAGTACCGAGCAGCAGGCCGACATCCTCACTCAGCTCGAAGCTGTC 
GGCGCAAAGGCCACCGCAAACAGCATCACCCGCGTCCCAGGCACCGACGTTGCGCCTGTC 
ATTGCGGTTGGTTTGGGCAAGGCTGATTTGCTTGACGACGAGACCCTCCGCCGCGCTTCC 
GGCACGGCGGCCCGCTCCCTCGGTGGTTTTGAAAATGTCGCCACCACCATTGGCGATTTG 
GGACTT 



>RXA0 191 8 -upstream 

TTGGTACGGGGGTTAACAACCTAGCTTTGTATCTGAAGGCTTCGGAGATTTCCTGTATAC 
ATCAACAATTGCCCTTTAACCAGGAGTATTCTTAGCTTCT 

>RXA01918 

ATGACTCCTGATCTTGCAGCTTTTCTGGACAAACTTTATGCCGAGGGGCAGGAATTTGAT 
GCAGAGCAACCGGATCGGCTTGATCGCAGGAGAAACCTTGAATCTGAAAGCGCTGCGCTA 
CTTCGCTCGCTCATCTACGGAATTAGTCCAAAGTCAGTTCTCGAGCTAGGCACATCCAAT 
GGTTACTCGACTATTTGGATGGCAGATGTCGTGAATTTAACAACAGTAGACAATGATCCT 
GAGCGGTCTTTGGATGCTGCAGCAAACCTTCGCGCCGCTGGAGTTGAAGAAAAAGTTCAA 
CGAATCGTCGCCGATGGAGCAACCGTACTTGCCGATTCCGCCGATGAACAATGGGATTTC 
ATTTTCCTTGATGCCGAACAATCACTCTATGTAAATTGGTGGCCTGACCTGCAA 

>RXA0 1918 -downstream 
TGAGTTCTAGCAAATGGCGGCTT 



>RXA0 1932 -upstream 

TTTCTAACCTGCATCCAAGCCTAGGTGGAATTGAGATGACGCGTCGTAGAGATCGAAAAC 
TCAACCAAATTTCTTGCCTAAGGCTTCTAGGATTGTCGTT 

>RXA01932 

ATGCTCCTTCACCCAGATGCGCAGTTTTATATCGATACCTTGCCCACTCTCAGCGCGGAG 
GAGCAGGTGAGTTTTGGTAAAGACGCTCCTGTTTCAGAGGCTGATGCAACCCATGTGGCG 
ACAGATCAAGATATTGCTGGGGTGCCGGTGAGGGTTTATACGCCTTTATCTGGGGCTGGG 
GATTTGCCGTGTTTGGTGTACTTCCACGGCGGTGGCTGGTCCGGCGGCACCCTCAACATG 
ATCGATGCCACGGTTCACTCTCTAGTGGTTGGCCTGCCGATCATCGCCATCAGCGTGGAC 
TACCGACTTGCACCCGCACACCCATTTCCAGCGGCTATCGACGACGCGTTTGCAGTGGTC 
AGTGCCGTATTGGATGGGGTGTCTGGGCTGAGTATTGATACTTCCCGAGTGGCAATTGGC 
GGTGACAGTGCCGGTGGAAATATTGCCGCGGTTACTGCACAACAGCTGCGTGAACGGGCT 
GTGGGTTCTACTCCTGTATTGGCTCACCAGGTGCTTATTTTTCCGGTAACTGATGTTTCC 
ACTACATCTACGCCGAGCTATCTCACATTTGGCAAAGATTGCTACCTGACAAAGGACGCG 
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ATGGAACGCTACATCGAACAATATGCCGATGGGCACGACCGCACCGACCCTCGACTCTCA 
CCGCTACTGGCATCTGATTTGAGCGACCTCCCACCCACCACCATTGTGTACGGCGAATGC 
GACGTGTTAGCCCATGAAGTGCGAGCCTATGGACAAGCTCTACTAGAGGCTGGAAATTCC 
GTGACGATGACTGAATTCAAAGGACAGATCCACGCCTTTATTAACCTAGGGGGAATCAGT 
TCCGATGCGCGGGCTGCTCGACGACTCATCCGCGCCGAATTGGAAGCAGCACTTTGT 

>RXAO 1932 -downstream 
TAAAG G T T G AG AT T T AAC AT T C G 



>RXA01933-upstream 

CTAGAAGCCTTAGGCAAGAAATTTGGTTGAGTTTTCGATCTCTACGACGCGTCATCTCAA 
TTCCACCTAGGCTTGGATGCAGGTTAGAAAGGAGCCTTCG 

>RXA01933 

ATGTCTAAGACTCGTACTTTTCTGTTTGATCTTTATGGTGTTCTCATCAAGGAGCATGGT 
GCGGCGCAGTTTGAGCGGGTTGCGCGTGCGGTGGGGGAGCCGTCCAAGAACGACAAGCTG 
CATGAGGTTTATGAGTCGCTTCGTCTGGATCTGGATGCCGGCCGCGTGAGTGAGGTGAAT 
TATTGGAATCAGATCAAACTATTGGTGGGTTTGGAGTTTTTGGATATCCAGGAGGTCATC 
GCGGCTGACTACAGGGGCCTTTATGAGCGTGATCAGGACATGGTTGATTATGTGTTGTCG 
TTGAAGGCGAAAGGCCACCGCATCGGAATTTTGTCGAATATTCCGGAGGGGTTGGCCAAG 
CTGTTGAAGGAGCACAATTCGGAGTGGCTTGATCAGCTTGATGCGGTGACTTTGTCGTGC 
GATATTGGCGCGGCGAAGCCGGAGCCGAAGTCTTTCCATGTGGCACTTGAGGCCCTTGGT 
GAAAAAGCTGAGGATGTGACCTTTATTGATGATCGCGTGCGTAACATTGAGGCAGCGCGC 
GAAGAAGGTCTCAGCACAATTCACTTCACTGGCTTAGATTCCTTAAAAGAAAGCATTCAG 
GAA 

>RXA01933-downstream 
TGACACCTCAACCACTGATTTTG 



>RXAO 1 934 -upstream 

TTATTGATGATCGCGTGCGTAACATTGAGGCAGCGCGCGAAGAAGGTCTCAGCACAATTC 
AC T T C AC TGGCTTAGATTCCT T AAAAG AAAG C AT T C AG G A 

>RXA01934 

ATGACACCTCAACCACTGATTTTGCCTTTCGGCGATAAAGTTCCGCGGATCCATGAAAGC 
GCATGGATTGCCCCGAATGCCACGATTATCGGGGATGTCGAGATTGGCCCGGATGCGTCC 
ATTTTTTATGGCGTTGTCCTGCGCGGTGACGTCAACAAAATCACCATCGGCGCCCGCACC 
AACGTCCAGGACAATTGTGTTCTCCACGTCGATGGCGATGCGCCGTGCACCCTCGGCGAC 
GATGTCACGGTCGGCCACATGGCGCTTGTTCACGGCGCGACGGTGGGCAACGGCACGCTT 
GTCGGCATGAAATCTGCGCTGCTTTCCGGCAGCCACGTCGGCGCCGGCGCACTCATTGCC 
GCTGGTGCGGTGGTGCTGGAGGGCCATGAAATCCCGGCGAAAGCTTTAGCGGCCGGGGTT 
CCGGCCAAAGTGCGCAGATTGCTTGACGACGCCCAGTCCCAGTCATTTATCCCCCACGCG 
GGCCGCTATGTAGAAACATCAAAAGCCCAGGCTTCCATCGCGGAAGCACTGAGCTTAGAT 
GAGGTTAGGGTACGAGAG 

>RXA01934 -downstream 
TAAGTGGCTCGTTGAGTAGTCGA 



>RXA0 1967 -upstream 

GATGCCACCGTTGAGGCAGACAAAAACGTGGGTGGACCGCAATGGGTCCGCTCATGTGGA 
GTTGTCGCCAACCGTGCCACCGCAAACCCCCAAACGTCAC 

>RXA01967 

ATGCGCATCCAAAGCCCCATGGAAATTTCCTGGAGTGAAGCGGTGCGCGAAGGCGGGGAG 
CATTCCGCTCGCCGCTGTGGTGACATGGCTGTGTCCGCGTTGGCTAAGCCGAATCCCATC 
ATTGACGATGATCCGGAAGGCAACCCCGATGTTTGCATGTATACCTGGATCGTTGAGTGT 
CCCGGCGCTACCGCAGTGCTGCTATGGATCAATGGGGTTTTTGATCACGAGCGCATTGAA 
GAATCTGAAATGACCCGCCTCGAGGGCTCTGATCTGTGGATTCTCAGCTTGCGTATGCCT 
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TCCGATTGGCGAGCCAGCTACACCGTCAACGCCTGGTCTGGCGACGGGGTTGCGCCATGG 
CGTGAGGCGGGCGATCGGATGCATATCCGCAAAGCCGCGATGTCGGGTGGGCGTCCGGAT 
TCCCGCGCGATGGGTCATATCATGGATTCCTCGCTCGTTGAAGGCCCTGATGCGTTGCCG 
GACTGCTGGGTTGCGGCGTCGACAAGCGTAAAAGTCGTGGAAGAAACCGTCGCCGGCGAG 
CATTTCTGGTTCTATGAGGCGCCGGTCAAGGCGCCGCTGCTGGTGCTGTTTGATGGCCAA 
CACTGGAACAACAGCATGAATCTGCCTGCGCAGGTCGATGCGGCCATCGCCATCGGCTTG 
CTGCCGCCGGTCAGCCTGCTCATGATCGATTCCGTCAACACCGAACGCCGCTGGGATAGT 
GTCGGCGTGCCAGGTGGGCAGGTTGATGTGCTTATCGACGCCCTCCTCCCGCACGTCCGC 
GAAACCTACAACGTTTCCGCGCGCGGCGAAGACACCATTGTCACCGGTGCAAGCTTCGGC 
GGCCTGGCGTCCCTGTGGGCTCTTGCGCTTTCCGACGGCGAAGTCGGCCACGCAATCGCG 
CAATCGCCAAGCCTGTGGCGCTTCAACGTTGCCGACGCGCTTTCTGCAGCAGAGCAGTGG 
AGCTCAATCCACCTGCAAGCTGGAAAATACGAAGGTGAAATGCTGCGCCTGTCGCATCAG 
CTCGCCGAAGATCTCTCCGGCGACATCCGCGAGGTTCGTGTGCGCGGCGTGCATGGCGGC 
CACGATTGGGCCTGGTGGCGGGTGCATATGCTCACCGAACTCACCAGGCTGCTTAAAACC 
CTC 

>RXA01 967-downst ream 
TAATCAAAGTAGGGTGCAAAACG 



>RXA0 1 97 1 -upstream 

AGGTCTTGTTTATTTCGGCTACTGATTCAGTAGCTGCGCTCCGATAGGATTCTTAGT-TTT . 
CAGTTCAGTATCTTTGAGCCACGGCTAGAATGTGAATCCT 

>RXA01971 

ATGTCTAAGAAGAAGCCTCGCCCCATTCCGGTTCCTGCCCAATTTATCCCTGGTCTCATT 
GATGCGCATACACATTTGGCATCGTGTGGAGGAGATCTTGCAGGGTTGGTGGAAAGGGCC 
AAGGAGGCGGGCGTCGAAAAGCTTTGTACCGTCGGTGATGGTTTGGCTGAGGCCGAGCTT 
GCGCTGGAGGCCGCGCAACAGTTTGGCAATGTGTTTGCTGCGTGTGCGATTCATCCGACG 
AAGGCTGATCAGTTGGATGGGGCTGCGCGTGCGCGGCTGACGCAGATGGCGGCGGATCCG 
AATTGTGTGGCCATTGGTGAGACTGGTTTGGATTCGTATTGGATCAAGCACGATCCAGAG 
GACACGGCGGCGTTGGATGTGCAAGAGGAGGCGCTGCGCTGGCATATTGATTTGGCAATT 
AGTGCGGATAAGCCGTTGATGATTCACAATCGTGAGGCGGATGCTGATTTGATGCGAGTG 
TTGGCGGATGCTCCACCTCCAAAAGATACGATTCTGCATTGTTTTTCTTCGCCGTTGGAC 
GTGGCGAAGGAAGCGTTGGATCGTGGATATGTGTTGAGTTTTGCGGGCAATGTGACGTTT 
AAGCGTAATGAGGAGTTGCGGGAGGCTGCTCGTATTGCGCCGATTTCCCAGATTTTGATT 
GAAACCGATGCGCCGTATATGACGCCGGAGCCGTTTCGGGGGAGTAGGAATGAGCCGTCG 
TTGATTGGTCATACGGCGCTATGCATTGCGGAGGTTCGGGGGATGGCTGTGGAGGATGTT 
GCGGCGGCTTTGAATGAGAATTTTGATCGCGTTTATGGGGTCACAAATCTA 

>RXA01971-downstream 
TAACGTGAGGTAGCTCACAGTCA 



>RXA01993 

GCTGGAACTGGCGCGCAGGATGGCGACCGCAGCCAGGGCGTTAATGGGTATGTCATGAAC 
ACCATTACCCCAGATTCAGATCGTTTTTCTCATTACTTCTGGGCATTCATGCGCAACTAC 
CGCCTGGAAAGCCAAACCATCACCACCCAGCTGCGCGACGGTGTATCCGGTGTATTCAAA 
G AAG AC GAAG AC AT G C T G AC C G C T C AG C AAGAT G C C AT C G AC G C C AAC AC C G AC T ACG AG 
TTTTACAGCCTCAACATTGATGCCGGTGGCATGTGGGTGCGCCGAATCCTCGAGGAAGCA 
CTCTCCAAGGAAGGCCGACTGGATATCCCCACCACATTCCCCCGCGCAACACCGAAGCCG 
GAGGCA 

>RXA01993-downstream 
TAAACCATGAACTCGCAATGGCA 



>RXA0 1994 -upstream 

GTGGGTGCGCCGAATCCTCGAGGAAGCACTCTCCAAGGAAGGCCGACTGGATATCCCCAC 
CACATTCCCCCGCGCAACACCGAAGCCGGAGGCATAAACC 
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>RXA01994 

ATGAACTCGCAATGGCAAGATGCACATGTTGTTTCCAGCGAAATCATCGCTGCAGACATT 
CGGCGAATAGAACTATCCCCGAAATTTGCGATTCCAGTAAAACCCGGCGAACATCTCAAG 
ATCATGGTGCCCCTAAAAACTGGACAGGAAAAGAGATCGTACTCCATCGTTGACGCTCGT 
CACGACGGTTCGACTCTCGCCCTGAGCGTACTCAAAACCAGAAACTCCCGTGGAGGATCT 
GAGTTCATGCATACGCTTCGAGCTGGAGACACAGTTACTGTCTCCAGGCCGTCTCAGGAT 
TTTCCTCTCCGCGTGGGTGCGCCTGAGTATGTACTTGTTGCCGGCGGAATTGGAATCACA 
GCGATCCGTTCAATGGCATCTTTATTAAAGAAATTGGGAGCGAACTACCGCATCCATTTC 
GCAGCACGCAGCCTTGATGCCATGGCTTACAAAGATGAGCTCGTGGCAGAACACGGCGAC 
AAGCTGCACCTGCATCTAGATTCTGAAGGCACCACCATCGATGTCCCAGCATTGATCGAA 
ACCTTAAACCCCCACACTGAGCTTTATATGTGCGGCCCCATCCGCTTGATGGATGCCATC 
CGGCGCGCATGGAACACCCGCGGACTTGACCCCACCAATCTGCGTTTCGAAACGTTTGGA 
AACAGTGGATGGTTCTCCCCAGAGGTTTTCCACATCCAAGTACCAGAGCTGGGGCTTCAC 
GCCACAGTCAACAAGGATGAAAGCATGCTGGAGGCTTTGCAAAAGGCTGGGGCGAATATG 
ATGTTTGATTGTCGAAAAGGCGAATGTGGTTTGTGCCAGGTTCGCGTTCTAGAAGTCGAT 
GGCCAGGTTGATCACCGCGATGTGTTCTTCTCTGATCGTCAAAAAGAATCCGACGCAAAG 
GCATGCGCCTGCGTGTCTCGAGTAGTCTCCTCCCCTTCCTCGTCCCCAACCTCGACCATT 
ACGGTCGCCCTCTCC 

>RXA0 19 94 -downstream ■ 
TAAAGGAGCCTGGCATGGATATC 



>RXA01997-upstream 

AAAAAGGTGGGAAACTTAGCCAATCCAAAGCCCAAAAATGCGGGTTATGCTGCGCTAACC 
TATGCTGACAGCCTTGCGGAAGTTGTGTACGTTAGGGGCC 

>RXA01997 

ATGACAATCAACGAGAAGATCGCATCAGCTTTCAACAACCAAGTGACTGCAGAGCTTGAA 
GCTTCAATGGTGTACCTTCAGCTCTCCTACGTTCTAGACGATCTGGGCCTCACCGGCATG 
C G C G AC T G GAT G AAG G C AC AG AG C AAAG AAG AG C T C G AAC AC G C AC AG AAG T T C G C T C AG 
C AC C T T C T T G AC C G T G AC T AC AC C C C AC AG AT C G G T G AC AT T G C AC C AC C AAAG C T T GAT 
GTCACCTCCGCTATCGAGGCTTTCGAGGCTTCCCTGGCACACGAGCAGAAGATCTCCGGC 
CTGATCCGCGAGCTCGCTGCCATCCAGGACGCTGAGAAGGACTACGATTCCCGCGCACTG 
ATCGACTGGTTCCTCAACGAGCAGATCGAA 



>RXA02000-upstream 

CAACGAAACAAATGCAAGCCCCCAATCATGGGTTTCTACCAATTAAATTTTCTTTCAGAA 
AATATCTCCCCACATAAAAGTTCCTTGATAGGCTCGAGAG 

>RXA02 000 

ATGAAAGTGACCCAAAGCACATTCCTTAAATCGGTAGCTGCGTTCACTGTCGCAGCCTTA 
ACCCTGACCATCTCTTCGTGTTCCAGCGGTGAAGACACCTCCGCAAGCTCCACGGATACT 
GAAAACTCCTCAACCCAAGCAGCAGCGTCTCCCCCACTTGCGCCTTGTGAACTTCCCGCC 
GACGCTTCTGCTGAAGAGGAAGTAGAAGGCACTCACACAGGTGAAGATATTTCTGTTGCC 
CCGGAAATCGGTACCGGCTACCGCGAGGGCATGACCCCTGTTCAAACCCAAGGTTATGCG 
GTGGCAACTGCAAACCCCATCGCTTCTGAAGCAGCCTGCGCGGTGTTAAGAGAAGGCGGC 
ACTGCAGCTGATGCTCTTGTCACCGCGCAGTTTGTTTTGGGACTGACGGAACCGCAGTCG 
TCTGGCCTTGGTGGTGGCGGATACATTCTGTACTACGACGCCGAAGCCAATGCGGTGACA 
GCCATTGATGGCCGTGAAACAGCG 



>RXA02010-upstream 

CCTGAATAAACCCCTATTTTTCTAAAAAGTACACTTTGCCGTATAGAAATTCAGTCAACC 
AAGAGTACTCTGTCCACC 

>RXA02 010 

ATGGTTTTTACTCTTGCGGACTCCGTCTCCCAGGTTGCGCTAGGTCCGTCCTGGCTGGAC 
CCTATGGAACTTCTTTCCGGCTCCGGCCCGTTCGGTAGCTTCATTCTTCCGGCGATGCTT 
GCCATTGTCTTTATCGAATCAGGCCTACTTTTCCCACTTCTACCAGGTGATTCTCTCCTT 
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TTCACCGGTGGTCTCCTAGCTAACCAGGCTGACCCTTTTGCACCGCTGTGGCTGGTGCTG 
ATCCTCTGCCCTATCGCCGCAATTCTTGGCGATCAGGTGGGTTACTGGATTGGCCACAAG 
TTCCACCCTCGCCTGGTCAATCGTCCGGATGGCAGGATTTTCAAGCAGGAATACCTCAAG 
CAGACTGAGGATTTCTTTGAGAAGCATGGCCCCGTGACGATCATTTTGTGCCGTTTCGTG 
CCCATCGTCCGTACTTACGCACCTCTG 



>RXA02012 

TTCACCATGACACTGTCCGAACGCAAGCTCACCACCACCGCCAAGATTCTTCCCCACCCA 
CTCAACGCCTGGTACGTCGCCGCTTGGGATTATG7^AGTCACATCTAAAAAGCCCATGGCC 
AGGACAATCGCCAACAAACCACTCGCTTTGTACCGCACCAAAGATGGCCGAGCCGTTGCC 
CTTGCAGACGCCTGCTGGCACCGCCTCGCACCGCTATCCAAGGGAAAACTCGTGGGCACA 
GACGGAATCCAATGCCCTTATCACGGCTTGGAGTACAACTCCGCGGGCCGCTGCATGAAA 
ATGCCCGCGCAGGAAACCCTCAACCCGTCAGCAGCCGTCAACTCCTACCCCGTGGTGGAA 
GCCCACCGCTTTGTGTGGGTGTGGCTGGGCGATCCCACATTGGCAGATCCCACCCAAGTA 
CCCGATATGCACCAGATGAGCCACCCCGAATGGGCAGGCGATGGACGCACCATCTCCGCT 
GACTGCAACTACCAATTAGTGCTGGACAACTTGATGGACCTCACCCACCAAGAGTTCGTG 
CACTCCTCCAGCATCGGACAAGACGAACTTAGTGAATCAGAGTTCGTGGTCACCCACACT 
GAAGATTCCGTGACGGTCACCCGCTGGATGCATGACATAGATGCACCACCGTTT.TGGCAA 
AAGAACATG 



>RXA0 2 01 6-upstream 

ACATGGAGCTCATCCGCAGCGGTCCACCAGCAGAAATGGTGGGCATCGGCACGCCTCTAC 
CGTTCCCCACCTCACAACCGGACATTCACTAGGACACACT 

>RXA02016 

ATGTCAAACTTTGAAACGTTCCTCTGGGTTGCCTACCCCTGGCTGTGTATCGCCGCCTAC 
ATCATCGGCATTTCTTGGCGCTGGCGCGCCGACCAATTCGGTTGGACCACCCACTCCTCC 
CAAATCTACGAATCCAAACTCCTCCGCATCGCCTCCCCACTCTTCCACTGGGGCATGGTG 
TTCGTGGTGATCGGCCACCTCATGGGACTTGCCATCCCCAAGAGCTGGACCCAAGCTGTA 
GGAATTTCTGACGCCGCTTACCACCTCATCGCCACCATCCCAGGCACCATTGCCGGCATC 
GCTGCAGTCCTTGGACTCATCGGCTTGATTATCCGTCGCGTGATCAACAAAACCGTCTTC 
CTGTCCACCTCACGCTCCGACAAAGTGATGTATGTGCTACTCGGCGCTGCAATTTTGTCC 
GGTTTCATCGCCACCGTCTCCACCCAGGTCTTCGGCGGCGCACACGGCTACGACTACCGC 
GAAACCATCTCCCCATGGGTGCGCCAACTGCTCATCTTCAACGCTCAACCAGAGCTCATG 
GCTGATGTCCCTTGGGAATTCAAGGTCCACATCGTCGCTGGATTCACCCTCATCGCACTG 
TGGCCATTCACCCGCCTAGTCCACGCGTTCTCCGCACCAGTTGGATACGTCACCCGCCCC 
TACGTGGTCTATCGCACCCGCGACACCACCTCTGAACCGGCACGCCAAAACGTCGCCTGG 
GAACCGATCCGCTCGGTCAAAAATCAGCTCGACAATGACTCGAAATGGCACGGCGCC 

>RXA02016-downstream 
TAAATTCCTCACAAGCCCCCTAG 



>RXA020 17 -upstream 

GCCTGTGGCACGGGAGCTCCCAGCGGCAAGGTGAGTCTGACCTCGTGGAACGTTGGCGAA 
CGCCCCGCTGCGATGTTCCCACCAAGGAAGGACTAGGCGG 

>RXA02017 

ATGCGCACCCATACTGGCAAAATTCCGGATCACTTTGTGCCTCGCATCTCCATGACGGAG 
GAGCAGCGGCGCGTGGTGTTCATGCTGAATAGTTTGCTGTTGGATTATCCAGAGGAGGGA 
TTCGTCGACAAGCTAAATGCCGTCGAGGCGCAGCTTGATGTCCTTCCGCTCCCCGTCGCG 
GCGCACGTGGTCGAGTTCCTTGACGCGGCACGCGTCGCTGGGCTACGCGCCATGCAGGAA 
GCCTACGTTGAGACCTTTGACCAGCGCCGACGCTGCTCACTGTTTCTCACCTACTACGCT 
GTGGGCGACACCCGGCAGCGCGGCACGGCGATCCTCACCTTCCGTCAAACGCTGCAACAG 
CTCGGATTTGAATCCGAGCGCGACGAATTGCCCGACCACCTCTGCGTCGTGCTTGAGGCC 
GCAGCGCTTGCTGATTCTTCGCTTTTCGACGCCGCCACCCAGGTGTTATCAGCTCACCGC 
GACGGCATCGAAGTGTTGCGCGCAGCCCTCGACAACCTCGACTCGCCCTACAGATACCTG 
ATCATGTCTTTGTGCCAGGCATTGCCAGAAATCGATGAAGAAACCGCCAACAGCTACATG 
GAGCTCATCCGCAGCGGTCCACCAGCAGAAATGGTGGGCATCGGCACGCCTCTACCGTTC 
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CCCACCTCACAACCGGACATTCAC 

>RXA0201 7 -downstream 

T AG G AC AC AC T AT G T CAAAC T T T 



>RXA02018 

CGCATCTGCGAGCACTGCCTCAACCCCACCTGTGTGTCCTCCTGCCCATCCGGTGCTATG 
TACAAACGCGCCGAAGACGGCATCGTGCTGGTTGACCAGGATCAATGCCGTGGCTGGCGC 
ATGTGTGTTTCCGGCTGCCCCTACAAAAAGGTCTACTTCAATCACAAATCGGGCAAGGCC 
GAAAAGTGTACGCTGTGCTATCCGCGCCTCGAGGTCGGCCAGCCGACCGTGTGCTCCGAG 
ACGTGCGTGGGTCGCTTGCGCTACTTGGGCGTTTTGCTTTACGACGCCGACCGTGTCGCT 
GAAGTCGCCGCCACGCCAGACGAAAAGGATCTTTTCGAAGCCCAAAAGACCCTCTTCCTA 
GATCCCCACGACCCACAGGTGATCGCCGACGCCCAACGCAACGGCATCCCGCACTCCTGG 
CTCGAAGCTGCGCAGAACTCTCCAATTTACGATCTCATCTTCAAATACGAGGTTGCCCTC 
CCGCTTCACCCTGAATACCGCACCTTGCCGATGGTTTGGTACATTCCGCCACTAAGCCCC 
ATCGTTGATGAGGTGACCGCGTCCGGCAACGACGGCGAAGACCACAAGATCCTGCTCACC 
GCGCTGTCCACCATGCGCATCCCGCTGGAATACCTGGCTGGATTGTTCACTGCCGGTGAT 
ACCAGGCCGGTGGAAAAATCCCTCCGACGCCTAGCCGCCATGCGATCATATATGCGCGAT 
ATCAGTTTGGGCCGCGAACCTCAGGAAGAAATCGCAGAGGCTGTCGGAATGACCGGCAAG 
GTGGTGCAGGAAATGTATCGCATCCTGGCCATTGCCAAGTATGACGATCGCTATGTCATC 
CCCACCGCCTCCCCTGAGACCCCGCGCGGAATTTCTTCCCTGGATCCTTTCGGCGATGTC 
GATCCAGCCCGAGCCACCGAGCAGCTCAACATCGGTTTGGGCGAAGGCGCTCCAGAGGCC 
TGTGGCACGGGAGCTCCCAGCGGCAAGGTGAGTCTGACCTCGTGGAACGTTGGCGAACGC 
CCCGCTGCGATGTTCCCACCAAGGAAGGAC 

>RXA02 01 8 -downstream 
TAGGCGGATGCGCACCCATACTG 



>RXA0204 8-upstream 

GCGCGGCGGATAACAAGCAGACCGCGTTTGTGGAATCGCTGATCTACACCTGGATCGAAA 
AGACTTTGGATCAGCAGGGTAGCATTTAATACCTATGATT 

>RXA0204 8 

ATGCGAAGGCTGCGCTCCACCCCGGTCCCTGGTACACGCGATTCCTACACAGGAATTGAT 
TTCAACTTAGGCTTCCACATCCGACGCTACGAGCTTGATCTCACCTACCGCGTAGCACCC 
AACCTGCTCATGGGCACCGCAACGCTGCACATGGATAATTACCGTGCGCTCGACGCGCTG 
ACCCTGGACCTCGGCGGCAGCCTGCGCGTGGAAAAAGTCACCGCCAAAGGCACCGCCGGC 
ACCCACATCCAAGTCGCGCGCTTCCGCCACGCCGGCCGCAAACTGCGCATCACCTTCCGC 
AACCAAATCCCGGTTGACCAGGAATTTTCACTCACCATCCGCTACCGCGGCAACCCGCGC 
CCCCTGCGCAGCGAATGGGGCATGATCGGCTGGGAAGAGCTCGACAACGGCGCCCTCGTC 
GCCGCCCAGCCAAACGGCGCGCCGAGCTGGTTCCCCTGCGACGACACGCCCGACGAGAAG 
GCGCTTTTCGACGTCCACTTCCACACCGACAACGGATACGCCGCCATTATCACCGGTGAT 
TTAATCTCAAAACACGTCAGTGGCAGCATGACCACCTGGCACTACCAATCCCGCGAACCC 
ATGGCCACCTACCTCGCAGCCGTCCACGTCGGAGAATACGACACTGTATCCCTGGGCGTT 
TCGGAATCGGGCGTTGTGGTGGAGGCGTATGTGCCTGTGGGGGATGCGGCCTTGCGGGCT 
CGGATTTTGGAGGACTTTGCCAAACAAGTCGACATGTTAGACGCCTACGAAAAACTCTTC 
GGCCCCTACCCATTCCGCAGCTACCGCGTAGTCATCACCGAAGACGAACTCGAAATCCCA 
CTCGAAGCCCAAGGCCTCTCCAGCTTCGGAGCCAACCACGCCACCGGCGAAGGAACCTGG 
GAACGACTCATCGCCCACGAACTCTCCCACCAGTGGTTTGGCAACTCACTCGGCCTCGCC 
CAATGGAACGACATCTGGCTCAACGAAGGCTTCGCCTGTTACGCGGAATGGCTCTGGTTT 
GAGGCAGCTGGAGTTAAGTCGGCTGCGGAAAGTGCGTTGGAATTCTATCGAGGCCTGGAG 
GCGCTGCCGAAGGATATTTTGCTGGCCAACCCCGGCGCGAAGGATATGTTCGACGACCGC 
GTCTACAAGCGCGGCGCTCTGACTGTCCATGCATTGCGGGAATTGCTTGGCGATGATGCA 
TTCTTCAAAGCTGTGCGCTCCTACGTTGCCGAAGGCCGACACGGACTCGTTGAACCCCGC 
G AC C T G AAA C G AC AC C T C T AC G C AG T C T C C AC AG AC C AC G C AG C T T TAG AT G C AG T G T G G 
CAGTCCTGGCTTCGCGATCTGGAGTTGCCGGAGTTTCCTTCTGGTGGTTTGGAC 

>RXA02 04 8 -downstream 
TAGTGCGCTATCTGACGCTGGCC 
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>RXA02 052-upstream 

CCTCGGCGTCGCACTCCTTCTAAGCTCCTGTTCTTCAACATCTTCCGATGAATCAATCCA 
AC C T G AAG T T G C C AG C AC T G GAT AT T C AG T G GAG C AC G C A 

>RXA02052 

ATGGGCACCACCGAAATCCCTGAAACCCCAACGCGTGTGGTCGTCATTGATTCCCCACAC 
CTCGACGCACTTTTGGCTTTGGGAATTACTCCAGTCGGAGCTACGGAATCTGGATCCGAA 
AATGGTTTCCCCGCCTACTTGGCTGACGAGCTAAAAGACACCGAATCTGTTGGGCTGACA 
TCTGAGCCAAATTTGGAAAAGATCGCCGCACTGGATCCGGATTTGATCATTGGCGCAAAG 
GTCCGCCACGAGGCTATTTATGATCAGCTTTCAGACATCGCACCAACCGTGATGTCCGAA 
GGTTCCGGCACAAACTGGAATGAACAGGCAGAAATCACTGCGGCAGCAGTAAACAAGTCT 
GATGAGATGGACAAACTGATCTCAGACTTGGACACCCGTGCCACAGAGCTTGGTGAAGAG 
ATCGGTGCTGACGGACAAACCGCTTCAATGGTTCGATTCCGCACGGACAACTTCAGGCTC 
TATGGTCCCGAGACCTTCTCTGGTTCAGTTCTGGAACAAGTTGGATTTGACCTGGGGGAA 
CGTGATTGGAATGAGTACTCCATGATGGAGCTATCCTCAGAAAACTTTGGGCAGATCGAT 
GGAGACCTTATTTTCTACACCATCCCAGGATCCCCTGAAGCAACCACTTATCCAAAGATT 
TCCGAACTGTGGGTTGATTCACCAGCAGTTCGGCAAGGTAGAACTTACGAGTTTGAAGAC 
GAAACCTGGATGGTCGGCATCGGTGTATTAGGTGCCAATGAAATCTTGGATGACCTGGAA 
GAAACTCTGAGC 

>RXA02 052 -downstream 
TAGTTTCCTTTAGGCCAAGCAAC 



>RXA02 0 64 -upstream 

CTAGATTACATCCTGTGCATCTTCTGGCAATTGTGAATTCATTTGCACTTAATGCGTGTA 
GGTACTTCACATCTCGCCTGCTCGCTCTAGACTATAACGC 

>RXA02064 

GTGAGTAACGCCTTCGAGTATCTTCGCACTTATGTCGAGTCCACTACTGAAACCGACGCT 
GCTGTAGCGCGCGCTCGTGAAGACGCCGCCGAGTTCGGTCTCCCCGCCCCGGATGAAATG 
ACTGGCCAGCTGCTAACCACTTTGGCTGCCACCACCAATGGCAACGGCTCCACTGGTGCC 
ATCGCGATTACCCCGGCTGCCGGGTTGGTGGGTCTGTATATCCTGAACGGACTGGCCGAT 
AAC AC C AC AC T G AC C T G CAT T G A T C C T G AAT C AG AG CAT C AG C G C C AG GC C AAAG C AC T C 
TTCCGCGAGGCCGGCTATTCCCCCAGCCGCGTACGCTTCTTGCTCTCGCGCCCGCTCGAC 
GTGATGAGTCGCCTTGCCAACGACAGCTATCAGCTTGTCTTCGGCCAAGTCTCCCCCATG 
GATTTAAAGGCGCTTGTCGACGCCGCCTGGCCGCTTCTTCGACGAGGCGGTGCGCTGGTG 
CTCGCCGATGCGCTCCTTGACGGCACCATTGCGGATCAAACCCGCAAGGATCGTGACACC 
CAAGCAGCACGTGACGCCGATGAATATATTCGTTCCATTGAAGGCGCACACGTTGCTCGC 
CTGCCCCTTGGTGCAGGCTTAACCGTGGTGACTAAAGCC 

>RXA02 0 64 -downstream 
TAG AG G G G G AC G T C GAG AAG C G A 



>RXA0208 3-upstream 

TTTTTGTACATGGTCTGTGGCACGCATTGTTTCGTTTGCCCTGCCATGTTGGTGTTTTAA 
GTGAAGGCCGCCTTTTGCGGAATGGGTATAGGAGGCATTC 

>RXA0208 3 

ATGGAGATGGTTATGAAGAATAAGCGCGTTGCGATTATTGGTGCAGGTCCGAGTGGTATC 
GCTCAGTTGAGGGCGTTTGAGTCTGCTGAAAAGCAGGGGCATGAGATCCCTGAGCTGGTG 
TGTTTTGAAAAGCAGGATACCTGGGGTGGGCAGTGGAATTACTCTTGGCGCACGGGAACA 
GACTCTTATGGTGAGCCTGTGCACTCAAGTATGTACCGAAACCTGTGGTCAAACGGTCCG 
AAGGAAGTTCTCGAATTTGCTGAGTACAGCTTCGATGAGCACTTCGGAAAGCCAATTTCT 
TCTTACCCTCCACGTGAAGTGTTGTGGGATTACATTGCAGGTCGTGCAAAGAAGTCGAAC 
GTTGAGAAGTACATCAAGTTCGCGCATGTTGTTCGCTGGGTGAGTTTTGATGAGGCCACC 
AAGCTGTTCACCGTGACGGTGGAGAACCTCCGCACCGGTGAGACCAGCAGTGATACTTAT 
GACAACGTGATTGTTGGCGCTGGACACTTCAGCTTCCCGAACGTCCCTCACTTTGATGGT 
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GTGGAGACTTTCCCAGGTCAGATCATGCATGCTCACGAGTTCCGTGGTGCAGAGGCTGTT 
GCTGACAAGGATATTTTGCTGATTGGTGCAAGTTATTCTGCGGAAGATATCGGTACCCAG 
GCGTACAAGATGGGTGCTCGTTCGGTGACTTTCTCTTACCGCTCAAACCCAATGGGGTAT 
GAGTGGCCTGAAGAGATGACTGAGCTTCCTTTGGTTGAGCGTTTCGACGGCTCCGAGGTT 
CACTTTGTCAATGGTGAAAAGCGCAAGGTCGACATCGTGGTGTTCTGTACTGGTTACTTA 
CACCATTACCCATTTATGCCGTCTGAGCTGACTTTAAGCTCACCAAACAACCTGTACCCG 
GATACGCTTTATCGTGGCGTGGTGTCCGAGGCTAATAACCAGCTGTTCTGGTTGGGTGCT 
CAGGATCAGTGGCTGACGTTCAACATGTTTGATGCTCAGGCTTGGTATGTTCGCGATGTC 
ATTTTGGGCCGCGTGGCTCTTCCTTCCAAGGAAGCGCAGCGCAATCATATGGATAAGTGG 
CTGTCACGTTTCGAAGGCTTGAAGTCTGAGAATGATCAGATTGATTTCCAGTGCGATTAC 
GTCGAGGATCTTATCGATCAGACCGATTATCCTTCGTTTGATCTGAAGGAAGTCGCGAAT 
ATCTTGAAGGGCTGGGTGAAGTCGAAGGAGGAGGATATCCTCAACTACCGTGATTACACC 
TATACTTCCGTGATGACGGGCACCACCTCTGTTGAACACCACACTCCGTGGATGATTGAG 
TTGGATGATTCTTTGGAGCGTTACCTCAGTGAGCCACAGGAAGATGAAGCTCGTCAGGTT 
TACCGTGGCAAGAAAGTCCGCGATAAAGCC 

>RXA02 0 8 3-downstream 
TAAGGAAAAGGCCTAAGCAGCCC 



>RXA02 0 92 -upstream 

GCATAACTGCATATTCATCAAAGCGTTGCCGGTCACCTGCTTCGTGCCTAGCCTGGGAGG 
CATGAATAGTTCGACGTGGACACCTCGGTACTCACCGCAT 

>RXA020 92 

ATGGCTAACAGTGCAGCGGGTTCGGTGTTGGCGGATGAGATGGTGGTTCCCACCTCAACA 
GGGTTTGTTAAAGGCGTCAAAGGACCAGGGCTTAAAACCTGGAGGGGAATTCCCTACGGC 
CGAAACACTGGCGGAAAATATCGCTTCCGGGCACCCCGGCCCGCCAAGAAATGGGACGGC 
GTGCGCGATTGCTCAATGTTCGGTGAAGTAGCTTCTCAGCCAACGTACTCCTGGACAGAT 
AAGATTCGCGGTTCAGAAGACTGCCTTAACCTCGATGTCGTGCGGCCTGATTCCGAAGAA 
AAGCTTCCTGTTGTGGTGTATCTCCACGGCGGTTCCTTCATCATGGGCTCATCAAGCGAA 
AAAGCGCTGCGCGGATATAACCTCGTCACAAACATGAATGTGGTCTACGTGTCCGTTAAT 
TTCCGCCTCGGCGCTTTGGGCTATCTAGATCTGCGTTCCGTGGGGGAGGATTGCGTAGCC 
AACCCCGCGCTCCACGATCAGCTCCTGGCCCTGCAGTGGGTCAGCCGTAATATCAAAGCA 
TTCGGTGGGGATCCTGACAACGTCACCCTCATGGGCGAATCCGCGGGCGCTGCAGCAGTG 
GTT.GCACTCATGTGTGTGCCCGCTGCAGGAGGACTATTCCACCGCGCCATCGCCCAATCC 
GCGCCGGTCATCTCTGTGCACTCATCTACCCAAGCAAAATTCTGGGCACGTGAACTGATC 
TACCGCATGGCATTGCCCAGGGAAACCACCTTGGATGAACTGCGCCAAGAATCCGCCGAT 
GATCTAGTGCGCGCCGGGCAGTCGATGATGTGGCGCTCCGGCGAACTGCTCCAACTCAAC 
TCTTGTTACGGGCCCACGGTGGATGGTTCCTTGCTACCTGAGCACCCGCTCACCATGTTT 
GAACAGGGAAGACAACACCGCATTCCCTTCATGATCGGTACTAATAACGGAGAAACTTCT 
TTCTCCAAAGCCTTTTATTTAAGAAGCTCTGCCCGACGTCGCTCTGCCTTACGCATGCTG 
TCTGTGTATGATCCCCACAATGCAGAACGCGTGGTTAGCGCCTATGGCGGAGGCGAGGCA 
CGCACAGACTTTTCTGAACTACTCGCTGACGCGCT-GTTCTGGGCACCG.TCGGTTAGATTG 
GCGCAGTCGCACGCCTCCCAAGATGAAGATACCTGGATGTACCGCTTCGATTACGCCCCA 
CAATCCATGCGGAAACTTGGCCTCGGCGCGATTCACTCTTTCGAACTCAACGCTGTCTTT 
GGCGATCATGAATCTTCTCGCTCCATGAACCTTGCGAAAATTGCCGGCGGCATGGATCAT 
TTGGATAAAGTCACCGAACTTGTCCAAGAGCATTGGAAGCAATTCATCTACTTCGGCAGG 
CCCGGTGAAGAGTGGAAGGCTTACCGCGGCCGCAGCGATACCGAACCGGGCCGTGCTACA 
TTTGTCATCGATATCAACTCCCGAATCGCGTGGGATCCACGCCAGGACAAACGCACGGCG 
T G G G AAAAT T AC G AC AT GC T C G AAT G GG G C AC AG G C C G C C C AG A T C TAG C C AAC G AAC T T 
GAT T T CAT C GAG C C G G AAG AG AC AG AAG AAG AG C AGC AAT T G AAG T G GC T TAG C C T TAT G 
C AG TTTTTT GG AAG TAG A 

>RXA02 0 92 -downstream 
TAAAT G AGC AT C T G GAAAC GTCT 



>RXA02 0 98 -upstream 

CCCCATTTCGGCGACCTCGACTCCATGAAAGCAAGAGTTTCACCACATTTAACGTGGGGT 
ACCTGTGTGCATCGGGGTCAAACCTGCCACTATAGAGGGT 
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>RXA02098 

ATGGATGCGACTTTTTGGATCATTGGACTAGTAGTCCTCGTGGTTCTCGCGATCATCATT 
GTATTGATCGTAGGAAATCAGCGAGGTAAATCAAAGACCGTTAGTTTTGAAAAACCTGAA 
GAGAATAAAAAAGAACTAACCCAGCAAGAGAAGTCTGGAAATTACCAAGCCCAAGGTGGA 
TTCAACTTCGCCCCAGCTATVACAAACAGAAGAGCCAGTGCTGCGTGAAGGCCAAGATCTT 
GGCGCACCAAAGGCTGAAACAACACCGATTGTTCCACCAGTAGTTATTCCGCCGGCAGCT 
CCTGAAGAGGAAAAGGCGCCGGAGCAATCGACTGAAACTTTCGCAGCTCAAAAGCCTGCT 
GAAGAAGCACCTGCAACTCCTGAACCAGAAACCTCTGATGATGTTGTCGAGGAACCAGAA 
GTTAAGGAGCCTGAGGTTAAAGAAGTTGTCGCTGTTGAGCCAGAGGTCGAAACTGAAGAG 
CCAGCAGTTGTTGAAGAACCTGCAGTAGCAGAGGAACCAGCAATTGTTGAGGAACCTGCA 
GTAGCAGAGGAACCTGCAGTAGCAGAGGAACCTGCAGTAGCAGAGGAACCAGCAATTGTT 
GAG G AAC C T G C AG TAG C AG AG G AAC C T G C AG T T G T T GAG G AAC C T G C AG T AG C G G AAG T T 
CCCGAAACAATCGAAGAACCTGCAGTTGAAGAACTTGCGGCAGTTGCTGAGGTCACCGAG 
GCTGCAGAGGCTGCTCAGGTTGCTGTGG7^ATCTGCGGAAGCTGCGCTGGAGGAAACTCCA 
GTTCCAGATGTGGAGCCGGAGCCAGCTGCGGAGCCTATTGATGAGATCGTGCCGGCGGCG 
GGTCGTATCGGTAAGCTGCGTGGTCGTCTTTCTCGGTCACAGAGTGTTTTCGGTAAGTCA 
GTGTTGGGCATTTTGTCTGCGGGTGACTTGGATGAAGACGCATGGGAAGACATCGAAGCG 
ATGTTGATCAAGGCGGATTTGGGCGCCAAGATCACTGCGCGTGTGGTGGATGAGCTGCGT 
GACAAGATCGCAGAGCATGGTGTTGGTAGTGAGGCAGAGGCGCGTGCGATGCTGCGTGCT 
TCGCTGATTGATGCTTGCCGTCCTGACCTTGATCGCTCCATTAAGGCTATGCCGTATGAG 
GGTAAGCCACCGGTGGTGTTGGTTGTTGGTGTGAACGGTACCGGTAAGACGACGACTACT 
GGCAAGCTTGCTCGTGTGTTGGTGTCCATGGGTCATAAGGTGATTCTTGGTGCTGCGGAT 
ACGTTCCGTGCGGCGGCTGCGGATCAGTTGGAGACGTGGGGTCGCCGTGTGGGTGCGGAG 
ACTGTTCGTGGCGCTGAGGGCGCGGATCCTGCATCTATTGCGTTTGATGCTGTGGCTAAG 
GGTGTTGAGCGTCAGGCGGATGTCGTTTTGGTTGACACTGCGGGTCGTTTGCACACGTCG 
ACTGGTTTGATGGATCAGTTGGGCAAGGTTAAGCGCGTGGTGGAGAAGAAGGCAGTGGTG 
GATGAAGTGCTGCTGGTTTTGGATGCCACGGTTGGTCAGAACGGTATGCAGCAGGCTCGT 
ATTTTCCGTGAAGTTGTGGATATTACGGGTGTGGTGTTGACCAAGCTGGATGGTACTGCG 
AAGGGCGGAATCGTGTTCCAGGTGCAGGAAGAGTTGGGTGTTCCTGTGAAGCTTGTTGGT 
CTTGGTGAAGGTGCGGATGATTTGGCACCGTTTGAGGTTGAGGGCTTCGTGGACGCTTTG 
CTGGGC 

>RXA02 0 98 -downstream 
TAGAAACCCGATAAGCGAGAACC 



>RXA02101-upstream 

GCCATGGAATGCTCCGTTGAACGCAACAGCCTTAAATACAATCCCCTCCTATAAGCCAAG 
AGTTTTAGTGTCGCTGCGCAGGTACTCTACTATCTAATCC 

>RXA02101 

ATGAGCCGCATTTCAGAACTTCTAAACAATCATGGTGTTGATCTGTCGTGGCAAGAGGCC 
GCATATCAGGATTTCCACGAACATCCTGAGCTCTCCGGCTTCGAATCAGAGACCGCAGAT 
' CGCATTCAGAAATACCTCGAGCGTTTTGATTGTGAGGTGATTCCAAATGTTGGCGGTTAC 
GGCATTCTGGCCGTGTTCCGAAATGGGTCGACAGATCCTGGTGCCCCTGTTGCGTTAATG 
CGCGCAGATTTCGATGGCCTTCCCGTCAAGGAAATCACCGGAGTTCCGTTTGCTTCCACT 
CGTATGCGTCCGCATGATGGGGCAAATGTCCATGTCATGCACGCATGCGGCCACGATGTC 
CACGTCACCGCGCTGCTTGGTGCGTGTGCCATTTTAGATGAGCGTCGCGATGCATGGGAA 
GGCACGTTCATCGCGTTGTTCCAGCCATCGGAGGAAAACTCCCAAGGCGCTAACAAGATG 
GTCGCCGGCGGTTTAGTTGATCTGATCCCACGCCCTGATGTGTGCTTTGGCCAGCATGTA 
GTCCCCGGTGCTGCAGGAACCGTGATGAGCATGCCTGGCGGTGCTCTCGCTGCCTGCGAT 
TCCATTGAAATCCGCATTCAGGGTCGCAGCGCCCATGGTTCCATGCCTCATAATTCCATC 
GATCCCACTTATGTTGCAGCGATGATTGTCGTGCGACTCCAAGG7VATCGTGGGCCGCGAG 
GTTTCTCCAGAGGATTTCGCCGTTATTTCTGTGGGCACCCTCCAGTCGGGCAACACCAAC 
AACACCATTCCAGCAAGTGCTCGTTTGGTGTTGAACTGCCGTTTCTACAACGACAAAGTC 
AAGCACAAGGTCTACCGAGCCATCGAACGTGTTGTCCGTGGTGAATGCCTTGCTTCCGGT 
ATTGAGGAAGAACCTGTCATTGAGTACTTCGCCCACGGTGATCTCACCAACAACACCCCT 
GTTGTCTTCGATACTGTGCGCCCTGTCTTCGACGATGTTTTCGGCGAGGATTCTATTGAC 
GCTTACCGGTGGACTGCGTCGGAGGATTTCCCCTCCATTCCTAAGGCATTCAACAGCCCT 
TACCTGTACTGGACGATTGGTGTCACGCCGCGCGATCAGTGGACAGAAGCCGTAGAAAGA 
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GACCGCGTGGCATCGGATGTGCCAGCCAATCACATGGGAGATTTCCTCCCTGATTATGCG 
CCGACGATGTCCGCTGCCACCCGCGCAGCCGCAGCCGCGCTGCTGACCTACTTGGGAACT 
AAC 

>RXA02101-downstream 
TAATCATCTAGTTTTCTGCGACG 



>RXA02105-upstream 

GCGGGCGTCGAAAAGCGGCGACCTGCGGATCTGTGACCCGCGCCATAAATGGGTACGATG 
GCGGTTGGAAAATTCCGTAACTTCTTTGAGGGAGAAACCC 

>RXA02105 

ATGGTCGGCACGATTTCCACCTACATCGCATTCAATGGAAACACCACGGAAGCTCTGAAA 
CATTGGCAAGAGGTTTTTGGTGGTGAACTTAATCTTTTAACCTACGGTCAGCTCACCTTG 
GAAGGTATGCCGTTTGATCCTCCAGCGGATGCGTTGGCGCACGGCGTCCTCACGTTGGAC 
AATGGTGGTTTGATTTCTGGCAGTGATTCTTTTGAGGGAGAAATGCTCGTCAAAGACACC 
GCGTACTCCATGTTGTATAACGCGGAGTCAGTGGAAGATGGTCGCGCGCGG 



>RXA02111-upstream 

GCTTGCGGGAACACCGCACCGCCCACCCAAACTGTTCAGATTCCAAAGATAAATTCTGAC- 
GCTCATTCCAGCCCACCGTTTAGAAGAAAAGACCCCAATC 

>RXA02111 

ATGACCACCTCAATCACCCCATCTGTCAACCTTGCATTGAAAAATGCCAATAGCTGCAAC 
AGTGAACTCAAAGACGGACCCTGGTTCCTCGACCAGCCCGGAATGCCGGATGTCTACGGC 
CCCGGCGCGTCACAAAACGATCCGATCCCTGCGCATGCTCCGCGCCAGCAGGTTCTCCCC 
GAGGAGTACCAGCGCGCAAGTGATGACGAACTGCATCGTAGGATCCGGGAAGCGAAAGAC 

ACCCTGGGTGACAAAGTGGTTATCCTAGGACACTTCTACCAGCGCGATGAAGTTATCCAA t- 
CACGCAGATTTTGTTGGTGACTCTTTCCAACTTGCCCGCGCTGCCAAAACCCGACCCGAG • 
GCGGAAGCGATTGTGTTCTGCGGTGTGCACTTCATGGCTGAAACCGCTGATCTGTTATCC 
ACGGATGAACAATCAGTGATCCTCCCCAACCTTGCCGCAGGTTGCTCCATGGCAGACATG 
GCTGACCTTGATTCCGTCGAAGACTGCTGGGAGCAACTCACCTCAATTTATGGCGATGAC 
' ACCCTGATCCCTGTGACCTACATGAATTCCTCTGCAGCGCTCAAAGGTTTCGTGGGTGAG ; ' 

CACGGCGGAATTGTATGCACCTCCTCAAATGCACGTTCCGTATTGGAGTGGGCGTTTGAA 
CGCGGCCAACGAGTCCTGTTCTTCCCCGATCAGCACTTGGGTCGAAACACCGCGAAAGCC 
ATGGGCATTGGGATCGATCAAATGCCCCTGTGGAATCCCAACAAACCACTGGGTGGCAAC 
ACCGTTTCCGAGCTAGAAAACGCAAAGGTACTGCTCTGGCATGGTTTCTGCTCTGTACAC 

AAGCGCTTTACTGTCGAGCAGATCAACAAAGCCCGCGCCGAGTACCCCGACGTTCACGTC V 

ATCGTGCACCCTGAATCCCCCATGCCAGTTGTTGACGCCGCCGACTCATCCGGATCCACT 

GACTTCATTGTGAAAGCCATTCAAGCAGCACCGGCAGGATCTACCTTTGCGATCGGCACC 

GAAATCAACTTGGTTCAGCGCCTGGCAGCCCAGTACCCGCAGCACACCATCTTCTGCCTC 

GACCCTGTCATCTGCCCATGCTCCACCATGTATCGCATTCACCCTGGTTACCTGGCCTGG 

GCACTTGAGGAGTTGGTGGCTGGAAACGTGATTAACCAGATTTCTGTCTCTGAATCCGTG 

GCGGCACCGGCGCGAGTCGCTTTGGAAAGGATGCTATCTGTTGTTCCAGCAGCTCCTGTT 

ACTCCTAGCTCCTCGAAGGATGCG 

>RXA02 Ill-downstream 
TAATTTATGACTACCCATATTGA 



>RXA02118-upstream 

GGGCTGGTGCGGGTTGCTTTAATGGAGGTCATGCTCGCAGGCTAACAGAATTGGTGGTTT 
TAGTGCTGTTACCAGGGACATCGGCTAGAATCTGCTGAAT 

>RXA02118 

ATGTCTGATCAATTAGCTCCCTGCCCTGAGTGCAGCAGTG7VATATACCTACGAAAACGGC 
GGCGTTCTGGTCTGCCCAATGTGTGCCCACGAATGGGTCGAAGGTGAAGTAGCGGAAGAA 
ACCGCGACTGTCATCAAAGACTCTGTGGGAAATATCCTCAATGATGGCGATTCCGTATCG 
ATTGTGAAGAGCCTCAAAGTCAAGGGTGGCGGTGCCATCAAGATTGGCACCAAAGTCAGC 
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GGAATTCGTCTTCTTGAAGAGCCAGTTGACGGCCACGACATCGACGCTAAGGTCCCTGGA 
TTTGGTCAAATGCGACTCAAGTCCAGTGTTGTAAAGAAGGCC 

>RXA02118-downstream 
TAAACCCTTTTAAGGAGCTTTAG 



>RXA02120-upstream 

TTGGCCACTTGTTTGAGTAGGCTGGCGGGCAGGTGCTTGAAATACTCTGATTAGTTCCAA 
GC AAAT T AGC AC AAC T T C AC AC T T TAT T T AGG AG C AT GT T 

>RXA02120 

ATGTCTGACCTGAAGTCACTTGCCACGAAATTTGCTAGCGATCATGAATCCGGAAAGCTG 
CTGGTCCTGCCTACCGTCTGGGATACCTGGAGCGCGGGGCTCGTAGAAGAAGCAGGATTT 
AGTGGCCTGACCATTGGTAGCCACCCAGTCGCGGATGCGACAGGAAGCTCCGATGGTGAA 
AACATGAATTTTGCAGATTATATGGCGGTGGTCAAGAAGATCACCTCGGCGGTATCCATC 
CCCGTAAGCGTTGATGTGGAATCCGGTTATGGTCTCTCGCCTGCGGATTTGATCGCACAG 
ATTTTGGAAGCTGGCGCAGTGGGCATCAATGTGGAAGATGTTGTGCACAGCGAGGGTAAG 
CGTGTTCGTGAGGCGCAGGAGCACGCTGATTACATCGCTGCGGCACGTCAAGCTGCCGAT 
GTGGCAGGTGTAGATGTGGTGATCAACGGTCGCACGGATGCCGTCAAACTTGGTGCAGAC 
GTTTTTGAAGATCCGATGGTGGAGGCCATCAAGCGCATCAAGCTCATGGAACAGGCAGGC 
GCGCGTTCGGTGTACCCCGTGGGTCTGAGCACCGCCGAGCAGGTTGAGCGCCTGGTGGAC 
GCTGTGTCAGTGCCGGTCAACATCACCGCGCACCCGGTTGATGGGCACGGCGCAGGCGAT 
CTGGCCACCCTCGCAGGCCTTGGCGTGCGCCGCGTGACCTTCGGTCCGCTCTGGCAAAAA 
TGGCTGGCTGCCACCTCGGCGCAGCAGCTTAAGGGCTGGGCT 

>RXA0212 0-downstream 
TAAATTGCTTGTCGACGCCTAGT 



>RXA0212 6-upstream 

TCCGAGGAAGACATGGCGGCACTTCAAGAAGTGACCGCCCGCGATTATGGCGAGCACAGC 
GGTTTTCCTGTGTATTCCGGCAAGTAGAAAGATTTTTATC 

>RXA0212 6 

ATGGGACAAAAAGTAACCGCAGGTCGTGACATCCTAGGAGAGTTTGCACCTAAGTCCGCT 
GAACTCAACGATGATGTCCTCTTTGGCCAGGTGTGGTCGAGGGAATCAGAGCTTTCCCCA 
CGTGACCGAAGCATCGTGATCGTGACAATGTTGATGGCAAGTGGCGTGCTGGATAGTGCT 
T T T G AAAG C C AC G T T C AG C GAG C C AAAG AC AAC G G T G T C AC T GC T G AAG AAA T C G C AG AG 
ATCATCACCCACGTGGCCTTTTATGCAGGTTGGCCAAAGGCTTGGGCTGCGTTCCGCATC 
GCAAAGGACATTTACACCAAG 

>RXA0212 6-downstream 
TAATAGCGAGGCAGAAAACACAT 



>RXA02192 

ATTCCCGACATTGGATTTGGTGTCTTCCAAACCCCACCCGATGAAACCCGAAACTCCGTT 
AACGCTGCTCTTGAAGCCGGCTATCGCCACATCGACACCGCGGCCGCATACGGCAATGAA 
CGTGAAGTCGGTGAAGCAATCGCAGCATCCGGCATTGGCCGCGACGAGATCACCATCGAA 
ACCAAAATCTGGGTGACCGACTACGGCTTCGAGGAAACTCTCCACGCATTCGACAAGGCC 
ACAGGCAAGCTTGGTGTCGATACACTGGACATTTTGATCTTGCACCAGGCAGTGCCAAGC 
AGCTTTGATCGCACCATCGCCGCCTACAAGGCGCTAGAGAAGCTGCTTTTCGACGGCGCG 
GTGCGGGCAATCGGAGTCAGTAATTTCATGCCAGAGCACCTGGACAAACTCCTTTTGGAA 
ACCTCCATTGTCCCAGCTCTGAACCAAATCGAATGCCACCCCTACTTCCAGCAGCGTGAC 
GTGCTTGCCCGCAATGAGCAGCTTGGCATTTTGACTCAGGCG 



>RXA022 14 -upstream 

GAACTCAATTCCCTGAGCTGTAATGAAAGGACATTGGTATGGGGTTGCCTCTGACATCGT 
TTGAGCTCTCCATCCTTTTCATTTCGCTATTCTGGTATCC 
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>RXA02214 

ATGAGTCCCACCGTTTTGCCTGCTACACAAGCTGACTTCCCTAAGATCGTCGATGTTCTG 
GTTGAAGCATTCGCCAACGATCCAGCATTTTTACGATGGATCCCGCAGCCGGACCCCGGT 
TCAGCAAAGCTTCGAGCACTTTTCGAACTGCAGATTGAGAAGCAGTATGCAGTGGCGGGA 
AATATTGATGTCGCGCGTGATTCTGAGGGAGAAATCGTCGGCGTCGCGTTATGGGATCGG 
CCAGATGGTAATCACAGTGCCAAAGATCAAGCAGCGATGCTCCCCCGGCTCGTCTCCATT 
TTCGGGATCAAGGCTGCACACGTGGCGTGGACGGATTTGAGTTCGGCTCGTTTCCACCCC 
AAATTCCCCCATTGGTACCTCTACACCGTGGCAACATCTAGCTCTGCCCGTGGAACGGAT 
GTTGGCAGTGCGCTTCTTAATCACGGAATCGCTCGCGCGGCTGATGAAGCTATCTATTTG 
GAGGCGACGCCGACTCGTGCGGCTCAACTATATAACCGTCTGGGATTCGTGCCCTTGGGT 
TATATCCCCTCAGATGATGATGGCACTCCTGAACTGGCGATGTGGAAACCGCCAGCGATG 
CCAACTGTT 

>RXA022 14 -downstream 
TAACCCTGAAGGCGATTTAAGGG 



>RXA02215 

GCCCAAGAACTCCTGGTCAAGCTGTTGCCACATTCTGGAAACGCCCTGCGCATCGGCATC 
ACAGGAGTCCCCGGTGTTGGTAAATCAACCTTCATCGAAGCCTTCGGCT.TGCACCTGATT 
GAACAGGGACACAAGGTGGCAGTAGTAGCGATCGACCCGTCCTCGACCAAAACTCGCGGC 
TCGATCCTTGGCGATAAAACCCGCATGTCCAAGCTTTCCAACGCAGAAAACGCCTTCATC 
AGGCCGTCACCTTCTGCCGGAACACTTGGCGGTGTGGCCAAAGCAACGCGTGAAGCCATG 
GTGGTTTTCGAAGCTGCAGGTTACGACATCATCATCGTCGAAACCGTCGGCGTCGGCCAA 
AGCGAAGTCGCCGTATCGCACATGGTGGATATCTTCACCTTCCTGGCGCTGTCCGGCGCT 
GGCGACCAACTCCAAGGCATCAAAAAAGGTGTCTTAGAAATGGCAGAGTTGGTGGCCATC 
AACAAAGCCGACGGCCCCAACGAAAAACCAGCAAAACGAGCAGCCCGCGACCTCGCTTCT 
GCACTCCGCATGGTTCGCAGCCCCGATGAACTCTGGCATCCACCAACAATCACCATGTCA 
GCTGTCGAAGGCACTGGTGTGGACACCTTTTGGCATCATGTCCAAAACCACCACAAAACC 
ATGGTGGAGGCGGGGGAGTTCGACAGGCGACGACGCGACCAACAAGTGGGATGGACTTGG 
TCGATGGTCCATGAAACTATCCGCATGCGTCTCGAAAACGATCCCGGTGTTCAAGTAGTG 
AGCCAAGACATGGAACGAGCCCTCCGCAAAGGTTCCACCACCCCGACGTTGGCTGCCCAA 
AACATCCTGGAGGCGTTCGACAAAGCC 

>RXA02215-downstream 
TAATAAGGCACCATTTGGATGGT 



>RXA022 64 -upstream 

TCCCTGACATCCAGGTTGAAGCAACGTTTGATGACGGCACCAAGCTCG.TCACCGTGCACA 
ATCCCATCCGATAACCCTTGATGTTTTTAGGAGTTTTGTC 

>RXA02264 

ATGATCCCAGGCGAGTACATCCTGTCCAGCGAATCACTCACCGGAAATGTTGGGCGCGAG 
GCCAAAACCATCGAAATCATCAACACCGGTGATAGGCCTGTGCAGATTGGTTCGCATTTC 



>RXA022 65-upstream 

TCAAAGGAAAGCAGTATATTGTCGGTTTTTTAGAGGCTCTCCCAAATATTGCGTTGGGGG 
AG C T AAAC T AAT T T C T G T T AC C T G AC AG AAAG G GG C AAAA 

>RXA022 65 

TTGCATATCACTCCTCGTGAACAAGAAAAACTGATGATCGTGGTGGCGGCTGACCTTGCA 
CGTCGCCGTAAAGATCGCGGCCTAAAACTTAACCACCCAGAGGCCGTCGCCCTCATCACG 
TATGAACTGATTGAAGGCGCCCGTGACGGACGCACAGTCGCAGACCTTATGAGCTGGGGA 
AG C AC CAT T T T G A C TAG G GAT GAT G T C T T AG AAG G C AT C C C AG AG AT GAT C C C T G AC AT C 
CAGGTTGAAGCAACGTTTGATGACGGCACCAAGCTCGTCACCGTGCACAATCCCATCCGA 

>RXA02 2 65 -downstream 
TAACCCTTGATGTTTTTAGGAGT 
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>RXA0227 4 

TACGCAGCAATCGGCGAAGAAGTAGCATTCGGCGGTGGCAAGGTCATTCGTGATGGCATG 
GGCCAAAATGGCACCTTGGTTCGCGATGTAGATATTCCCGATACCGTCATCACCAACGTC 
ATCGTCCTTGACTATACGGGTGTGTACAAAGCTGACGTTGCGCTTCGAGATGGCAAAATC 
TTCCGAATCGGAAAGGCCGGAAACCCGAATGTCATGGAAAACGTCGACATCGTCATCGGC 
GTTGCCACCGACATCATTGCTGGTGAAGGCAAAATCCTTACCGCAGGTGGCATCGACACG 
CACGTGCACTTCTTGGGCACAGACCAGGTCAACACTGCATTAGCATCAGGTATCACCACG 
ATGATCGGTGGAGGCACCGGCCCAAGCCAGGCGTCGATGGCTACAACTGTCACGCCAGGT 
CAGTGGAATACCTACAACATGCTTAGTGCTTTTGAAGGCATGCCCATGAACTTTGGCATT 
TTGGGTAAAGGCCATGGTTCTTCCAAATCTCCGCTGGCTGAGCAGGTTCGTGCGGGTGCA 
ATCGGTCTGAAAATTCACGAGGACTGGGGTGCCACACCATCGTCGATCAACACTGCCCTA 
GAAGTAGCCGATGACATGGACATCCAGGTGGCACTCCACTCCGATACCTTGAATGAGGCC 
GGTTTTGTGGAAGACACCATTGAAGCCATTGCGGGCCGAGTCATCCATACCTTCCACACC 
GAAGGTGCTGGTGGTGGACACGCTCCTGACCTAATCCGAGTGGCTGCTCTGCCAAACGTG 
TTGCCTGCATCCACCAACCCAACGCTCCCATACACCCGAAACACTGTTGAAGAGCACCTG 
GACATGGTGATGGTTGCCCACCACCTCAACCCAGATATTCCAGAAGACGTGGCTTTTGCG 
GATTCCCGAATTCGTGCCGAAACGATTGCAGCCGAAGATGTGCTTCACGATAT.GGGTATC 
TTCTCTATCACCTCTTCGGATTCCCAGGCGATGGGCCGAGTAGGAGAGACCATCACGCGC 
ACGTGGCAGGTCGCCGACCATATGAAACGCACCCGTGGATCACTAACGGGAGATGCTCCA 
TACAACGACAACAACCGCTTGCGTCGATTCATCGCAAAATACACCATCAACCCTGCGATT 
GCGCACGGTGTGGATTATGTTGTTCGTTCAGTGGAGGAAGGCAAGTTCGCTGACCTCGTG 
CTGTGGGATCCAAAGTTCTTTGGTGTGAAACCTGATCTGGTGATCAAGGGTGGGTTGATG 
GTCAATTCCCTCATGGGTGATTCCAACGGTTCCATTCCAACTCCGCAGCCCCGCACCCTG 
CGCAATACTTGGGGTGCGTTTGGCCAGGCAGTTTCCAGAAGCTCCATTACATTCCTATCC 
CAGGACGCTATCGATGCAAATGTTCCTGATCTGCTGAATCTGAGGAAGCAGATCCGGGGC 
GTTCGAGGTGTAAGGAATCTGACCAAACGAGACATGAAACTC7\ATGCAGAAATGCCTGAT 
ATTCGTGTCGATCCAGAGACCTACCAGGTGTTTGTCAACGGTGAGTTGATCACCAGCAAG 
CCAGCAGAGACAGTGCCAATGGCACGTCGCTACTTCTTGTTC 

>RXA0227 4 -downstream 
TAATCCGCCAACAAGGAAGGAAG 



>RXA02 27 5-upstream 

GTTTGTCAACGGTGAGTTGATCACCAGCAAGCCAGCAGAGACAGTGCCAATGGCACGTCG 
C T AC TTCTTGTTC T AAT C C GC C AAC AAG G AAGG AAG A T C C 

>RXA0227 5 

ATGATTATCACTGCGATCGACACCAACATCTACGATGAACCGGAGTTTGTTGAAGGACGC 
GATGTCATCGGTGTGCGCTTTGAAGATTTAGT.TTTGGATAAGCGCATTCAACGGGTTGCA 
CTCCCCGGAGGAGAAGAACTGGGGTTGCGGTTAAACCACGGGCATCCGATTCTGCGTGAA 
GGTGATGTGTTGAAAGCTGATGATAAGACGGTATTTGTGGTGGAGATTATCCCCACGGAT 
GTTTTAGTTATCACGCCAAGCGATAT.TCACCAGATGGGATTTGTGGCGCACTCCCTGGGA 
AACAGGCACCTGCCAGCACAGTTTTCCAAGCCAGGTGAATTGACAGAGAAGGCAGCCATG 
ATCGTGCAATACGATCACACGGTGGTCAGCTTCTTGGATGAGCACGGCATCGAGTATCAG 
CGCACCGAACTTGTTCCGCCAATTCCTTTCAGGCATAGCGGGCACACACAT 

>RXA0227 5-downstream 
TGATGGATCTTGACGCTGATTTT 



>RXA0227 6-upstream 

ATCACACGGTGGTCAGCTTCTTGGATGAGCACGGCATCGAGTATCAGCGCACCGAACTTG 
TTCCGCCAATTCCTTTCAGGCATAGCGGGCACACACATTG 

>RXA0227 6 

ATGGATCTTGACGCTGATTTTCTGCTGTTGCATTTATCGGATTCAGCACTTCCAACGGGA 
GCGTTTGCGCACTCATTTGGATTTGAAACTTATATGGATGCAGAGCGAATCACCAATGCA 
GAGGAGTTCCAAGACTGGCTGAAAGTCCTGCTTAAGGTGCAATTGACCAGCTCTGATGCT 
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TTGGCAATGAGGATGTTTTACGCCACCCCGACGGTGTCTGAGCTGAAACGGCTGGATGAG 
CGCCTTTTTGCTGGAACTCCGGCGAGAGAAATTCGGGAAGCTAATGCTCGAATGGGTACG 
CGCATGGCAGAGATCGTGGCTGAAACCTACTCCGTGCCCCTGATTGTTGAGTATCTCGAA 
TTGATTCAACATCGAGAGCTATCAGGGCACCCGGCTTTGGCTTTGGCTCTTGCCACCCAC 
AGCGCGGGGATTGATGTGGATCGAGCAATCCACGCTCACCTCACGGCAACGGTGAGTTCG 
CTGATCCAAAATGCGGTTCGTGGCATCCCACTGGGGCAAATGGCAGGTCAGCGGGTGATG 
TTCGCCATGCGTGAGCATATCGGTGCGGCCGTGAAACGTAGCGCGAACTTGGATGAGATT 
GATTTCTGTTCGGGTGATCCAGGCTTGGATATTTCACAAATGGTTCATGAAACCCAACGC 
G C AC G AC TAT T T AT GAG T 

>RXA0227 6-ciownstream 
TAAGAAG G AG AAAAG AAAC AT G G 



>RXA022 7 7 -upstream 

ATTGATTTCTGTTCGGGTGATCCAGGCTTGGATATTTCACAAATGGTTCATGAAACCCAA 
C GC G C AC G AC TAT T TAT GAG T TAAGAAG GAG AAAAG AAAC 

>RXA02277 

ATGGGTCCAATCAGAATCGGCGTAGGCGGGCCGGTCGGCGCCGGAAAAACGCA'GCTGGTA 
GAGCGGATTACGCGAGCGCTTATCGACGAAGTCAGCATGGCTG.CAATCACTAACGATATC 
TACACCATTGAAGACGCCAAGATTCTTGCCGGCAATGGAGTGCTGCCAGAAGAACGCATT 
GTTGGCATTGAAACTGGAGGATGCCCACACACTGCGATTCGTGAAGACACCTCCATGAAT 
GATGCAGCGATCAAAGACCTTGTGGAACGCTTCCCAGATCTGGAACTCATCTTTGTGGAA 
TCTGGTGGAGATAATCTCTCTGCAACGTTCTCGCCAGAGCTGG.TGGATTTTTCCATCTAC 
ATCATCGATGTTGCCCAAGGTGAGAAGATCCCGAGGAAAGCTGGCCAAGGCATGATTAAG 
TCGGATTTGTTTATCATTAATAAAACTGACCTTGCCCCATATGTTGGTGCCAACCTAGAT 
GTCATGGTGGAAGATGCCAAAGCATTCCGCAAGAACAAACCATTCTGCCTGACTAATCTG 
CGCACCGATGATGGTTTGGATAAGGTCTTGGAATGGATCCGCCATGAGGTGATGATGCAG 
GACTTGCAGGAAGCC 

>RXA0227 7 -downstream 
TAAATGACACAAACCCAACCAGT 



>RXA0227 8 -upstream 

ACCATTCTGCCTGACTAATC-TGCGCACCGATGATGGTTTGGATAAGGTCTTGGAATGGAT - 
C C G C C AT GAG G T GAT GAT GC AG G AC T T G C AG G AAG C C T AA 

>RXA02278 

AT G AC AC AAAC C C AAC C AG T G G G AAC C C T G C G AC T G AC CAT C GAT GAT C AAG GAC C C C AA 
GGTCAAAGCCGTGCGGTGGAGCAATTTCACCAGGGTGCGCTTCGAGTCATCCGGCCACAC 
TACTTGGATGATTCCGGACAGGTTTGCTACACCATCATTGCCATTGGTGGCGGATACCTG 
GGCGGCGATGTGTATGAGCAGCAATTCACGATCAAAGACAACGCAAAAGCTTTGATCACC 
ACGCAATCGGCCACCAAGATTTATCGCACACCGCAAGGACCAGC'CACGCAGCACACCGAA 
ATCAACGTCGGTGAAAATGCTGTGCTGGAATACTTGGCGGATCAAACCATCGCGTACCGG 
GAGGCCACCTATCATCAATTCACCAAGGTGGCGCTGCACCCGAGCGCAACGTTTGTGATG 
AGC G AAC AAAT C AC C C C AG G C T G G C AC C C C GAC G G C AAAC AC T T T G C T T AC GAT G AAAT G 
C G T C T AC AC AC C G AAAT C AC G GAC T C C AC C AC AG G G C GAC TCGTGCTCTTG G AT AAT T T A 
CTGCTCCGGCCGGACTCCCGAGAGGGAAGTTTTGGGTGGACGGAACAGTACACACATTCA 
GGGCAGATGATTGTGATGGGGGAAGGCGTCGATAAGCAGCTTGTTGCTGAGCTGAATGAG 
CAACTTGCCGCGCACCCTGATGTGTACGGCGCCGTCAATTTCTTAAGCGCGCCGGGCACG 
TTACTGCGCGGATTTATTGCGCGCACGCTGAGCAACCGCACTGAGGAGTTGATTAACCTG 
CACGAACACATTGCGTCGCTGTTGCGCGGGCGGTGGCGCGGGCAGGAACCGGTGAATTTG 
CGGAAGTAC 

>RXA0227 8 -downstream 
TAGACGGCGTCGAGAAATCGAAG 



>RXA02316-upstream 
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TGCGCACCTACGGCGCCGAATTCCCGCTGGTCCTGCTTAAAGATGGACAGGCACTGCTTA 
TCGACGACCACGGCGTCCACCTAATTTAGGATGGTTCCCC 

>RXA02316 

ATGAGCACCCCAACTGTTGATGAGATTCTAGAGCGCGCCCACGTGGTGTCGCTGCCGATG 
CGTGTGAAGTTTCGTGGCGTCACCACCAGGGAGGCTTTGCTGATTGAAGGCCCTGCTGGT 
TGGGGAGAGTTCGCGCCCTTCCTTGAGTATGACCCGCAAGAATCGGCCAGTTGGCTAAAG 
TCCGGCATTGAAGCAGCGTGGGAGGGTTTTCCGGCGCCGTTGCGTGATCGCGTGGAAGTC 
AATGCCACCATCCCAGCTGTTCCGGCCGATCAAGTGGCAGAAGTTTTGGACCGTTTCCCA 
GGCTGTCGCACCATCAAAGTAAAGGTCGCGGAACCAGGCCAGACCTTGGCTGATGACATC 
GCGCGAGTTGCCGCTGCCCGTGAGGCACGCCCCGGCGCGATCATCCGTGTTGATGCC7\AT 
TGTGGGTGGAGTGTGGAGCAGGCGGTGGAGGCGGCTCAGGCGTTGGCGCCGTTGGATTAT 
TTAGAGCAGCCGTGTGCCACCGTGGAGGAACTGGCGGAAGTGCGCATGACGGTGCAGCGG 
CGCGGACTTTTTGTGCGCGTTGCAGCGGATGAATCGATCAGAAAATCTGATGATCCTTAT 
CGGGTGGCGGATCTGCGTGCTGCGGATGTGGCTGTGGTG7VAGGTTGCTCCTTTGGGTGGT 
GTGAAAAGGGTACTTGAGGTGGTGCAACATTTGCGGGCGCGCACGATGGACATCACTGTA 
GCAAGTGCGTTGGACACGGTTGTGGGGATGAATGCTGGGTTGGCTGCGGTGGCGGCGTTG 
CCGAAGTTGGATGATGACGATCTCATTGATGTGCCACCAGCGGCGGCGGGTCTTGCGACT 
TCGCAGTTGTTCCTGGAGGATGTCGCGACCCCGCACGCAATCACTGATGGGTTCATGGAA 
ACGCGTGTAATTGCCCCGGAAATGGATCGTTTGGAAACGCTTGCTGCCAGC/^AAGATAGG 
CGTGATTGGTGGTTTGAGCGCGTGCGTGAATCGTATCCGTACCTGGAGACGATC 

>RXA02316-downstream 
TAGACTGTTGTGCATGTCCAGCA 



>RXA023 17 -upstream 

GAATTTTCCGGTGTT7UVAATGTGCGGTGAGCTTGGCGTTGGCGGAGGACCAGTGTGGGGA 
GACGTCGAAAAGCGAATTCATGGCCCCATCTTGCCTTAAA 

>RXA02317 

ATGGCGCACATGCGCTTACTGCTGACCTCCTTTGGCCATGATCATATTCGGGATTTTGTA 
CGCGGTACCGTGGCGTATATCCCTGATGCGACCAGGCTTTTTGCTGATAGTCCCGAGGCT 
GCTCCTTTTATGGAGACGGAGCGAAATATGCTGCGCGAGCACGGCTTGAGCATTCGTGAG 
CTGCCGATTTCCACGTCGACTCCGGAGGAAGTGGATCGGGTGCTTGGTGAGGTTGATGGG 
GTGTATGTGGCGGGCGGTGAGACTTTTGATCTGATGTGGCTGCTGCGTTCCACAGGCAAT 
GATGAGGTGTTGATTAAGCATGTTCGCGCTGGTCTACCGTATATTGGAACGAGCGCCGGC 
GCGGTAATTGCAGGTCCTTCGATTGAACCGATCAGCTTTTTGGATAGCCCCGATGTCGCG 
CCGAATTTAAGCGACTATTCAGGTCTAGGCCTGTGCGAGCATGTCGTGGTGCCCCATGCT 
GGTGGCACGATCCCGCAATTTCCCATCGATGTGTTTGCGGAAACCGTGCGCACCTACGGC 
GCCGAATTCCCGCTGGTCCTGCTTAAAGATGGACAGGCACTGCTTATCGACGACCACGGC 
GTCCACCTAATT 

>RXA02317-downstream 
TAGGATGGTTCCCCATGAGCACC 



>RXA02334 

GGAGTTCTCCCGGATTGGATGAGCACGGCAACCCAACCCTCAAACACCGGCGTGCTTCGT 
GGTGAACACATCCCAGGCGCGATCAACCTGGATTGGTCGGACGCTGTTCTTCCCAACGGA 
AACTTCCGCACCCGTGCAGAGTTGGACAAGCTCTACGCCGATCTCAACCCAGCTGACGAT 
ACCGTTGTCTACTGCCAGGTTGGCGACCGCGCGGCCCACACCTGGTTCGTGCTGAAGTAT 
CTGCTCGGTTTCAACAACGTCCGAAACTATGACGGATCGTGGGCAGAATGGGGCAATATG 
GTTCGCATGCCGATCGAAACTGGCGAAAACACCAAAAATAACGTTTCGGTGTCA 

>RXA02 334 -downstream 
TAGAATAGGCGTATCCCCTTTTT 



>RXA02 351-upstream 

TGACACTTTACAGACTGGTTTTCAACTAATGACACCGAAAGAAATACACCTCAACCTTTT 
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TGCTTTCGGTGCCGGGCACCACGCGGCGGCGTGGCGAGCG 
>RXA02351 

GTGGAGGGAAGCGTCGAAAAGCTGGGTTTAATTTCCTGGTGGGAGGAACTCGCGCGCACC 
GCTGAGCGGGGCAAGCTGGATGCGGTCTTTTTGGCCGATGGGCAGGCGATTAATCCGGTC 
GGTCTGGAGAATGGGCCGGGCTGGTTTTTGGAGCCGGTGACCGCGTTGACTGCGATGGCG 
CGGGCGACGAACAATATTGGGTTGATCAGCACAATTTCCAGTACGTTTTGGCAGCCGTTT 
CATGCGGCGCGGATGATCGCCAGCTTGGATCATATTTCGGGTGGGCGTGCTGGAATCAAT 
GTGGTGACATCGATGACCGATGCGGAGGCGCGTAACCACGGGATGGATGCGTTGCCGGGT 
CACGATGTTCGCTATGCGCGCGCTGCGGAATTTATTGAAACCATCACTGCGCTGTGGGAT 
TCTTGGCCTGCGGAAAGTTTGGTGATGGATCGTGCTGGAAAATTTGCGGACTCCTCGCTC 
ATTAAATCTATCGATCATGATGGTGAGTTCTTCC7\AGTCGCTGGTCCGCTGAATATCCCC 
AGTCCTCCGCAGGGTCGACCCGTACTTTTTCAGGCTGGATCCTCACCGCAAGGACGGGAA 
ATCGCTGCGAAATACGCCGAGGCAATTTACTCTGTGGCGTGGGATTTGGAGCAAGCGCAA 
GATTATCGCTCTGATATTCATGCTCGTGCCACTGCCCAGGGTCGCGAGCCCATGCCGGTG 
CTTCCTGGTTTGGTGACTTTTGTTGGCACGACCGTGGAAGAAGCGCGTGCAAAACAGCAG 
GCTCTTAATGCGTTGCTGCCGGTCAAAGACTCACTAAATCAGTTGAGTTTCTTTGTGGGT 
CAAGATTGCTCGACGTGGGATTTGGATGCACCTCCCCCACCACTGCCACCGCTAGAAGAG 
TTTTCCGGTCCTAAAGGCAGGTACGAAACGGTCCTGCGG 



>RXA024 10-upstream 

TATGAGACTGACCATCCTTGGAAGCTCTGGTAGCGTGCCCGCTCCAGGTAACCCCGCATC 
CGGATATCTGTTAACTTCTCCGGACGCCCCTGCCGTGATT 

>RXA024 10 

ATGGACATGGGCCCAGGTGTCCTTGCAGCAGTTCAAGAAATTCAAGATCCTGCTGATGCG 
CATGTTATTTTCTCCCATTTGCACACCGATCACTGCGCTGATTTTGCGTCCTTGATGGTG 
TGGCGCAGGTTCCACCCAACGCTGGCCGCCAAGAGCCGCAATCTTTTGTTTGGACCTGAA 
GATACCCCCAACAGGCTTGGTCGTTTGAGCTCCGATGAGCCTGATGGCGTTGACGATATG 
TCAGATACTTTTGCTTTCGACGCCTGGGAAGAGCGCAAGCCAGAGCTCATTGATAATTTC 
ACGGTCACGCCGTTCCGCGTTGTGCACCCCATTGAGACCTACGCGCTTCGCGTAGAGGAG 
CACCGCACCGGCGCCTCAATTACGTATTCCGGTGACAGCGCGTACACCGAAGCGCTTATC 
GACGCCGCCCGCAACGTTGACATTTTCTTGTGCGAGGCAACTTGGGGCACCTCTTGCGAT 
GACAAAGCACCAGGAATGCATATGTGTGGCCAAGACGCCGGAAGAATTGCGGCAGCAGCT 
GGCGTAAAGAAACTGATTATCACTCATGTTCCACCATGGATTGATGCAGAGGCCACAGTG 
GCAGCAGCTGCGGAACACTTTGATGGTCCTATCGAATTGGCACGATCAGGAATGGTTATC 
GAGTTT 

>RXA02410-downstream' 
TAGTCCGTTTGTACTAATAAGGT 



>RXA02411-upstream 

GCAGCGAATCGTCTGGTTTCTTGATCGGGTGAATCAGCCATTGCCATATTGTGACACATC 
TTGGACGGATAAAAAGGGAAGCAACGCGAGGTGGCTTATG 

>RXA02411 

ATGGCAACCGTGACTGATTTCAGTGGATCTATGATTGAACGCCCCGTGCCAGGTGCTGAT 
GCGCCGATTGGAATTTTTGATTCTGGAGTTGGCGGATTAACCGTAGCTCGCACAATCATC 
GATCAATTGCCACATGAATCAGTTATTTATATCGGTGATACTGCCAATGGCCCTTATGGT 
CCGTTGCCTATCGCTAAGGTCCGTGAGCACGCCATCCGCATTGCCGATGAGTTGGTGGAA 
CGCGGATGCAAGATGATTGTCATTGCCTGCAACACTGCGTCCGCTGCGTTTCTCCGAGAT 
GCCCGTGAACGATACAGTGTGCCAGTCGTGGAAGTTATTCTTCCCGCAGTAAGGCGTGCG 
GTGGCATCCACCCGCAATGGCAAAGTGGGCGTGATCGGCACAGTGGGAACCATTAACTCC 
GGTGCGTACCAGGATCTTTTCTCTGCAAGCCCCTCCATTGTGGTCAACGCAGTGGCATGC 
CCACGGTTTGTGGATTTCGTGGAACGCGGAATTACCAGCGGCAGGCAGATCCTCAACATT 
GCGCAGGATTATTTAGAGCCTTTGCAAGCAGAAGGGGTGGACACCCTCGTGCTTGGATGC 
ACCCACTATCCACTGCTTTCCGGTGTCATTCAGTTGGCAATGGGGGACCACGTAAGTTTG 
GTCTCTAGCGCGGAAGAAACTGCGAAAGACGTGCTGAGAATTTTGAGCCAGCAAGATCTT 
TTAGCCGATCCGGACATGCATCCTGAGCCAAGTTATAGCTTTGAATCAACAGGCGATCCG 
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GAAATCTTTGCGCAATTAAGCCGCCGATTCCTTGGACCAATTGTTTCCCAAGTGAGACAA 
AACGAGGGA 

>RXA02411-downstream 
TAACCCCAGGTGTGTGTTCTACC 



>RXA02 4 4 8-upstream 

AGCATTCACCGGCCAGATCTTCAAGAAGGCTTAAACCCCCTCCGATCTCTTTGGCTAGCA 
CCTAACAAACCACCACACCTTTTAGAAAGTGATTCTCGCT 

>RXA024 4 8 

GTGAACAACTCACTCGCATTCAACCACGACACCCTCCCACAGAAAGTCATGTTTGGATAT 
GGCAAGTCCAGTGCATTCTTAAAGCAGGAAGTTGAACGCCGCGGCTCAGCCAAGGTCATG 
GTCATTGCGGGTGAACGAGAAATGTCGATCGCCCATAAGGTGGCCTCAGAAATTGAGGTG 
GCGATCTGGCACGACGAAGTTGTCATGCACGTGCCCATCGAAGTAGCCGAACGTGCGCGT 
GCAGTGGCAACCGACAATGAGATTGATCTGCTGGTGTGTGTTGGCGGCGGATCCACCATA 
GGTTTGGCCAAAGCAATTGCCATGACCACTGCCCTGCCCATCGTCGCGATCCCCACCACC 
TACGCAGGATCGGAAGCAACCAACGTGTGGGGTCTGACGGAAGCAGCGCGCAAAACAACC 
GGTGTTGATCTGAAGGTGCTCCCCGAAACAGTCATTTACGATTCCGAACTCACCATGTCG 
CTTCCAGTGGAGATGTCCGTGGCATCCGGACTCAACGGCCTGGCGCACTGCATTGATTCT 
TTGTGGGGACCCAACGCCGATCCCATCAACGCAGTGCTTGCAGCCGAAGGAATCCGCGCA 
CTCAACCAGGGACTGCCGAAAATTGTTGCGAACCCGCACAGCATCGAAGGACGCGACGAA 
GCCCTCTACGGCGCCTACCTCGCAGCAGTATCCTTCGCCTCCGCAGGCTCCGGACTACAC 
CACAAAATCTGCCACACCTTGGGAGGCACCTTCAACCTCCCCCACGCCCAAACCCACGCA 
ACCGTGCTGCCGTATGTTTTGGCATTCAACGCAGGCGACGCACCAGAAGCTGAACGCCGC 
GCAGCCGCAGCCTTTGGAACTGACACCGCACTAGAAGGCCTGCAACGCCTCCGCTTGTCA 
GTCAACGCACCGAAACGACTTTCCGACTACGGCTTCGAGGCTTCAGGAATTGCTGAGGCA 
GTGGACGTCACGTTGGAGAAAGTTCCCGCCAACAATCCTCGCCCAGTGACCCGGGAAAAC 
CTCAGCAGATTGCTCGAAGCAGCACTCAACGGTGAGGATCCGGCAGTTCTTAGCGCAGTA 
CTCAGTAAC 

>RXA024 4 8-downstream 
TAACCCGGCGATTTTTCAAGGAG 



>RXA02 4 4 9-upstream 

ACCTCAGCAGATTGCTCGAAGCAGCACTCAACGGTGAGGATCCGGCAGTTCTTAGCGCAG 
T AC T C AG T AAC T AAC C C GG C GAT T T T T C AAG G AG AAAAT C 

>RXA024 4 9 

ATGACAACCACCACCGCAGACCACAACATCAGCGCGCAGCAAAAGGCTGTTGAAGAAAAT 
CTGGTGAACCGTGTCCTCCAATCTTTTGATGCGTGTGAAAACCCGCGCCTCAAGCAGCTG 
ATGGAATCGCTGGTTGTGCATCTGCACGATTTCATCCGGGATGTGCGCCTCACCGAGGAT 
GAGTGGAATTACGCCATTGATTTCCTCACAGCGGTTGGCCACATTACTGATGACAAGCGC 
CAAGAGTTTGTGTTGCTTTCCGATACCTTGGGCGCCTCGATGCAGACCATCGCGGTGAAC 
AACGAAGCGTATGAAAACTCAACGGAAGCTACAGTCTTTGGTCCATTCTTCCTCGATGAC 
GCTCCTGAGGTTGAGCTGGGTGGAGATATCGCCGGCGGCGCCCAGGGGCAGGCAGCGTGG 
ATTGAAGGAACCGTCACCGACACTGAAGGCAATCCCGTTCCGAATGCTCGTATCGAGGTG 
TGGGAGTGCGATGAAGATGGACTCTACGATGTCCAATATGCCGATGAGCGCATGGCGGGT 
CGCGCGTATATGCACACCGACGCCAATGGCGATTACCGCTTCTGGGGTCTGACTCCGGTT 
CCTTATCCAATCCCCCACGATGGCCCCGTGGGCAACATGCTCAAGGCGGTTGGTCGTTCG 
CCGGTGCGCTGCGCCCACCTTCACTTCATGGTGACCGCTCCTGAATTGCGCACCTTGGTC 
ACTCACATTTTCGTTGAGGGTGATCCGCAGCTAGAAATCGGCGATTCCGTCTTCGGGGTC 
AAGGACTCGTTGATCAAGAAGTTTGAGGAGCAGGCGCCAGGCACTCCTACCCCAGATGGT 
CGGGATCTCGGCGATCAGACGTGGGCGCGCACGCGCTTCGACATCGTGCTCGCGCCGGGC 
GCG 

>RXA02 4 4 9-downstream 
TAGGATTTCGCTTTTCGACGCAA 
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>RXA024 7 0-upstream 

CTAATTCCAAGCCGAGCTGAAAAAGTCTGGAAGTTTTGCCCAATAAGGGCGTTAAAGTGG 
GTGAAAGCGAATTTAGAAATAAAGAATTAAGGGGAGAGAC 

>RXA024 7 0 

ATGTTCGAGAGGTTTACCGATCGTGCACGCCGCGTGATTGTGCTCGCGCAGGAAGAGGCG 
CGCATGCTCAACCACAATTACATCGGCACGGAGCACATTCTCCTCGGCCTCATTCACGAG 
GGCGAGGGCGTTGCAGCCAAGGCTTTGGAATCCATGGGAATTTCCCTGGACGCCGTCCGC 
CAGGAAGTCGAAGAGATTATCGGCCAGGGCTCCCAGCCCACCACCGGCCACATTCCTTTT 
ACTCCACGTGCCAAGAAGGTCCTGGAGCTCAGCCTCCGCGAAGGCCTACAAATGGGACAC 
AAGTACATCGGTACTGAGTTCCTGCTTCTCGGTTTGATCCGTGAGGGCGAGGGCGTTGCT 
GCCCAGGTCCTGGTCAAGCTTGGTGCTGATCTGCCACGCGTGCGTCAGCAAGTTATTCAG 
CTTCTCTCCGGCTACGAAGGTGGCCAGGGCGGATCCCCAGAGGGCGGCCAGGGCGCCCCT 
ACTGGCGGTGACGCTGTTGGTGCAGGAGCTGCTCCTGGCGGTCGTCCATCTTCGGGCAGC 
CCAGGCGAGCGTTCTACCTCTTTGGTCCTTGACCAGTTCGGCCGCAACCTCACCCAGGCT 
GCAAAGGACGGCAAGCTGGATCCAGTTGTTGGTCGCGATAAGGAAATCGAGCGCATCATG 
CAGGTGCTCTCCCGTCGTACCAAGAACAACCCAGTTCTTATTGGTGAGCCAGGTGTTGGT 
AAGACCGCAGTTGTTGAAGGTCTTGCACTAGACATTGTTAACGGCAAGGTTCCAGAGACC 
CTCAAGGACAAGCAGGTTTACTCCCTTGACTTAGGTTCCCTGGTTGCAGGT.TCCCGTTAC 
CGCGGTGACTTCGAAGAGCGACTGAAGAAGGTCCTCAAGGAGATTAACCAGCGCGGCGAC 
ATCATCCTGTTTATCGATGAGATCCACACCCTCGTGGGTGCAGGTGCAGCACGAAGGCGC 
AATCGACGCTGCCTCCCTGCT 

>RXA02 4 7 0-downstream 
TAAGCCAAAGCTTGCCCGCGGTG 



>RXA02471 -upstream 

GGTGACTTCGAAGAGCGACTGAAGAAGGTCCTCAAGGAGATTAACCAGCGCGGCGACATC 
ATCCTGTTTATCGATGAGATCCACACCCTCGTGGGTGCAG 

>RXA024 71 

GTGCAGCACGAAGGCGCAATCGACGCTGCCTCCCTGCTTAAGCCAAAGCTTGCCCGCGGT 
GAACTGCAGACCATTGGTGCAACCACCCTGGATGAGTACCGTAAGCACATTGAAAAGGAC 
GCAGCTCTTGAGCGTCGTTTCCAGCCAGTGCAGGTTCCAGAGCCTTCGGTTGATCTCACC 
GTTGAGATCTTGAAGGGTCTGCGCGACCGCTACGAAGCTCACCACCGCGTATCCATCACC 
GATGGTGCTCTTACTGCAGCAGCTCAGCTTGCTGATCGCTACATCAACGACCGCTTCTTG 
CCAGATAAGGCCGTTGACCTCATCGATGAGGC.TGGCGCCCGCATGCGCATCAAGCGCATG 
ACCGCACCTTCCTCCCTCCGCGAGGTTGATGAGCGTATCGCTGATGTTCGCCGTGAGAAG 
G AAG C AG C GAT C GAT GC T C AG G AC T T T G AG AAG G C AG C AG GTCTTCGC G AT AAG GAG C G C 
. AAGCTCGGCGAAGAGCGTTCAGAGAAGGAAAAGCAGTGGCGCTCCGGGGACCTCGAGGAC 
AT C G C T GAG G T T G G C G AAG AG C AG AT C G C AG AAG T AC TG G G C AAC T GG AC T GG T AT T C C T 
G T C T T C AAG C T C AC C G AAG C T G AA T C T T C AC G C C T G C T C AAC AT GG AAG AAG AG T T G C AC 
AAGCGCATCATCGGACAGGATGAAGCTGTCAAGGCTGTCTCCCGTGCGATCCGTCGTACC 
CGTGCAGGTCTGAAGGATCCTAAGCGTCCTTCCGGCTCCTTCATCTTCGCTGGTCCATCC 
GGCGTTGGTAAGACCGAGCTGTCCAAGGCTCTCGCAGGATTCCTCTTCGGTGACGATGAT 
TCCCTCATCCAAATCGACATGGGTGAGTTCCACGACCGCTTCACCGCGTCCCGACTTTTC 
GGTGCCCCTCCGGGATACGTTGGCTACGAAGAAGGTGGCCAGCTGACCGAGAAGGTTCGC 
CGTAAGCCATTCTCCGTTGTGCTTTTCGACGAAATCGAGAAGGCCCACAAGGAGATCTAC 
AACACCTTGCTGCAGGTGTTGGAAGATGGTCGCCTTACCGATGGTCAGGGACGCATCGTG 
GACTTCAAGAACACCGTCCTGATCTTCACCTCCAACCTGGGCACCGCTGACATCTCCAAG 
GCTGTTGGCCTGGGCTTCTCCGGATCCTCCGAGACTGACAGCGATGCTCAGTACGACCGC 
ATGAAGAACAAGGTCCACGACGAGCTGAAGAAGCACTTCCGCCCTGAGTTCCTGAACCGT 
AT T GAT GAG AT CGTGGTCTT C C AC C AG C T C AC C AAG GAT C AG AT C G T T C AG AT G G T C G AC 
CTTCTTATCGGTCGCGTTTCCAACGCACTGGCTGAGAAGGACATGAGCATCGAACTGACT 
GAGAAGGCCAAGGACCTCCTGGCTAACCGAGGCTTCGATCCAGTTCTGGGTGCACGACCA 
TTGCGTCGCACCATCCAGCGCGAAATTGAAGACCAGATGTCCGAGAAGATCCTCTTCGGT 
GAAATCGGCGCAGGCGAGATCGTCACCGTTGACGTCGAAGGCTGGGACGGCGAGTCCAAG 
GACACCGACCGTGCGAAGTTCACCTTCACACCACGTCCAAAGCCAATGCCAGAAGGTAAG 
TTCTCTGAGATCTCTGTCGAGGCTGCGGAAGCAATTCAAGATGTAGATTCTGCAGCTGAC 
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GGCGATGTCCCAGAAACCGATTCACTTTCCGACATTGACCTTGAAACCCTTGAAAAGTTT 
GAGGAAGATGTAGAAAACGGCACCGACATTGATCAGGTGTCCGGTGACTACTACGGCACC 
GAT GAT C AGG G A G G C AC T G C T C C AAG C AAG GAG 

>RXA02 4 71-clownstream 
TAGCAACCTTTTGAAAAAGGGCC 



>RXA02 4 7 7-upstream 

CGAGCAGGGCTGTTTGAAAAGCTGTAAATGACATGACCTAAATGATTGTACTGACTGGCA 
CTTTAGGTCATATGTCACACCGAGTGGAATAATAAAGCTT 

>RXA02 4 77 

ATGCCTTTGCGTAATGTTGATAGAACTCCGCCCGCAGTATGGGAAGCATTGCTTGCCGGA 
AACGAAAGATTCATCAGTTTCAACGAAGATCGACCAAACCAGGACGCCCCGCGCAGAAGA 
GAACTTCGCAATGGACAAACGCCTGCAGCTGTTGTTATTTCCTGTTCAGATTCTCGAGTG 
CCAGTTGAGATTATTTTTGACGTCGGTCTCGGTGACCTCTTTGTTGTCCGTACTGCCGGA 
GAAATCCTCGACCAAGCAGTGCTTGCGTCCATCGAATACGCCACTGAATCCATCGGCGTT 
CCATTGGTTATCGTCATGGGCCACGAATCCTGTGGTGCAGTTGCAGGAACTGCAGCAGCA 
CTTGAAGGCGGTGCACTTCCCGGAGGCTACCAACGAGTTTTGGTTGAAAAGGTTGCACCA 
TCCATTCTAGAAGCCAAGGCAGAGGGCCTGAGCTCCATCAAGGAATTCGAGGAACACCAC 
GTTGTGGCAACGGTAAACCAACTGTTGTCCCGTTCTCCAGAGATJTCATCAGAAGGTCGAA 
ACCGGTGAGTTGGGAATCATTGGTTTGCGCTACCGACTCTCTGACGGTCGTACTGAACCT 
GTAATTAGCAAGAACGTGGGT 

>RXA02 4 7 7-downstream 
TAGTTTTCGGTCTGAGATTGCCT 



>RXA024 97-upstream 

TCGATGCCGCCGCTGGCGAAGACTCGGGGAAACCTAAAAATACCGAAGAAGAATTTGACC 
GATTCACACTTTGCCACCCTAGACCGTCTAACCTTTAGGT 

>RXA02 4 97 

GTGAGATTAGGTGTATTAGATGTGGGCAGCAATACTGTCCACCTAGTTGCAGTAGACGCG 
CGTCCCGGTGGACACCCCACCCCGATGAGCAATTGGCGTACCCCACTGCGCCTTGTTGAG 
CTTCTTGATGACTCCGGGGCGATCTCCGAAAAGGGCATCAACAAACTCACCTCAGCAGTC 
GGGGAAGCAGCAGACCTAGCGAAAACGCTCGGCTGCGCTGAACTGATGCCATTTGCTACA 
TCGGCAGTCCGCTCCGCCACCAACAGCGAGGCAGTGCTCGACCACGTGGAGAAGGAAACC 
GGCGTCCGCCTGTCCATCCTTTCCGGTGAAGACGAAGCACGCCAAACTTTCCTCGCAGTT 
CGACGTTGGTATGGATGGTCCGCAGGGCGCATAACTAACCTCGACATCGGTGGCGGCTCC 
CTGGAACTATCCTCCGGAACCGACGAATCCCCAGACCTCGCGTT.CTCACTGGATCTGGGT 
GCGGGCCGCTTGACCCACAACTGGTTCGACACCGATCCACCGGCACGTAAGAAAATCAAC 
CTCCTGCGCGATTATATCGATGCGGAACTTGCAGAACCCGCCCGCCAGATGCGCACCCTA 
GGGCCCGCGCGCCTGGCAGTGGGAACATCCAAAACTTrTCCGCACCCTGGCACGACTGACT 
GGTGCTGCGCCCTCATCCGCAGGACCACACGTCACCCGAACCCTCACCGCGCCGGGTCTG 
CGCCAGCTGATCGCATTTATCTCACGAATGACTGCGGCGGACCGCGCTGAGCTGGAAGGT 
ATCAGCTCGGATCGGTCACATCAGATCGTGGCAGGTGCGCTAGTTGCGGAAGCTGCGATG 
CGTGCGTTGGATATTGACAAGGTAGAAATTTGTCCGTGGGCACTTCGTGAAGGTGTGATC 
C T C AC C AG GAT C G AC AAAG G AC T C GAG 

>RXA02 4 97-downstream 
TAACATTTACCCGGAAAGGAGTT 



>RXA02 513-upstream 

GTCATGTAGGATAAGAAAATCCCGCACACAACCCGTCCTGGTGGGGTAAGTGAGGGAGGC 
ATGTCTATGCCCCCAATTAGACATCTGACATC 

>RXA02 513 

ATGCTTCCAATCTGGATGGGTCTTCCATTCAAGAAAGCAGGGGCTTTGTCTCGGCGTAAA 
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GCAGTATTCTCAGCGCTTGGTGCAGACGCACTCATGGGCGCAGCACTACCCACCATCCCA 
ACGGCCCAAGCTCAAACACCCACGGGCTACGGATTCGATGCAACAGCAAGCATCAGCGAA 
G AAC C AG AG T T T T C AAC AC AAC AAC T C G C T G AC G G C G G AAC T C T C G GAT T T GAT T GC T AC 
CGCATCCCATCGCTTGGCGTCGCACCCAACGGCAACGTCCTCGCATCGTGGGATGGTCGC 
CCAAACAACTGTTCAGATGCTCCACAACCCAACTCCATCGTGGGCAAGGTATCGACCGAC 
AACGGAGCAACCTGGGGCGAACAGCACGACATTTCCGCAGGTATCACCGCCGAACCCAAA 
ACTGGCTATTCCGATCCCAGCATCGTTGTGGACTGGGAGAGGGGCGATGTCTTTAACTTC 
CACGTGAAGTCATTCGATGCAGGATACTTCACCTCCCAACCAGGCACGGACCCGGATGAT 
CGCAACGTTGCCCATGTTGCCTACGCCAAATCATCAGATAACGGCTCAACCTGGGTTGCA 
GACACCGTCATTACTGATCAAGTGGTTGCTCATGACACCTGGGACAGCCGATTTGCCACA 
TCCGGAAACGGCATCCAACTGCAATACGGCGCGTACAAGGGACGATTGGTCCAGCCATCG 
GTAACTCGCATG 



>RXA02 52 6-upstream 

AGGAAATGACACTCAACTAGAAATCTTTTCTTCAGATGCCACAATCGAAAGCTGGTTGGC 
TGCGGAGAGAGCACTCTCAACTGCTCAAGCCCGCCATGGT 

>RXA0252 6 

GTGATCACTGAAGACGATGCTGCACAGATCAACCAGGCGGCAGTCCTTTCCAACATTGAC 
CGCGAGAAGCTGTGGGAAGATGCCAAAAATGTCGGCTACCCCATCCT,TGGCTTGGTAAGA 
CAAATCGCCAGTCACCTTCCAGAAGGCCCCAACGGGCGAGTCCACTACGGCGCCACGACC 
CAAGTCATCATGGACACTGGACTGGTGTTGCAAATGACTGCCTCTTTGAACGCCCTTGAT 
AAACAGATCGTGCGTCTGGGGAATGCACTGGCAGCACGGGCTGAAGAGCACAAAGACACC 
GTGATGCCGGGACGCACCCATGCTCAGCAGGCAATTCCCACTACATTTGGAGCAACCCTC 
GCTACCTTTTTGGATCAAATCCGCAGGCAGAGGGAACGACTTGAGGAAGCACTCGAGCGC 
GTGCGAGTCATTTCGCTGTTTGGTGCTGGTGGAAACAACGCAGCACAAGGCGAACAAGCG 
GCAACGGTTCGTGCAGAGATGGCCCGCCTGTTGGATCTGAAGGACCCGGTGGTGTCATGG 
CATGTGGAACGCGATGTGCTTGGGGACTTCGGATGGGTGTGCTCAACGCTGTGTGGATCG 
ATGGCAAAATTTGGCCGAAACATCGTGGATCTTTCCCGAACTGAAATCGGAGAAGTTTTT 
GAGCCTTACAACTCCCATCGGGGTGCATCTTCCATGATGCCTCAGAAAGTCAACCCGATT 
TCTTCCGAGCTCATGATTGGTATTTCAGTGGTGGCGGGTGCCTTGACCTCGACTTTGCCA 
CGGCTTCAGGAATCGGGACATGAACGAGCAGCAGGAGAGTGGCAGGGAGAATGGCTTGTC 
ATTCCAACGTTGGCCAATCTAGCTGGCGCTGCACTCGATGAAGCCATTGTGGTGGCTGAA 
GGAATGCGAGTGGATACAGATCGTATGTCCTCGAACTTGGCTTTTGCTGGTGGATTGATC 
ATGGCGGAAGCTCAGATGATTCAACTAGCTCCAGCTCTGGGGCGTGAGAAAGCTCATGAC 
TTGGTTTATGAAGCATCCACAAAGACTCGTGAAGAGCACACCACGCTGGCAGAAGAACTG 
CCGATAATTGCAGTTCAACATGGGGTCGAAGACCTGTTGCCTAAGAATTTTGCGCAGCCT 
GCAGACTACGTCGGCGAAGCACAATCCATGGTGAATGCAGCTGTCGCCGCCTGGAATGCC 
CAACTT 

>RXA0252 6-downstream 
TAACAACCCAAAACTTTAACAAC 



>RXA02530-upstream 
CGATCTCCCAGGGCTTCCC 

>RXA02530 

ATGAATCGCCCCGATCCGAAAACTCCAGCTGGCACATTGGTTGCTGGTTATTACGGCGCT 
TACGAGAACGAGTTCTCCTTCGCAGTTGTGCGCCCAGTCAAAGTCTCACGAGTTGAGCCC 
ACTTCCGAGGATCCTTCGAGCCCATTGCGCGTGAGCAGCGACGATGGTCGAGAGTGGATT 
ACCCGCATGGTTCTTAATGCAACAGGTACGTGGACAAACCCTTATGTTCCGTACATTCCT 
GGCATCGATAAATTCCAGGGCAAGCAGCTCCACACCGTTAATTACCGCAAGGCCGAGGAT 
TTCAAAGGTAAGAAAGTCCTGGTCGTCGGCGGTGGTTTGAGTGCTGTGCAATTTCTGCTG 
GAGTTGGAAGGCTTGGCGGAAACCACCTGGGCGACGCGTCGTCCGCGAACTTACGCAGCG 
CGAGTTCGACGCCGGCTGGGGCATTGCGGT 

>RXA02530-downstream 
TGAGCGCGCCGTCCGCGAACGCA 
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>RXA02531 -upstream 

CACTTCGCTCCCCAAGGTACATCCCCGATGCCACTTCTTGGAGCCATCATCGGTGCCACC 
AAACACATTGAAGTGGGCACTGGAGTAGTGGATATGCGTT 

>RXA02531 

ATGAAAATCCCTTTGTATATGGCCGAGGAAGCAGCTGCTCTCAATCTGCTTGCCGACGGC 
CGACTAGCCCTCGGAGTTTCCAGGGGATCACCCGAACCAGCCGAGAAGGGTTGGGAAGCT 
TTCGGCTACGACGGCGGTGATGATCCTAAAGCTGCAGGCATGGCACGGGAGAAATTCCTT 
CGCTTCCTCGATGCCATCGATGGTCGCCCCATGTCCATCGCTTCCGAGAATCAATACCCA 
CGCCTCTACCATCCGGGCACTCCCCTGCCGATCTTCCCGCATGATCTTGACTTGGGTAAA 
TCCATTTGGTGGGGCGCCGGTTCCCACAACACCGCCGAACAAGCAGCACGCGATGGCGTT 
AACTTGATGAGCTCCACCCTCGTCGCCGAAGCCACCGGCCAATCCTTCGGGGATCTGCAA 
GCCGATCAAATCGCGTTCTACCGCCAAGCTTGGAAAGAAGCCGGACACGATTGGACCCCA 
CGTGTGTCTGTCTCCAGGTCCATCTTTCCGATCGTCACCGACCGCGACCGTGAGCTTTTC 
GGACTTCAGGGACAAGGCGGTGACCAAGTAGGAATCCTGGATGATACCCGATCCACGTTC 
GGTCGCAGCTACGCCGGAAGTCCCGATGAACTCATCGACCAGCTCCAAGGAAGACAAAGC 
TGTGATGGAAGCCGACACCTTGATGCTCACCGCCCCCAACCAAATGGGTGT 

>RXA02 531 -downstream 
TGAGATCAACGCGTCGATCCTGA 



>RXA02535 -upstream 

AGGATTGGGTGAGGAGGGAGGCGTCGAAAAGCAAGAAACGCCTGACACGCGTAGCCGTGG 
CTGCGCACCTTTTACCTTGATTAGGTGCACAATAGGGAGT 

>RXA02535 

GTGACACCTCGCCCTGTTTCTTCTGTTGCGCGACTCGTTGAGGATAACGCGCAAGATTTT 
CTTCGCGCCGTTCAGGCGAAACTTTTAACGCTCGCGCCACAGGCTCGTGGGCATTTTCCC 
ACTGCGGATGATGCGACTCATATCAGCATCGCCGAAATGGTGAGTGCGCTGTTGGAAGGC 
ACTGGTGAGGAAGGGAAAGTAGACGACAAAACACTGGAGTTCTTTAAAGAAGCGGCGTTA 
GATGCGCGTCGATTTGGCCTGACCCCAGAAATGCACAGCGCTTTGGGTGAGGCCGTGCGC 
AGCGAACTATTGTCATTATGCGAGGATCTTCCCTTTGAAAATGTGCTGTTTGCCGAGCGT 
GCGATTGCTGCAACCACGGCTGTTTCCGTCGAGGCGGTTCGTGAAGCTGATGAGGCACAC 
ATTCCTGCCTCATATCAGGCAGAAATTGTAGAAGTTGAAAAGCGCAGCCGTAGGTTCACC 
GTCGTGCGCATGCAAGCTGAAACGCAACTGCCCTACCTACCGGGACAATATCTTGCAGCA 
ACTGCGGATTTTCTGCCCAACACATGGCGCTACCTGTGCCCTTCGATCCCCACTAACGAA 
TGGGGGCAGGTGGAGTTTCACATCCAATCAGACGCAGATGATATCGCTGGACTTTTAGCC 
ACCACACGCCTTGGCGATAAATGGCGACTTGGCCCCGGTCGTGGAGATTTCGGACAAAGC 
AAAATTAGTTCCGGCAATGATTTGTTATTTATTGCACATGGAACGGGCCTAGCTCCTCTT 
CGCGCTTACATGTTTGAGCTGATGAACCAAGCAGCACCTCCACGTTTGCACTTTTTCGTC 
GGTGCCGACTACCCCGGTGAGCTGTATGAACTCACCGGCATGTGGAATTTTGCTGCAGCC 
AGCCCATGGCTTTCTGTCGTACCGGTGTCAACGCATGACAAGGATGCGTGGTGGGTTCAA 
GCCACCGAAGCATCGCAGCCACCGAGGGGTTTGCATTTGCATCAAACGGGTTCGATGGCG 
AAGATCGTCACCGAAGCAGGTGCTTGGGCCGACCGCGACGTGTTAATTGCTGGCCCTGAA 
TCGTGGGCTCGGGATGTTCGGCGCGCGATGATTAGGCGTGGAACTCCGGCCCAGCAGATT 
GAGATTTTAGGGTTC 

>RXA02535-downstream 
TAGGTTGCCTCACCGGGCTGACC 



>RXA0254 8 

CCACCGATCTACTT'CTCCCACGACCGCGAAGTTTTCGAGCGCGACGGCATGTGGCTGACC 
GCAGGCGAGTGGGGTGGACCAAAGAAGGGCGAGGAGATCGTCACCAAGACTGTCCGCTAC 
CGCACCGTCGGCGATATGTCCTGCACCGGTGCTGTGCTCTCCGAAGCCCGCACCATTGAC 
GATGTGATCGAAGAGATCGCCACCTCCACCCTTACCGAACGTGGCGCAACCCGCGCCGAT 
GACCGCCTCAGCGAATCCGCAATGGAAGACCGCAAGAAGGAAGGCTACTTC 

>RXA0254 8 -downstream 
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TGATGACTGCTCCAACCTTGAAT 



>RXA02 5 58 -upstream 

CCCTCCCGAAATTAGAAATCCCCTTTTAATGTGATATCACTTTCTGTTAAACTGATATCA 
CATTCTTTTTCAGCACCCCAGACTTAAAAGGAGCACCACC 

>RXA02558 

ATGAGCACCATAGAAGAGCGCACTCCTGGAGCTGTCGCCACAGAACCAGTGGGACACGAA 
GGCGCACGCGTCAGCATTAATGAGAAGAACGTGTGGTCTTTGGGCGCAGGTCCAGCAGCT 
TTCGCACTGCTCGCAATGATTGTGCTCATGATTGCCAGTGGAGTTTTCTTCGCTCAATCC 
ATCAACACTTTAGAAAACGATGGCGGTGGAACACTTGCGGTTACGGGACTGATTGCCAGC 
ATCGTCGTTTTCACTGTTGCATTGGTGGTCACCATAACTTCGGTGAAGGTGGTCAGCCCT 
GGACATACTCTGACTGTGCAGTTCTTTGGACGATACATCGGAACCCTGCGTCGAACTGGG 
TTGTCTTTCGTTCCCCCACTGTCTGTGACGAAGAAAGTGTCCGTGAGGGTCCGAAACTTT 
GAAACCAACGAAGCCAAAGTTAATGACTACAACGGCAACCCCATCAACATTGCAGCGATC 
ATCGTGTGGCAGGTAGCCGATACTGCACAGGCTAGCTTCTCTGTGGAGGATTTCGAAGAG 
TTCCTGCACCAGCAGGCCGAGTCCGCACTGCGTCACGTGGCAACCCAGCACCCCTATGAT 
TCCCCAGTTGATGGTCGTGTTTCCTTGCGTGGCGCTACCGATGAGGTCAGTGAAGAACTC 
GCAGATGAGGTGGCACAACGAGCAGCTGTTGCAGGTCTTGAAATCGTCGAAGCCCGCATC 
TCTTCCTTGAGCTACGCACCGGAAATTGCCCAGGCGATGCTGCAGCGCCAGCAGGCTTCC 
GCGATTGTTGATGCCCGCGAAAAGATCGTCGAGGGCGCTGTCACCATGGTGGAAACCGCA 
CTTGACCAGCTTGAGCAACGTGAAATTGTGGATTTGGATCCAGAGCGACGCGCCGCGATG 
GTTTCCAACCTGTTGGTTGTGTTGTGTTCCGACACCAATGCTCAGCCAATCGTCAACGCC 
GGTAGCCTCTACCAA 

>RXA0255 8 -downstream 
TAAGACAATGGCCCGCAAACAGG 



>RXA02 5 65 

GCTGCTCTGGGCGATCTTGCCGATGAAGTAGAAATCGAACACCTCATCTCTGAAGAAGCA 
ACGGTGAGCCCAACTGATTCCAGGTTGTATAACACCTTGGAAAAAGTTCTTGGTGATTTC 
TTCCCCGATGCGCCTGTGGTCCCAATTATTTCCTCTGGTGGCTCTGACCTGCGCTTTGGT 
CGTCGACTAGGCGGTGTTGGTTATGGTTTTGCAGTTCATGCACGTGAACGAACTTTGGCG 
GAAGCAATGGGGCAACTTCACTCCCATGACGAGGCGCTGTACCTGGAAGATCTTGAACTG 
ACTGTTCGGGGTTATGACTCCGTCGTGCGTGAATTCCTAGGC 

>RXA025 65-downstr'eam 

T AAAAAC AT GAAG C AG GAG TCTT 



>RXA02567 

CTTATCCGCAACGCCTGCGTGAATGATCTAACCCCAGATTCAGGTCAGGAAATTAGAAAC 
GCGGAAAGCCTAGAACGTTTCTTTGAAGGAACCCCCAACGTTAAAATCACCAAGCTGGAA 
CCGCATCCGGGCCGGACCTCAATTATCGTGACTGTTCCAGGCAGCGATCCAGATGCTGAG 
CCTTTAACACTGCTTGGACATACTGATGTTGTGCCTGTTGATCTGCCTAAATGGACTAAA 
GATCCATTCGGTGCGGAGATTTCGGATGGACAGATTTGGGGTAGAGGGTCCGTCGATATG 
CTCTTTATTACCGCAACCCAAGCGGCCGTCACCCGTCAAGTAGCCCGTGAAGGCGGCCTG 
CGTGGCACGCTGACATTCGTTGGCGTTGCTGATGAGGAAGCCCGCGGCGGACTCGGAGCG 
AAGTGGCTTTCCGAAGAACACCAAT^ACCTCTTCAGCTGGAAAAACTGCCTCTCCGAATCC 
GGTGGATCGCACCTTCCAGTCCACGACGGCAGCGACGCAGTAGTAATTAACGTTGGAGAA 
AAAGGTGCAGCTCAACGTCGTATTCACGTCAATGGCGATGCTGGTCATGGTTCCATTCCT 
TTCGACCGTGACAGCGCTATTGTCAAGATCGGTGAAGTCGCCCGCCGAATCGCTGCCGCC 
GATCTG7^AGGTAGCCAAGGACGATATCTGGCAAGGCTTCGTCCAAGCGCACCGTTTCGAC 
C C AG AAAC G GAG C AG G C G 



>RXA02 57 4 -upstream 

TGTGCTCCTTGCGGGCTGCGCAGAAGAGCCGGAACAGCAAAAAGCAATAAGCCGCTTATC 
GACGTCCCCCTCCACCCCTCCCGCACCGACCGCGGAGGAT 



Appendix A, page 91 



Attorney D tNo.: BGI-132CP 



>RXA02574 

TTGGCGCGCGCGCAAATCCCTGAACAGCAACGCGACCAAGTCGCGTCGCTGATGATGGTT 
GGAGTTGCGAATTATGATCAGGCATTGGATGCGCTCAATCAGGGGGTGGGTGGCATCTTT 
ATTGGTTCCTGGACAGATGAAAATCTGCTCACGGAACCTGGCCGTAATATTGAGGCGCTC 
CGCGAAGCCGTCGGCAGGGATTTCTCCGTCAGCATCGACTTCGAAGGCGGCCGCGTCCAG 
CGTGCCACCAATATTCTTGGTGATTTCCCCTCACCGCGCGTGATGGCGCAAACCATGACG 
CCGGAACAAGTAGAAGATCTCGCAGAAATCCTAGGCACTGGTTTAGCTGCACATGGTGTG 
ACAGTTAACTTTGCACCTGTTGTAGATGTAGATGCTTGGGGTCTCCCCGTCGTTGGCGAT 
CGTTCCTTTTCCAACGACCCAGCCGTAGCAGCTACTTATGCCACAGCTTTTGCAAAGGGC 
TTAAGCAAAGTAGGAATTACCCCAGTATTCAAACATTTCCCAGGTCACGGTCGTGCAAGT 
GGCGATTCGCACACCCAAGATGTGGTGACCCCCGCACTTGATGAGCTTAAAACTTACGAC 
CTCATCCCTTATGGTCAAGCACTTTCTGAAACTGACGGAGCCGTCATGGTGGGCCACATG 
ATTGTTCCAGGTCTTGGCACCGACGGAGTTCCATCCTCTATCGACCCCGCCACCTATCAA 
CTGCTCCGCAGTGGCGATTACCCAGGTGGCGTGCCTTTCGATGGCGTGATCTACACCGAC 
GATCTCTCTGGAATGAGTGCCATTTCCGCCACCCATTCACCCGCAGAAGCAGTGCTTGCC 
TCCCTCAAAGCAGGCGCAGACCAAGCACTATGGATCGACTATGGGTCGTTGGGCTCCGCG 
ATTGATCGCGTTGATGCTGCCGTTAGCAGCGGTGAATACCCTCAAGAACAAATGCTGGCA 
TCTGCGTTAAGAGTCCAATTGCTCTACATCACACGTCTCGAACAAAAG 

>RXA0257 4 -downstream 
TGAAGTTACCAGTCCGTAACCCC 



>RXA02 58 9-upstream 

GCCTAAATTGCAGCGAGAGGTCTAAAAGGTAGTGCTCTAGGGATTCATCCAAACTCACGA 
ATATTGAAGTTTTAAAGTTGAACAGGAAAAATAACAAATA 

>RXA0258 9 

ATGTCTATTTCTGATAATTCCCGCGATCAATTAGGAGAACTGCCAGCTGGTCGGCCTCTC 
CAATCCGATTTTGATAATGACCTCGACTACCCACGTCTAGGCAGTGTCACGTTTAGGCGT 
GGCACCCTCACTGAAAACCAGCAAACCATGTGGGATGAAAAGTGGCCTGAACTGGGTCGC 
GTCCTCGAAGATGAGCTGATTGATGTTGATGCGTGGTTCGGGCGCGAAGGCGCAAAAACC 
ATCGTAGAGATCGGCTCTGGCACTGGAACTTCGACTGCTGCCATGGCTCCACTTGAGGCT 
GATACCAACATTGTCGCCGTCGAACTATACAAGCCGGGCTTGGCCAAGTTGATGGGCTCT 
GTTGTCCGTGGAGAGATCGACAACGTGCGCATGGTCCGCGGAGACGGCATCGAGGTGCTC 
AACCGCATGTTTGCCGATGGGTCCCTGGACGGCATCCGCGTATACTTCCCGGACCCTTGG 
CCAAAGGCGCGCCACAACAAGCGCCGCATCATCCAGTCTGGTCCGCTGAACCTGTTTGCA 
AAGAAGCTCAAGCCAGGTGGAGTTCTGCACGTTGCTACCGACCACGCTGATTACGCAGAG 
TGGATCAATGAGCTAGTTGAGGTCGAACCACTGCTTGAGTACAAAGGCTGGCCATGGGAG 
GAATGCCCTCAGCTGACTGACCGTCAGGTCATCACCAAGTTTGAAGGCAAAGGCTTGGAA 
AAAGAT C AC G T GAT C AA T G AG T AC T T G T G G C AG AAG G T G C AAAAC 

>RXA02 58 9-downstream 
TAATGTCTGATGTGCATGAGGTC 



>RXA025 92-upstream 

AAACACCACCATTGTTTCCTCCATCGACGATGCCATCACCACCATTTTGCGATGGATGAA 
C G G C G AAG AC AT C C G C G AC C T C AAC T GG AC C C G C G CAT AA 

>RXA02 5 92 

ATGGCCTCATTTCCGGAGCTTCCGGCTCTTCGTCGCTTGGCTACCTTGGGCAGGTCGTGG 
GGTTTACTGTCTGATTTCAAATACGAACAAACCCGACCTGACATCTTTTACGGAAACCTG 
GCCCTCGATACCTCGAGTCTGGTGGCGGCTTTGTCTGAAGATATTTCTGGCGCCGGATTA 
AATGACCTGAAAGTTCTCGACGTCGGCGGCGGACCCGGATACTTCGCCGAAGCCTTTGAG 
ACACTGGGCGCCACCTACTTCTCCGTCGAACCCGACGTTGGCGAAATGTCCGCAGCTGGC 
ATCGACGTCCACGGATCAGTCCGCGGATCCGGCCTCGACCTGCCGTTTCTTCCCGATTCC 
TTTGACGTGGTGTACTCCTCCAACGTTGCAGAACATGTCTCCGCACCGTGGGAATTGGGA 
GAAGAAATGCTCCGCGTCACCCGCAGCGGCGGCCTGGCAATCCTGAGCTACACCATTTGG 
TTAGGGCCCTTCGGCGGCCATGAAACCGGACTGTGGGAACACTACGTTGGCGGAGAATTT 
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GCCCGCGATCGCTACACGAAGAAACACGGGCACCCGCCTAAGAACGTTTTCGGGGAGTCA 
CTGTTTAATGTGTCCTGCCGGGAGGGGCTGGAATGGGGAGCCTCCGTGGGCAATGCGGAA 
TTGGTTGCCGCTTTTCCCCGCTACCACCCGTATTGGGTCTGGTGGATGGTTAAAGTCCCA 
GTGCTCCGAGAATTCGCGGTAAGTAACTTGGTGTTGGTGTTTAAAAAGCAC 

>RXA0 2 5 92 -downstream 
TGAGGTTTTGAGGAATTCATCGC 



>RXA02 603-upstream 

GCATGGTGCTTGGCGTGCATTACCCAACCGATGTGCTAGCCGGCGCGTTGTTGGGAGCAG 
C G AC C G C AG AGG C C G T C C AT AAG AT C G AAAG G G C T AC G AA 

>RXA02603 

GTGAGCGAACACGCCGCTGAACATCACCGCGATACCCAAAATTTCTTAACCTCCGAACCG 
CACACCACGGCAATCGAAGACAACAAGAAGCGCCAACCGCCGAAAAACCTTGCTGACGGC 
ATGATCAAGGCGCTGCGCCCCAAGCAGTGGGTCAAGAACGTTCTTGTGCTAGCAGCACCA 
CTTGCTGCTGGTGCAGATGCGATCTTCAACCAGCGCACGATCATCGACGTTGCTATCGCA 
TTCGTAGTGTTCTGCTTCGGTGCATCAGCCATTTACTTGGTTAATGATGCCCGTGACGTG 
GAAGCTGACCGCGAGCACCCAACCAAGCGTTTCCGCCCCATCGCTGCAGGAGTCCTGCCA 
GTAGGAATGGCATACGGCATGGCCGTGGCGCTCATTGCACTATCCATCGGACTGTCTTTC 
CTCGCCACCGACGGCGTGGCACTTGCCTGCGTGATTGGCGTGTACATTGCGCTGCAGCTG 
GGATACTGCTTCGGTTGGAAGCACATGCCAGTGATCGATATTGCGCTTGTCTCCTCCGGA 
TTCATGCTCCGCGCAATGGCAGGTGGTGTCGCAGCAGGCATCGAGCTATCCCAGTGGTTC 
CTGCTAGTCGCTGCGTTTGGTTCCCTGTTCATGGCATCTGGAAAGCGCTACGCAGAAATC 
CTTCTGCACGAGCGCACCGGCGCTAAGATCCGCAAGTCCCTGGAAAGCTACACCCCCACC 
TACCTGCGCTTCGTTTGGACCATGGCAGCAACAGCAGTGGTCATGTCCTACGCACTGTGG 
GGCTTCGACCTTTCCCAACACTCCACCGACGCAGGTCCGTGGTACCAAATCTCCATGGTT 
CCATTCACCATCGCCATCCTGCGCTACGCAGCCGGCGTAGACACCGGCGACGGCGGTGCC 
CCTGACGAAGTGGCACTCAGCGACAAAGTTCTGCAGGTACTAGCCCTAGCATGGGTTTTC 
TGCATCGTGATGGCTGTGTACATCATGCCGATGTTT 

>RXA02 603-downstream 
TGAATATTTACCAATGAACATGC 



>RXA02 630-upstream 

GCGGGTTCGAAAATGTCGATGATTAAACCACTAAAGAGCTCACAGGAAGTGTTCAGACTA 
C T TAG AG T G AC G C C C C AG C C AC AG G G T T C AT AAT C AAAT C 

>RXA02 630 

ATGACAAATCAATTCCCCACAAACAACGGTGAGAACCCGGACCGTGCATCGGAAACTCCA 
TCAGAAACCAACTCCTTCGAACATGTGCGTAGTTCATATCCGCAGTGGGGTAACACTGCT 
TCCAATCAAAACCCCTATCCTGGTGCGGGCTTCGGCTCTGAACAAAACACTCAACAAGGA 
AATGAGCAACAAGCTCCAGCCTGGACCAGTTGGGATAATCAGCCTCTAAGCACAGATGTA 
AAGCCAGCTAAAGAAAAGCGAAAAGTTGGCATCGGAACGGCACTCGCGTTAATGCTTGTT 
GGTTCTATTGCTACCGGTAGCGTTGTGGGTGTTGCAGCAACCCAGCTTGGTTCGGACTCT 
TCAACCCCAGTTAATGCTCTTGAGCAGCCCAGCGTGCAGCGCACCACTAATGCTGAACCA 
GGTTCAGCGGAACAGGTTGCTGCCGCAGTTTTGCCTTCTGTCGTCTCTATTCAGGCCATT 
ACTAGGACGTCTGCTTCTGAGGGCTCTGGATCCATTATTTCCTCTGATGGTTACGTCATG 
ACCAATAATCACGTCGTGGCAGGCATTGAACAATCTGGTGTGTTAGAAGTAAGTTTCTCC 
GATGGAACTACAGCGCAAGCTGATTTTATTGCTGGTGATCCTTCCACAGATATTGCTGTG 
AT C AAG AT TAG G GAT G T G T C C AAC C T T C C AG T T A T GAG C T T T G GAG AT T C G G AC G CAT T A 
GGCGTTGGACAAAGTGTGATGGCTGTTGGTTCTCCACTGGGTCTGAGCTCCACTGTGACC 
ACCGGTATTGTGTCGGCCGTGAACCGTCCTGTGCGAGCTTCTGGTGATGGCGGAGAGTCG 
TCCCTCATCGATGCTATCCAGACCGATGCTGCGATCAACCCTGGTAACTCTGGTGGTCCG 
CTGGTTGATATGGATGGCAACCTCATTGGCATGAATTCGGTAATTGCATCGATTTCGAGC 
ACCAGCGATTCCGCAGGTTCCATTGGTCTTGGTTTTTCTATCCCATCCAACTTTGCCAAG 
CGCGTGGCCGATCAATTGATCAGCACCGGCCAGGTAACTCAGCCGATGATCGGTGTGCAG 
GTTGGCACTGACAACTCAGTGACAGGCGCTGTGATTGCCAGTGTTCAAGATGGTGGACCG 
GCCGCAGATGCTGGACTTCAGCCAGGCGATATCGTGACCAAGCTCAATGATCGAGTTATT 
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GATAGCCCAGACTCCTTGATCGCTGCTGTTCGTTCGCATGATTTTGGCGAAACCGTCACT 
TTAACAATTACACAGCCAGATACCTCGCAGAGCCGGGAGGTAGAGGTTACTCTGACGAGT 
GAG 

>RXA02 630 -downstream 
TAGGTTTAAAAGAGTTAATCTGC 



>RXA0264 1-upstream 

AGGCTTCTCAGTTGTTTCATATAGTCTCAGCCGCACCAATATCATCAGGGAGAACATCGT 
G C AG C AAC G AC G C C G C AT C AG C GAG AC T C G G AAAAAAC C G 

>RXA02 64 1 

ATGCTCGCTATTATTTTGACCGCCGTATTGGGCGCATCTGGCCTTGCAGCCGCTGGCACT 
CAGTACCTCAATACTCAGGGCGAAGGCATCGGTCCGGTCGCCGTCCAAAACGACAGTGAA 
TCGTTTAATTCCGGCACCAACGTGGTTGTTGAAGACGCAGCAGTCACCGCCCAGGGTGAA 
GGCGGAGGCGCTCGCACCGTCAAGGAATTCCAGCGTGACCAGCAATTCTCTAGTTTTGCT 
CTTACCTGGACCGGTAAAAAAGACATCACTGCTTTTGTTCGCGCAGAACAGGAAGACGGC 
ACCTGGTCACAGTGGTACGACTTGGAGCCAATGGTCAATGAAGATCAAGGCACCAACGGA 
ACTGAGCTGATCTGGCACGGCCCTACCAACAAGATCCAGGTTTCCACCCTCAACGTGGAT 
CTCTTTGGAGCAGATGCTGCAGCCGCTGATGAAAACGGTCAAGACATTCCAGCAGTAGAT 
GCAGCCGAGGCAGCGCCAGCAGCAGAACCTGCACCAGCTGAAGCACCAGTCGAGGAAGCT 
CCTGCACCTGTCGCAGAACCAGCACCAGCTGCTGAACCTATCGCTGAGCCAGTCGCTGAT 
TACTCAGCAAATGACGGCCTCGCTCCCCTGCCATCCAACTATGGCGACATCCAGCCTGTT 
GCCGATGTTGATGACGGCCTAAACGCAGTATTTATCGATGGCAACGCTGATGCAGGCGTG 
GGTATCGCTAACGTTGCTGACACCGATGGCATGCCAAAGGTGATTTCTCGTGCTGGTTGG 
GGTGCGGACGAAAGTCTGCGCTGCTCAAACCCAACTATTGATGATGGCGTTTCTGCGATC 
ACCATTCACCACACTGCGGGTTCCAACAACTACACCGAGGCGCAGGCTGCAGCCCAGGTT 
CGTAGTGCTTACAGCTACCACGCCAAGAACCTCGGCTGGTGCGATATCGGATACCAGTCA 
TTGGTTGATAAGTACGGCAACATCTACGAAGGCCGTGCCGGCGGCATGACCAATGCTGTT 
CAGGGTGCTCACGCTGGCGGCTTCAACCAGAATACTTGGGCAATCTCCATGATTGGCGAC 
TATTCCTACAACGCTCCCCCTCAGGAAACCATCAATGCTGTCGGTGAGCTTGCTGGTTGG 
CGTGCAAAGGTTGCCGGTTTCGACCCAACTGGGACTGATACTCACTACTCGGAGGGTACT 
TCTTACGCGAAGTACTCCTATGGCACCCGAGTGTCACTTCCTAATATCTTGGCTCACCGC 
AATGTCGGCCTGACCGCATGTCCTGGCGATGCTGGCTATGCGCAAATGGAGAATATCCGC 
CAGATCGTTAAGGCAAAGTACACCAGCTTGCAGAATGGCAACACAGGTGGCACGACTACC 
ACCCCGGCGACAACGCCGAAGGAGACGTCGACAAGCAATGCTCCTTCGACGACCACTGCC 
CAGCTTGTAACTCCCGCTGAACCTCAGCAGTACAGCGAATCCGATGCCCTGGCAGCTCTG 
CTGACAGGTGGCTCTTCCGGCGGCACCGACCTGCTCAATGGCGCAAACTCTGAGCAGCTC 
CTGACTGGCCTGGGTTCCATTGCGGCTGTGCTGATTGCTGCGTCTTTGGCTGATGGTGGC 
" CTGAATGGTCTGATCAGCAATGTTGGTAGCAACAACGGCGTCCCAGTGCTTGGCGATATC 
AAGATCACTGACGTCATCCCAATCGTTGATACCGCGATCAACCTAACCGGAGACAATAAG 
TACTCTCGCGGTTGGAACGACCTGAACAACACGCTTGGACCAGTGCTTGGCGCTGCCACT 
GGTGGCGAAACCACCGTGAAGTACACCAGCGACCAGAACTCTGAGGTTACTTTCGTGCCG 
TTTGAAAATGGCATCATGGTGTCTTCCCCTGAGGCTGGAACTCACGGCCTGTGGGGCGCA 
ATCGGTGACGCGTGGGCTCAGCAGGGCGCTGACCTTGGCCCTCTGGGACTTCCAACCAGT 
AATGAATACACCGTTGGCGAACAGCTTCGTGTTGATTTCCAGAATGGTTACATCACTTAC 
GATTCTGCGACTGGCCAGGCAAGCATTCAGCTGAAC 

>RXA02 641-downstream 

T AG T C T CAAT TAG AG C C GAAAAC 



>RXA02 64 3-upstream 

TGAGAACACCTAAAAACCTTGCGGGAATACCACCAACCCCATATTGTTGATATATCTACA 
AAC T C T T T T AAT AAG T C T GAT C AAC AAC G T GAG G AAAG C A 

>RXA02643 

ATGAAAAACGTCTCCTTCGGCCTCGACACCTTCGGCGACAACGCCATCGACCTGCAGGGC 
AACCCGGTCTCCCCTGCACAAACACTTCGAAACATCATTGATGAAGCCAAGATGGCAGAC 
AAAGTCGGGGTGGATATCATCGGCATCGGAGAGCACCACCGTGAGGAATACTCAGTTTCT 
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GCACCTGACATCGTCATGACAGCTATCCTCGCATCCACTGAGCGACTCAAAGTCACCTCT 
TCCGTGACTGTGCTGTCCTCTGATGATCCTGTTCGCCTGTTTGAGCGTTATTCCACCATG 
AATGCACTGTCCAACGGTCGCGCCGAAATCACCTTGGGACGCGGTTCCTTCATTGAGTCT 
TTCCCATTGTTTGGTTTTGATCTTCAGGACTACGAGCAGCTGTTTAGTGAACGCCTTGAT 
TTGTTCGCGAAGATTCTTGAGGCCGACAGCCGTGGTCAGGGCGTGACCTGGCATGGTGAG 
ACCCGCTCGGCGTTGGAAAACCAGATGCTTTACCCACCAACTGAGAATGGCATTCACGCT 
TGGGTTGCAGTGGGTGGCAGCCCAGAATCAGTCGTGCGCGCTGCTAAGTATCGTTTCCCG 
TTGATGCTTGCCATCATCGGCGGTGCTCCTGAGCGTTTCCGCCCGTATGTGGATCTGTAC 
AAGCGTGCCAACGAACAGTTCGGGCAGCCTCAAAAGCCCATTGGTGTGCACTCCCCTGGA 
CTCATTGCGGCAACTGATGAGGAAGCCCGTGAGCTAGCACTTAATGATTGGTTGGAACTC 
CAACGCAAGATCGGTGCTG7^ACGCGGTTGGGCTCCTGCGGATGC7\ATGCAGTTTGAACGC 
GAAATCGATCACGGTTCCTTATACATCGGTTCCCCTGAGACGGTCGCAAAG7\AGATCGCC 
AAAACCATTTCAGTGCTTGATCTTGATCGCTTTACCCTCAAATACGCCAGTGGCCAGACC 
CCTCATGAGTACTTGCTGAAGTCCATTGAGTTGTATGGCACTGAGGTTATTCCGCTGGTG 
AAGGACATCTTGACCAAGCAGGCT 

>RXA02 64 3-downstream 
TAAGAAG GTCTTAGGACATTCCC 



>RXA02 64 4 -upstream 

CGTGGGGAAGTGGAGCCCACACTGAAAAGCTTTGCGAGGTCAACATGGCCACCAGGCTAG 
TGAAAATGCTGCCGGTTGGCGAGCTAAGATGTGAGATGCT 

>RXA02 64 4 

ATGGCACATCTCACGCAATACCAACTCCCTCAGGCCGGTCAAGTCTTTGAGCATGAACTA 
GAGATCAAGCGCTCGCGATTTCTGACCTATATCACGCGTGTGCAAGATCAGGAGCAGGCT 
CGCGAATTTATTCACTCCATCAAGGAGCTGTATCCGGATGCGCGTCATCATTGCAGTGCC 
TTTATTTTCCATGTGGATGGCTCAAATGATGTGGAGCGTTCCTCTGATGATGGCGAACCT 
TCCGGTACCGCGGGAAAACCCATGCTAGAGGCGTTGCGTGGCTCGGGAATGAAAGATATT 
GCCGCTGTGGTGGTGCGTTATTTCGGTGGCGTAAAACTGGGCACTGGCGGATTAGTTAAT 
GCCTACACCAACGCGGTGACGGAGCTTCTACCTGAGGTTTTGCAAGTCACCCGCTCTGTT 
CGGGAGATTTTCAAGATTGACCTTCCGCATTCTGATGCGGGGCGCATTGAAGCGAATCTG 
CGCGGCATGGGCATCATCATTACTGACACTGAATATGGTGCAGAAGTCACATACACCTTG 
GCTTTATTGCCTGGTGAACAGGCTGCGGTGGAATCTCAATTGTCATCCATGATGGGTGCA 
G AAAT T G AA T T G AAAG AAT C C G G G C AC AT G T GG G T G G AA T C C C C GAG T G AC 

>RXA02 64 4 -downstream 
TAGTGCGGTGTAAGAGCACTAGA 

>RXA02 7 02 -upstream 

GCAGGTAACGCCTCCACGGTGATTGCAGACATGATTGCTGCAACTATCAATAGCCAACAC 
AACTAAAACGACCAGCTCAACGCAAAGGAATAGTTTAAAG 

>RXA027 02 

GTGACCACTCCACACTTGGATTCTGCACAAGATATTGATCTGTCCCGCGTCCACCTCATC 
GGTATTGGCGGAGCCGGAATGTCTGGCGTTGCCCGAATCCTGCTTGCCCGCGGTAAGACA 
GTCACTGGTTCCGATGCCAAAGATTCCCGCACCTTGCTTCCACTCCGCGCCGTGGGAGCC 
ACCATCGCAGTGGGACACGCTGCGGAAAACCTTGAGCTTTCCGGCGAACTTCCCACCGTC 
GTGGTGACCTCTTTTGCCGCCATTCCGCAAGACAACCCGGAACTTGTTCGTGCACGTGAA 
GAAGGCATTCCGGTTATTCGTCGCTCCGATCTGTTGGGCGAATTGCTGGAAGGCTCCACC 
CAGGTCTTGATCGCGGGTACCCACGGTAAGACCTCCACCACCTCTATGTCTGTGGTAGCT 
ATGCAGGCAGCGGGCATGGATCCAAGCTTTGCTATCGGCGGACAGCTCAACAAGGCTGGC 
ACCAATGCGCACCATGGAACTGGTGAGGTCTTTATCGCTGAAGCAGATGAATCTGACGCA 
TCGCTGCTGCGCTACAAGCCAAATGTTGCAGTGGTCACCAATGTGGAACCAGACCACCTG 
GACTTCTTTAAAACCCCTGAAGCCTACTTCCAAGTGTTCGACGATTTCGCAGGACGCATC 
ACCCCGAACGGCAAGCTGGTTGTGTGCCTGAACGATCCTCACGCAGCGGAGCTGGGGGAG 
AGGTCTGTCCGCAAGGGTATCAAGACTGTTGGTTACGGTACCGCTGACGCCGTACAGGCA 
CACCCTGAGGTTCCAGCGATGGCTACCATCGTGGATTCCCAAGTTGTCGCAGAAGGCACC 
CGCGCCACCATCAACATCGATGGACAGGAAGTATCTGTGATTCTTCAAATCCCTGGTGAT 
CACATGGTACTCAACGGTGCAGCCGCCCTGCTGGCCGGATACCTGGTGGGTGGGGACGTC 
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GACAAGCTTGTTGAAGGCTTGTCGGATTTCTCCGGCGTGCGACGCCGCTTTGAGTTCCAC 
GGTGCTATCGAGGGCGGCAAATTTAATGGCGCTGCTATTTATGATGATTACGCACACCAC 
CCAACGGAAGTAACTGCAGTGCTCAGCGCTGCGCGCACCCGGGTGAAGGCCGCTGGAAAG 
GGCCGTGTCATCGTCGCGTTCCAACCACATTTATACTCACGCACCATAGAATTCCAAAAG 
GAGTTCGCGGGGGCACTGTCACTGGCAGACGCTGCCGTGGTGCTTGAGATTTACGGAGCG 
CGCGAACAACCGGTGGATGGCGTGTCCTCGGAAATCATCACCGATGCGATGACCATTCCA 
GTGGTGTACGAACCTAATTTCTCTGCAGTCCCAGAACGCATTGCAGAAATCGCAGGACCT 
AATGACATCGTGCTCACCATGGGTGCAGGTTCCGTGACCATGCTTGCTCCAGAAATCCTG 
GAT C AG C T G CAAAACAAT 

>RXA02 7 02 -downstream 
TAGGACGTAAGTGAACAAGGCAG 



>RXA02703-upstream 

CAAAGCAGGCCTACCGAGCGCCGTTCCGAGAGTCGCGCGATGATTGGCGTGACAACCGCA 
ACCGCAGATAAATGTGAAATCAGGAGAACTACGAATAAAG 

>RXA027 03 

ATGGCTAACTCCCCAAAACCCATGCGGGTTGTCGTTGCTGGTGGCGGTACCGCAGGACAT 
ATTGAGCCTGCGTTGGCAGTGGCTGAAGCGCTGCGCGATAAGCACGGTGCAACAGTTTCG 
GCTTTAGGTACTGCTCGTGGTTTGGAAACAACCCTGGTGCCTGATCGTGGGTTTGAGCTT 
CATCTCATCGAGCCGGTTCCAGTCCCACGCAAGCCCAATATGGATTTGTTGAAGCTCCCA 
TTCCGGGTAGCTAAGGCATTAGGCCAAGCACGCAAGGCACTGAAGGACACAGACGCTCAA 
GCGGTCATCGGCTTTGGCGGTTATGTATCTGCTCCGGCTTATATGGCGGCGAAGTCTTTG 
GGCTTGCCATTTTTTGTCCACGAAGCCAACGCCCGTGCAGGCATGGCCAACAAATTGGGC 
GTCAAGCTCGGTGGCGTTGGCCTTAATGCTGTTGCTGGTTCCGGCATGGACGGCGACGTG 
GTGGGCATTCCGATTCGTGCTGTTTTAAGTGGCGCGCGGGATGAGTCCGCAGCTGACCGA 
GCCAGGGACACTTGGGGTTTGGACAAGGACCGCCAAACCATTTTTGTCACCGGTGGTTCG 
CAGGGCTCTGTGAGTATCAACAAGGCCGTCGAGCAAGCTGTAGATCAGCTGGTGGAGGCA 
GGTTTCCAGGTGCTCCACGCCGTGGGTAAGAAAAACGAGTTGCCTGCAGCGAAACCCGGC 
TACCATCCCGTTCCGTTTATCGACGATATGCAGGCTGCCTACACCGTTGCTGATCTTATC 
GTGTGCCGCTCCGGCGCGATGACGGTTGCAGAGGTCACCGCCGCCGGCGTCCCCGCGATT 
TATGTCCCGCTGCCTCACGGCAACGGTGAGCAGGCTCTCAACGCCCAGGCTGTCATTAAA 
GCTGGTGCCGCACGCCAGATCGACGACGCGGACTTCACCGCCCAGACGCTTATCGACGCC 
ACCCTTGACATTCTCCTTCATCCCTCCACACACCAATCGATGTCGGACGCAGCTAAAACC 
TCCACCGCAGGTAACGCCTCCACGGTGATTGCAGACATGATTGCTGCAACTATCAATAGC 
CAACACAAC 

>RXA027 0 3-downstream 
TAAAACGACCAGCTCAACGCAAA 



>RXA027 04 -upstream 

CGTCTTTGGACATGTTCAAAGGCATGGGCCAGCGTGGCGACCTCTTTGCACACAACATCA 
TTGGCACAATCAAAGGATTAACGGAAGAGAAAGGCTGATC 

>RXA027 04 

ATGACCACCGGAGCCTCAAAAAAACCCGCACGTCCGAACACTGGCGCTAAAACCAGAACG 
GGGCTGGGAATTAGGGAGCGTATTTCCGGTGCATGGAATGATCTTCTCGCGCGCCCTTTA 
ACTGACTACATCATGATCTTGTGCATCGTGGTCATTTTGTCGTGCCTCGGTGTAGTCATG 
GTGTATTCCTCCTCAATGACATGGTCGTTGAGGGAAGGTGGCTCCGTGTGGGGTACTGCC 
GTGCGCCAGGGCATCATGATCGTGTTGGGTTTCTTTGCCATGTGGGTGGCGTTGATGACG 
CGCCCGCAAACCATTAGAAACCTATCCAACCTGATATTGATTGTGTCTATTGTCTTGCTG 
CTTGCCGTGCAGATTCCTGGCATTGGTACAGGTAAAGAAGAGGTCGGGTCGCAGTCGTGG 
ATTGCTCTTGGACCTATTCAGTTTCAGCCTTCGGAGATCGCCAAAGTGGCCATTGCCGTG 
TGGGGAGCGCACTACCTCGCAGGCAAGGGCCCTGTGCAGCACTGGTTCAATAATCACTTG 
ATGCGTTTTGGTGGCGTCGGTGCATTCATGGCGTTTTTGATCTTCATGGAAGGCGACGCC 
GGCATGGCGATGTCTTTCGTGCTGGTTGTATTGTTCATGCTGTTTTTTGCGGGCATCGCC 
ATGGGTTGGATCGCGATTGCCGGCGTACTGATTATCGCAGCCCTCGCAGTCCTGGCATTG 
GGCGGAGGCTTCCGTTCAAGCCGATTCGAGGTGTATTTCGATGCGCTGTTTGGCAATTTC 
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CACGATGTGCGAGGCATTGCCTTCCAGTCCTATCAGGGCTTCCTCTCTCTTGCAGATGGT 
TCCGGCTTGGGAGTTGGTTTGGGCCAATCAAGGGCGAAGTGGTTCTACCTGCCCGAAGCT 
AAAAATGACTTCATCTTTGCCATCATTGGTGAGGAGCTGGGGCTGTGGGGTGGCGCTCTG 
GTCATCGCACTTTTCGCGGGGCTGCTGTACTTCGGTCTGCGCACAGCCAAGAAGAGCCAC 
GATCCATTCTTGGGCTTGATGGCTGCAACCTTGACGGCATCCGTGGTGTCGCAGGCGTTC 
ATCAACATTGGCTACGTGGTTGGTCTGCTGCCAGTTACCGGTATTCAGCTGCCCATGATT 
TCCGCCGGTGGTACCTCCGCGATCATTACCTTGGCTTCCATGGGCTTGCTCATTAGCTGT 
GCACGCCACGAACCAGAGACAGTTTCTGCGATGGCTTCCTATGGACGCCCCGCAATCGAT 
CGACTTCTGGGATTGCGTGAGCCTTCAAGTACTTTGACCACCAGTAATGCATCCTTGCGT 
TCCAACAAAACCAAGGCCGCTAAACAAAAGCCGAGTCCTCAGAAAGAGTCTCGGGACCGC 
TTCGGCGAGCCTGTGACCGCACGCCGAGCGCAGGCGCCACGAAGTGGGCGAGCTGGAGTA 
CAATCGGAAGCTCCGCGACGCTCGACTGGTAGCGTCAAAGGTCGAAGCAGTGGTCAGGAC 
AACGGTCGAAGCAACGAAGGTACGGCGCGTAGCCAATCAACTACTGGTGGGCGCGCAGCC 
GATCGCAGCGTTGATCGAAGTCGTCAAAGCAGGCCTACCGAGCGCCGTTCCGAGAGTCGC 
GCGATGATTGGCGTGACAACCGCAACCGCAGATAAATGTGAAATCAGGAGAACTACGAAT 
AAAGATGGC 

>RXA027 04 -downstream 
TAACTCCCCAAAACCCATGCGGG 



>RXA027 05-upstream 

CGTGACCATCCGTTTCTGGCTGATCGCGATCATGGCTGTGTTGGCGGGTGTCGGTGTGTT 
TTACAGCGACTGGCTCCACTTAGCGGAGGTATAAATAATT 

>RXA027 05 

ATGGGTTCTCTGTCCCATTTACCTCAGGCGCTGCAGGGCCGTATTCTTGTGGCCGGCGCT 
GGTGTTTCCGGCCTGTCCATTGCAAAGATGCTCAGTGAGTTGCATTGCGATGTTGTGGTC 
GCCGACGATAACGAAACTGCACGTCACATGCTCATTGAAGTAGTAGACGTTGCAGATATC 
AGCACCGCGCAGGCTCAGGAACAGCTGGATTCTTTCTCCATTGTGGTCACCTCCCCGGGC 
TGGCGCCCAACAAGCACTTTGCTTGTCGACGCCCACCGCCAGGGCCTTGAGGTTATCGGT 
GACGTCGAGCTTGCTTGGCGCCTGGACCAGGCAGGTGTTTTCGGCGAGCCACATACGTGG 
CTCGCAGTCACCGGCACCAACGGTAAAACCACCACCACATCAATGCTCGCCGCGATGATG 
AATGAGGGCGGTTTTACTGCCAAGGCAGTGGGCAATATCGGCATCCCGGTGTCTGAGGCT 
TTGGTAGCGAAAAACCGCATTGATGTGTTAGTTGCAGAGCTGTCTAGTTTCCAATTGCAC 
TGGTCTCCAACCTTCACCCCTGATGCTGGCGTGGTGCTCAACTTGGCTGAGGATCACATC 
GATTGGCACGGTTCCATGCGTGATTATGCGTTGGCCAAGATGGAAGTGCTCAAGGGCAAG 
GTCGCCATCATTGGGGCAGACGATCCTTATTTGGTGCAGCTGACTTCTGAAGCAGACTTG 
AGTGGTCTCATTGGATTTACCGTCAATGAGCCTGCAACCGGCCAGTTGGGTGTGAAAGCG 
GGGGAGCTCGTCGATAATGCCTACGGCAATAATGTGGTGCTTGCATCCGCTGACGGCATT 
AATCCCGCCGGCCCTGCCGGTGTTTTGGACGCTTTGGCTGCAGCTGCGGTGGCGCGCTCG 
CAGGGCGTGGCACCTGAGGCGATCGCGCGTGCGTTGGATTCTTTTGAGGTGGCAGGCCAC 
CGTGGCCAGGTCGTCGCCGAGCATGACGGTGTTCATTTCATTGACAACTCCAAGGCGACC 
AACCCCCACGCTGCTGATTCTGCGCTAGCTGGGCATGATTCAGTCATTTGGGTTGTCGGC 
GGACAGCTCAAAGGCGCGGACATTGCGCCACTGGTGAAAAAGCACGAACAGCGCATCAAG 
GCAGCATTGGTGTTGGGCGCAGATCGTGCTGAAATCGTGGCAGCGTTGAAGGAACACGCG 
TCGCAGGCCTCTGTATTTGTCACTGACAAGACGGAGCCATTTGAGGCAATGGAAGAAATC 
GTCACTGAGGCATTTAGCATCAGCGAACCCGGCGATACCGTGTTGCTTGCCCCTGCCGCT 
GCGTCTTTGGACATGTTCAAAGGCATGGGCCAGCGTGGCGACCTCTTTGCACACAACATC 
ATTGGCACAATCAAAGGATTAACGGAAGAGAAAGGC 

>RXA027 05-downstream 

T GAT CAT G AC C AC C GG AG C C T C A 



>RXA027 0 6-upstream 

GGTCGCAGAAGCACTACATGGCATGGTGCCGGGCCTCAAAAACACAGGTGGCTCGGTCAA 
C G AC GAT TCTCGTCG G AAC G T G G AAG G AC AG T AG AAAAC A 

>RXA02706 

ATGCAACAGATTATGGTCAGTGGAACGGTTGCGTTCCTCGTCTCAATCTTTCTCACCCCG 
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GTGTTGATCCGTTATTTCACTAACCGCCAGTTGGGCCAGGAAATCCGTGAAGAAGGCCTG 
CAGTCTCACTTGCGTAAGCGTGGCACTCCAACCATGGGTGGCATTGCGATTATCGCGGGC 
ATTGTTGTGGCCTATGTGTTTACCAATATCTTGGCCATGATCCAAGGCGTTGGTGGATTC 
ACAGTCTCCGGCTTGCTCGTGTTGGGTCTGACCTTGGGCCTTGGTGCCACTGGTTTCGCC 
GATGACTTCATCAAGCTGTACATGAACCGAAACCTTGGTTTGAACAAGACCGCTAAGCTG 
GTGTCTCAGCTGGCCATTGCGTTGATCTTTGGTTTTTTGGTACTGCAGTTTCCCGATGAA 
AACGGTCTGACCCCAGCATCAACCCACCTGTCATTCATTCGCGATATCGACACCATTGAC 
CTTGGCTTCGGG.GGCAGCGTTTTTGGCATCATCGTGTTCCTCATCTTTATCTACGTTGTG 
GTCAGCGCGTGGTCGAATGCCGTGAACATCACTGACGGTTTGGATGGTTTGGCCGCAGGT 
ACCACAGCATTTGTCATGGGTGCTTACACCTTGATCACGTTCTGGCAGTTCCGAAACTCC 
TGCGATACTGCAGTGGAAGCGGGTTGCTATACGGTGCGTGATCCACTGGATTTGTCCGTG 
TTGTGTGCTGCTGGTCTGGGCGCCACCTTGGGCTTTCTGTGGTGGAATGCGGCGCCGGCA 
AAGATCTTCATGGGCGATACTGGTTCTTTGGCACTGGGCGGTTTGGTTGCAGGTATTTCT 
GTGGTTAGTCGCACCGAGCTGCTCATGGTTATCATCGGCGCGCTGTTTGTCATTGAGATC 
GCTTCTGTTGCGATCCAGATCGGCGTGTTTAAGACCCGCGGTAAGCGTGTGTTCAAAATG 
GCTCCGATCCACCACCACTTCGAGGCCCTTGGGTGGGCTGAAACTACCGTGACCATCCGT 
TTCTGGCTGATCGCGATCATGGCTGTGTTGGCGGGTGTCGGTGTGTTTTACAGCGACTGG 
CTCCACTTAGCGGAGGTA 

>RXA027 06-downstream 
TAAATAATTATGGGTTCTCTGTC 



>RXA02 7 07 -upstream 

TACAACGCGAATCCTGATTCTATGCGTGCAGGTATCGCGGCTCTTGCGTACACAGCTAGT 
GGTCGTTCTGAAGCAACAAAGCTGGGCAGTGCTTGGCCAA 

>RXA02707 

ATGGGTGAGCTTGGCGATGACGCCTCGGAAGCCCATGCCGAACTTGGTGCTGAGCTGGCT 
AAATACAATGTTCAAGAACTTGTCGCAGTGGGGGAGAACCCTAACTGTGCAGCACTTGCA 
GAGTCCGCAGCGAGCCTGGGTGTGAGTACTCACGTAGTTTCAGACGTTGATGCAGCGCTC 
GAGTTGCTCGCAGGCCATATTAAGCGGGATGATGTAGTGCTGGTTAAGGCTTCAAATGCT 
GATCGCCTGTGGAGGGTCGCAGAAGCACTACATGGCATGGTGCCGGGCCTCAAAAACACA 
GGTGGCTCGGTCAACGACGATTCTCGTCGGAACGTGGAAGGACAG 

>RXA027 07 -downstream 

T AG AAAAC AAT GC AAC AG AT TAT 



>RXA027 08 -upstream 

GAGAATATCGCGCAGGCAAAAGGCGAGATCATTGAAGCGCTGCCCTCGAAGAAAACGGCT 
CGGTACCAGTCCTGAATACTAGGATCCTTTTGTCGCCCGG 

>RXA027 08 

ATGGCTCCACGCACTAAGGCGCGCGTGGTGTGGTTTACCACCGATGCAGGCCAAGCAAAA 
AAGTCTGATTATTGGGCAACGAGTATTTCACTGGACGCTGTTGCGCGGGCAAGCTTTACG 
CTGAACACGAAGGACGGCTCTTGGCCGGTCACCCTGCAGGTTTTTGGTGAGCACCAGGTT 
GCTAATGCACTTGCTGCTGCTGCCATTGCCATGGAAGCTGGCGTCGCCCCAGAATTGGTG 
GTTGCTGGATTGGAAGCACATTCAGCTGCTTCCGCGCACCGCATGGATGTAAAGACCCGT 
GCCGACGGCGTGACCATCATCAACGATTCTTACAACGCGAATCCTGATTCTATGCGTGCA 
GGTATCGCGGCTCTTGCGTACACAGCTAGTGGTCGTTCTGAAGCAACAAAGCTGGGCAGT 
GCTTGGCCAAATGGG 

>RXA027 08-downstream 
TGAGCTTGGCGATGACGCCTCGG 



>RXA0270 9-upstream 

TTTTGATGACCGCGAAGAAGTTCGCGCTGCTTTGACAGAAAAGCTCAACAATAAACTTCC 
C C T T AC T AC G G AAG AAG GAT AG GC C AC AG T CAT GAT C AC A 
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>RXA02709 

ATGACCCTTGGGGAAATCGCTGACATCGTTGGAGGCAGGCTTACTGGCGGTGCTCAAGAA 
GATACGCTTGTGAGCTCCAGCGTGGAGTTTGATTCTCGATCCCTCACACCGGGTGGCTTG 
TTTTTAGCACTTCCGGGTGCTCGTGTAGACGGCCATGATTTTGCTGCAACTGCAATTGAG 
AAAGGTGCGGTTGCAGTATTGGCAGCCCGTGAGGTTGACGTACCTGCGATCGTCGTGCCT 
CCAGTAAAAATCCAGGAATCCAATGCTGACATTTATGCTCATGATCCAGATGGGCATGGC 
GCGGCGGTAGTGGAGGCGTTGTCTCGGTTGGCTCGCCACGTGGTGGATATCTGCGTGGCT 
GGCCATCAATTGAACGTTGTGGCTATTACTGGTTCTGCGGGAAAGACTTCTACGAAGGAT 
TTCATCGCGACGGTTCTTGACCAAGATGGGCCAACTGTGGCTCCTCCGGGCTCGTTTAAC 
AATGAGCTTGGTTTGCCACACACCGCGCTCCGCTGCACAACCGATACTAAGTATTTGGTG 
GCTGAGATGTCCGCGCGTGGCATTGGACATATTAAGCACCTGACAGAGATTGCTCCGCCA 
CGGATTGCAGCTGTGCTCAACGTCGGCCATGCGCACCTGGGTGAATTTGGATCCCGCGAG 
AATATCGCGCAGGCAAAAGGCGAGATCATTGAAGCGCTGCCCTCGAAGAAAACGGCTCGG 
TACCAGTCC 

>RXA02 7 0 9-downstream 
TGAATACTAGGATCCTTTTGTCG 



>RXA027 10 -upstream 

GAATTTCATAATCTGAACTTTTGTTTGAACTCTTTTCGGCATCACCCACGTGCCGCGTCC 
GAAT TAT TAACAC C T AG AAAC C T G T G G AG G AG AG AAAAC C 

>RXA02 710 

ATGGCAACCACGTTGCTGGACCTCACCAAACTTATCGATGGCATCCTCAAGGGCTCTGCC 
CAGGGCGTTCCCGCTCACGCAGTAGGGGAACAAGCAATCGCGGCTATTGGTCTTGACTCC 
TCCAGCTTACCTACCTCGGACGCTATTTTTGCTGCAGTTCCAGGAACCCGCACTCACGGC 
GCACAGTTTGCAGGTACGGATAACGCTGCGAAAGCTGTGGCCATTTTGACTGACGCAGCT 
GGACTTGAGGTGCTCAACGAAGCAGGAGAGACCCGCCCAGTCATCGTTGTTGATGATGTC 
CGCGCAGTACTTGGCGCAGCATCATCAAGCATTTATGGCGATCCTTCAAAAGATTTCACG 
CTCATTGGAGTCACTGGAACCTCAGGTAAAACCACCACCAGCTACCTCTTGGAAAAAGGA 
CTCATGGAGGCAGGCCACAAAGTTGGTTTGATCGGCACCACAGGTACACGTATTGACGGG 
GAAGAAGTACCCACAAAGCTCACCACTCCAGAAGCGCCGACTCTGCAGGCATTGTTTGCT 
CGAATGCGCGATCACGGTGTCACCCACGTGGTGATGGAAGTATCCAGCCATGCATTGTCA 
TTGGGCAGAGTTGCGGGTTCCCACTTTGATGTAGCTGCGTTTACCAACCTGTCGCAGGAT 
CACCTTGATTTCCACCCCACCATGGATGATTACTTTGACGCGAAGGCATTGTTCTTCCGC 
'GCAGATTCTCCACTTGTGGCTGACAAACAGGTCGTGTGCGTGGATGATTCTTGGGGTCAG 
CGCATGGCCAGCGTGGCAGCGGATGTGCAAACAGTATCCACCCTTGGGCAAGAAGCAGAC 
T T C AG C GC T AC AG AC AT C AA T G T C AG C G AC TCTGGCGCC C AG AG T T T T AAG AT C AAC G C C 
CCCTCAAACCAGTCCTACCAGGTCGAGCTAGCTCTTCCAGGTGCGTTCAACGTTGCTAAC 
GCCACGTTGGCATTTGCCGCTGCGGCACGCGTGGGTGTTGATGGCGAAGCGTTTGCTCGA 
GGCATGTCCAAGGTCGCGGTTCCAGGCCGTATGGAACGCATTGATGAGGGACAAGACTTC 
CTTGCAGTGGTGGATTATGCCCACAAGCCTGCTGCAGTGGCTGCTGTGTTGGATACGTTG 
AGGACCCAGATTGACGGGCGCCTCGGAGTGGTTATCGGTGCTGGTGGAGACCGCGATTCC 
ACCAAGCGTGGCCCCATGGGGCAGTTGTCCGCACAGCGTGCTGATCTAGTTATTGTCACT 
GATGACAACCCTCGTTCAGAGGTGCCTGCCACGATTCGCGCAGCAGTCACTGCAGGAGCA 
CAGCAGGGTGCTTCAGAGTCCGAACGACCGGTGGAAGTCCTAGAAATTGGTGACCGTGCA 
GAAGCAATTCGCGTTTTGGTCGAGTGGGCACAGCCTGGAGATGGCATTGTAGTAGCTGGA 
AAAGGCCATGAAGTTGGACAACTAGTTGCTGGTGTCACCCACCATTTTGATGACCGCGAA 
GAAGTTCGCGCTGCTTTGACAGAAAAGCTCAACAATAAACTTCCCCTTACTACGGAAGAA 
GGA 

>RXA027 10 -downstream 
TAGGCCACAGTCATGATCACAAT 



>RXA02 711-upstream 

AAAACCTCCAGGCGATTCCACAAGAAGCAGCAGCTCCGCCGTATCAGACCAACACTGTTC 
CTTATGCTGCAACCACCGGACAAGCAGGTGGCGCAGGGCA 

>RXA02711 
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GTGACTTTCCCCAGCAATGGCAGAAGTCGGGGCGAGCGTGCGGGACGTGAAGATACGTCC 
CGCCGTTCGGCGTATCAGGACGAAAGCAGAAGAGCCGCTAGAGAGCGCGAACTTACGCGA 
CGCAGCGGTAAAGCTAAAGGCGTAAACCAAGAAGAAGGAGTGACCTACCGGCCTAAATCT 
TCAACCCAGGGCGGCGCACGCAAGCGACGTGTGAACATGGTTACCGCTATCGCATTGGTC 
ATCGCTGGCGTACTGATCATTCGCCTCGGCTGGGTCCAAGTTGTCTGGGGACCAGAACTG 
TCCCTCAATGCTTCGGT^ACAGCGCACCCGCGTGTACGTAGATCCTGCACGTCGTGGAAGC 
ATCGTGGACCGCGAAGGAAACCAGATGGCGTACACGATGCAGGCACGTTCGCTGACGGTT 
TCTCCG7\ACATCATGCGTGAGGAATTAAAGACCGGAACTGATTTGGCCTTGCGTTTGGCG 
GCTGAAGAAACCGATCCGGAAAACGTGGCCAGCTATGTGACCATCGAAGAAGGCAACGCG 
TATGTTTTTGCGTCTGAAGAACAGCGCGAAACCATTCTGTCCGACAAGGTAGAAGAGCGC 
ATTCAAAGCATTGCGGATCGGATCCCTGAGATCATCAAATCCCATGACCAAGATGTCACT 
GGAATTTCCTCTGAGGAGATCCTGGACAAGCTCAATGCTGATAGCCAGTATGAGGTGCTC 
GTCCGCAATGTTGATCCCGATGTAGCGTCAGAAATCACCGATGAGATGCCCAGCGTCGCA 
GCTGATCATCAAGACATCCGCC7\ATACCCAAACGGCGCGATTGGTGAAAACATCATCGGT 
CGAATCAGCATGGACGGCGAAGGCCAGTTCGGCTTTGAGGCTTCCAACGATTCCCTGTTG 
GCAGGAAACAACGGTCGCTCAACCCAGGACATGTCCATTTTGGGACAAGCAATACCGGGC 
ACGTTGAGGGATCAAATTCCAGCCATTGATGGTGCCAGCGTTGAACTCACCGTTGATCTG 
GATCTGCAAACCTATGTGCAGCAGGCATTGGAGCAGGCGAAAGCTAACTCCGGTGCAGAA 
AACGCCTCCGCTGTGGTTCTTGATGCCAAGACCGCTGAGGTTTTGGCGATGGCAAACACC 
GATACCATCAACCCCAACGAAGACACGGGAAAGCAGATTGAGCAGGGCAAGAGCTTTGAC 
AATCCTTCTGTCACCCACCCCTTCGAGCCTGGTTCTGTAGCCAAGGTGATTACTGCAGCA 
GGCGTAATTCAAGAGGGCTTGACTACTCCAGATGAAGTGTTGCAGGTACCGGGCAGTATT 
GAAATGGCCGGTGTTTCTGTCGGTGATGCGTGGGACCACGGTGTCGTTCeCTACACCACT 
GCAGGAATTTTTGGTAAGTCCTCGAATGTAGGCACTCTGATGCTTGCGCAGCGTCTTGGT 
GAAGATAAATTTGCTGATTACCTGGAACGATTCGGTGTGGGACAGCCAACGGGTATTGAG 
CTTCCGAGCGAATCCCAAGGCCTGCTGCCCGCACGTGAGCAGTGGTCTGGCGGTACTTTT 
GCTAACCTGCCCATCGGTCAGGGTATGTCGATCACCACGTTGCAAATGGCTGGAATCTAC 
CAAGCCTTGGCCAACGATGGTGAACGCATTCAACCGCGGATCATCAAGAGCGTGACTGAT 
TCTGACGGAACAGTCCTAGAGCAGCCAGAACCCGATAAAATCCAGGTTGTCAGCGCTGAA 
GCTGCCCGCACCACGGTGGATATGTTTAGGTCTGTCACCCAGGTTGATCCAACTGGAGTG 
CAACAAGGTACCGCTCCAGACGCCTCCATTGAGGGTTATCAAATCTCAGGTAAGACAGGT 
ACGGCGCAGAAAGTTGACCCCAACACGGGCGCGTACTCTAACTCGCAATACTGGATTACC 
TTCGCGGGTATTGCACCCGCTGATGATCCTCGATTTGTTGTAGCCATCATGCTTGATGAG 
CCAGAACGCGGAGTCCACGGTGGTGGCGGCCAAACCGCAGCACCTTTGTTCAAAGACATC 
GCCACCTGGTTGCTCAACCGCGACAACATCCCACTGTCTGCAGCCACCGAACCGATCATC 
CTTCAAGCTCAA 

>RXAO 2711 -downs t ream 

T AAC T C AAAC AG AAG T G T C T T T T 



>RXA02713-upstream 

TGATATGTGGCTATGACATTGTCGCGCAGTTTTTTTATCCACAAACATAAGTACAAGACA 
T T G G AC A T C TAG G C C G G C AG G AAAAG G G GG G AAC AC G C AC 

>RXA02713 

ATGGAAGATTTTTCCTTGGATGGCAACCACGGACACGTTCCCGTAATGCGTGATCGTATG 
GCGGCTTTGATCGCCGAACACGTGGAAGCATTGGGAGAAAACGCTGTCATTGTTGACGCA 
ACCCTTGGCGCAGGCGGGCATGCGGAGTTCTTCCTGAACACGTTCCCCAAAGCGCGCCTG 
ATTGGCCTTGATCGTGACCAAAATGCGTTGCGGGATGCTCGCGCGCGACTTGCTCCTTTC 
GGGGAGCGGTTCATTGGCGTCCAGACGCGTTTCGACGGACTCCGCGAGGTGTTGGAATCT 
GTCGAGGGCGACATCATTGATTTAGCTCGCGAGCACGGTATCGCTGGCGCTCTGTTTGAT 
CTGGGTGTCTCCTCGATGCAGCTTGATCAGGTGGAGCGTGGCTTTGCCTACCGCACGGAC 
GCGCCTCTGGACATGCGCATGGATGCAACTCAGGGTATTACGGCTGCAGATATCCTCAAC 
ACTTATTCGCATGGTGACATCGCTCGAATCTTGAAGACTTACGGCGATGAACGCTTCGCC 
GGCAAGATTGCTTCTGCGGTGCTGAAAGAACGTGAAA7VAGAGCCGTTCACTACCTCTGCT 
CGTTTGGTGGAGCTTCTGTACGACGCCATCCCTGCAGCGACCCGCCGAACCGGTGGACAC 
CCCGCGAAACGTACTTTCCAGGCGTTGCGCGTTGAGGTGAACAACGAGCTTGATTCCCTG 
AAGAATGTGCTTCCTCAAATCACTGACGCCCTCAATGTTGGGGGACGTGCAGTGTTTATG 
AGCTACCAGTCTCATGAGGACAAGCTGGTGAAGAAGTTCTTCACGGATCTGACCACCTCT 
AAGACCCCTCCGGGCTTGCCTGTTGATCTTCCTGGAACTGCACCACAGTTTAAGCAGGTT 
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ACTCGCGGTGCTGAAACGGCTTCGGAAGCTGAAATTGAAGAAAACCCACGTGCCGCACCT 
GTGAAGGTGCGCGCAATCGAAAGAATCGGCAACAACTCAGGAGACCTCTCA 

>RXA02713-downstream 
TGACCATGACAAATGGCTCCCGC 



>RXA02716-upstream 

AATGGATTTTGGGGTGTAAACTACTTCAGTTCGGCCGATTCCTGCATAGATTTCTGCGGA 
ACACCCAACTCACATCACCACTTCTGGTTTGATGGGGAGC 

>RXA02716 

GTGTCACCGATCATTCGTAAATTGAGTATCCCCGAGTTCACCACCAACACCCCAGTGTTG 
GTGGATATCTACATCGCAGCGATGAACTATGACAAAGCAATCAGGGATACCCGGATCGAA 
GTCTGGCGGAGAAACTCCCAGAACCCCGGATTCACAGCAGTGGCAGCGCTGATGGATGAT 
CAGGTCGTGGGCGTGGCCTATGGCTTCAATGGCAGCCCAGATCATTGGTGGCAACACCAA 
TTACGCCGGGGACTCCGACAACAAGGAGGCCCGACGGAAGAGGAAATCCATATCATCCAC 
AACTACTTTGAGGTTGCGGAAGTTCATGTTCAGCCTGGCTTCCAAGGTCACGGCATTGGC 
CGAAAGCTGATGCATGAACTGTTAAAAGACAAACAAAACACTTTTGCCATTTTGTCTACA 
CCCGAGGTCGACGATGAGGCGAACCATGCGTTTAGCCTGTATCGCTCTCTCGGCTTCACT 
GACTTGCTCAGGCAGTTTAGGTTTGACGGGGATCAACGGCCGTTTGCCGTATTGATCACC 
GCCCTCCCCCTTCATGATTCC 

>RXA027 1 6-downstream 
TAAGAGGGCTTAACGCACCGCGT 



>RXA02722-upstream 

ACTTTTAGATAAGCTCTCACAGTGCTGACTGCTTATCTGAGATGAAAATAAAAGCAAAAT 
TTTTTTTAGTATCAACTCTTCGAAAGGCGAGACATCGACA 

>RXA02722 

ATGACCTCACCGAACAACTACCTCGCCAAGATTAAGGTCGTCGGCGTGGGCGGCGGCGGA 
GTCAACGCCGTCAACCGCATGATTGAAGAAGGCCTCAAAGGCGTGGAGTTCATCGCGGTG 
AACACCGACTCGCAGGCTCTCATGTTCTCTGATGCCGACGTAAAGCTCGATATCGGACGT 
GAAGCTACCCGTGGTCTTGGTGCCGGCGCGAACCCAGAAGTTGGACGTGCCTCGGCAGAG 
GAT C AC AAG AAC G AAA T C G AAG AAAC CAT C AAG G G C G C C G AC AT GGTCTTCGT T AC C G C C 
GGCGAAGGTGGTGGCACCGGAACTGGTGCTGCACCAGTCGTGGCAGGGATCGCCAAGAAG 
ATGGGCGCACTGACCATTGGTGTTGTGACCAAGCCTTTCGAGTTCGAAGGCCGTCGCCGT 
ACTCGCCAGGCAGAAGAAGGCATCGCAGCACTGAAGGAGGTCTGCGACACCCTCATCGTT 
ATTCCAAACGACCGCCTGCTTGAGCTGGGCGATGCGAACCTGTCCATCATGGAAGCGTTC 
CGCGCAGCCGATGAAGTTCTCCACAATGGTGTTCAGGGTATTACCAACCTGAT.CACCATC 
CCTGGTGTGATCAACGTGGACTTCGCGGACGTTCGCTCCGTCATGTCCGAAGCTGGTTCC 
GCACTCATGGGTGTGGGCTCTGCACGTGGGGACAACCGCGTTGTCTCTGCAACCGAGCAG 
GCCATCAACTCTCCACTTCTCGAAGCAACAATGGACGGCGCAACTGGCGTCCTGCTGTCC 
TTTGCTGGTGGATCCGACCTGGGCCTCATGGAAGTCAACGCAGCTGCATCCATGGTCCGT 
GAGCGTTCCGATGAAGATGTCAACCTCATCTTCGGTACCATCATCGACGACAACCTGGGC 
GACGAAGTCCGCGTAACCGTCATCGCGACCGGTTTTGACGCAGCTCGCGCAAGCGCCGCT 
GAGAACCGCCGCGCAGGCATCTCAGCTGCACCTGCAGCTGAGCCAGTCCAGCAGCAGGTC 
CCAACCACCAACGCAACCCTTCCACCAGAGAAGGAAAGCATCTTCGGTGGTGCACGTGAG 
GAGAACGATCCTTACCTGTCCCGCTCTGCTGGTGCACGTCATCGCATTGAGGAGACCCGC 
TCCGGCGGTGGACTCTTCACCACCGGCAATGATCGCGATTACCGTCGTGATGAGCGCCGC 
GAAGATCACCGTGACGAGCGCCGCGATGAGCGCCGCGATGACCGTTCCTACGACCGCCGT 
GATGATCGTCGTGACGATCGCCGCGATGACCGCGGAGACGACCTGGATGTACCCAGCTTC 
CTCCAG 

>RXA02 7 22 -downstream 
TAATTAAGAAGGAGAATAGACTT 



>RXA02723 
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GATGCGACTGCAGCAGGGCAAAACATTGTGGAATTGCCCTGGGTGAAATCGGTGACCGTT 
AACCGTGCCCTGCCAAGCACCATCACCGTGGAGCTGACAGAGCGTGAGCCTGCAGTGTTC 
ATCAAGCGTGCTGATGGTGACCATGTCATTGACACCGAGGGTAAAGAAATTATCATTGGA 
ACACCCCCGGTGGGAACAGTAGAAGTTTCTGGCGCGGATGAAGGAAACTCAGAAGTGCTT 
CCTGCGGTTATTGCTGTAATCAACGCAATTAAAGCGCAAGATGCGCAGATGACAGAAAGT 
ATCCAGGTAGTGGAAGCTCCGGATCAATTTGATATCTTGCTGAAAATGAATGATGGCCGG 
GAAATC TACT GGGGATCCTCGGAAAACAACCAC GAT AAAGCGGTGGCAATGTCGACTGTT 
TTGAAGCGGGAAGGCCAACGTTGGAACATTAGCTCACCCTCAATGGTGACAGTCCGC 

>RXA027 2 3-downstream 
TAAAGTGGCTGGGTAGTTCCGGT 



>RXA027 4 5 

gccggaatctccttcgaagtcccccgcggtcaagttttggccctcctgggacctaatggc 
gcaggcaaaaccaccaccattgaaatgtgcgaaggttttaccgcccccacctctggcagc 
atccgagtcttgggcatcgatccagccacagaaccagaccaggtgcgccgacgcatcggc 
atcatgcttcaaggtggcggttcctacagcggaatccgcgtgtttgaaatgctcaagctt 
gcggcgtcctacaacgacaacccacacgatcctgaatggctgcttgatcttgtaggactg 
cgtgaacaacgcaaaaccacctaccgacgtctgtcaggtggccaacagcaacgcctttct 
ttggccttagcattaattggtcgccctgagattatcttcctcgacgaacccaccgctggc 
atggatgcgcaatcacgcaacatggtgtgggagcttgtcaacgat;ctccgccgcgacggc 
gtcaccatcgtgctcaccacccacctgatggatgaggccgaagcactagctgaccacgtg 
atcatcgttgccaacggtcaaatccttgccagtggcacacctgatgaactcactgcgcaa 
cgcgatcatcttgaaattaatgtctccgtagagaccacgagcccgcttgatcttgatcgc 

TTGGTGGATGATCTCAGCAGCTTAAACATCGGTGATGTGAAAGCACGAGCCAACCGGCCA 
CTGCATTATTCACTTCGGACGCAACAAGCCACCCCGGATTCCTTGGCGCACATCGTCCAG 
GCTGTCGCCCGCCAAAACGTCATGATTCGCTCTTTGGATACGGGACACCGCTCATTGGAA 
G A TGTCTTCCTG G AC AT C AC C G G AAAAG AAC T GAG GAG T 

>RXA027 4 5-downstream 
TAACGCACACCATGTCTAAACCT 



>RXA027 4 6 

GGTGTGCAGGGCATGACTGTCACCGAAACCCAAGGCTTTGGCCAGCAGAAAGGCCACACC 
GAGGTGTACCGTGGTGCTGAATACGCTGTCGATTTTGTGCCTAAGGTCAAGATTGAAGTT 
ATTATCTCCGATGCTCAGGCTGAGGAAGTCATCAACATTATCGTCGAGACCGCACGCACC 
GGCAAAGTCGGCGACGGCAAAGTGTGGATGACTAACATCGAAGAGCTGGTTCGTGTTCGT 
ACCGGTGAGCGCGGCGAAGCAGCCCTT 

>RXA027 4 6-downstream 
TAAAAAC T T AT GAATAAT C C AG C 



>RXA02 813 

GGCGCGCTGACCGGCGGCTGGCTGGTTGCGGTGGACAATGCGGCACGCGCCCTGGAGGCG 
CTGGAGTTTCCGGTGTCGTATGGCGGTGCCAGCGGAAATATGACGGCGGTGCACCCGCGT 
GGCTTCGAGATTCAGGCGAAGCTGGCCGAGGAGTTGGGCCTTTTTGATCCGCAGTGGGTG 
TGGCATTCCGATCGCACGCCGATCACTGCGATCGCGTCGGCGCTGGCAACGGCCGCTGGT 
GTGGTACGCAAAATTGCTGGTGACGTGGTGTTTTACTCACAAACCGAGGTCGGCGAGTTG 
CGGGAGAAATCCCCCGGCGGCAGCTCCGCGATGCCCCACAAAGCCAATCCGGCCGCTGCG 
ATTGCGTGCGACGGTTACGCGCGCCGGGCACCTGGCCTTCTTGCAACGCTTTTCGACGCC 
CTCGACTGCCGTTTGCAGCGCGGCACCGGCAGCTGGCACGCGGAGTGGGCAACGCTGCGC 
GAGTTGGCTGCTGTCACTCACTCAGCAGTGAGCAGGGCTGCAACCAGCATCGATGGCATC 
ACCGTCAACGTTGATGTGATGGCAAGTCGCGTCAATGGACCAACCGGGCACGCCGAAGAT 
TTGGCGGAGCGGGCACTAGAAATTTATGGAAAAGGACGCAGT 

>RXA028 13-downstream 
TAATGGATC 
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>RXA02820 

GCTAACTCCGCTGAGGATCTCTCCCACGATCCGGAAGCTGCCGCATATTTCCTTGATGAA 
AACGGTGATGCGAAGGCACCCGGCACACTTTTACAAAACCCTGACTATGCAGAAACGATT 
CGTCTCATCTCTGAAGGTGGCCCCGATGCGTTCTACACGGGTGAGATTGCAGCAGACATC 
GTGGAACGCGCCACCCGTGAGGTTGACGGTTTCACACCATCACTGATGAGCACGGCAGAT 
TTGGCTGCCTACACTCCGGAAACTCGTGAAGCTTTGTGTGCTCCCTACCGCGACAAGATT 
GTTTGTGGCATGCCACCGTCATCATCGGGTGGCGTCACAGTGATGGAAACCCTGGGTATC 
TTGAACAACTTTGATCTCGCCCAATACCCACCCACTGAGGTTGGTTTGGATGGCGGATTG 
CCAAATGCGGAAGCTGTTCACCTGATTTCAGAGGCTGAGCGCCTGGCTTATGCTGATCGC 
GATGCTTACATCGGTGATCCTGCTTTC 



>RXA02 828 -upstream 
AGTCAGGATTTATG 

>RXA02 828 

ATGAAACGACGTGACTTCCTGTCGGCGCTTTCTGCCGGCACCCTCTCGCTGGGCGGNTTT 
GCGCCCCAACTGCTGCTGGCCCAAGGGATG7\ATCAGCCAATGCGCGCGCCCATTCATGTG 
GGTAAATCGGGCCTGCGCGCCCGCGACGCCGAGGCGCTTGCCACCTGGTACCAAAGCCAC 
GTCGGCCTGCAAGAAATTGGCCGCGACGGCGCGACGATCCACATGGGTGCGGGCGGCACC 
GTGCTGCTGGAAATCACGCAGTACGACGGTATCGTGCTGGCGCCCATGCGCGTCGCGGGC 
CTTTATCACAACGCGTTCCTGCTGCCCGCGCGCGCGGATCTGGCGCGGTGGGTGCTGGAC 
GCCTCGGCACGGCAACTGCGGATCGACGGCTATGCCGACCACCTTGTCAGCGAGGCGATG 
TACCTGACCGACCCCGAAGGCAACGGCGTCGAAATCTACGCCGACCGCCCCGCCAGCGAC 
TGGGTCTGGCGCAATGGTCAGGTCGAGATGGACAGCCTGCAAATCGACTTCTACAGCATG 
ATCGCCACGCTTGACGGC 



>RXA02834 

GATTCTAAAGGTAGAAGTGTTGACTTTAAAAATACCATTATCATCATGACTAGTAATATT 
GGTTCACAAGTATTACTTGAAAATGTAAAAGATGCTGGTGAAATTAGTGATGATACAGAG 
AAAGCAGTTATGGACAGTCTACATGCATACTTCAAACCTGAAATATTAAATCGTATGGAT 
GACATCGTGTTATTTAAACCATTATCAGTTAATGATATGAGTATGATTGTAGATAAAATT 
TTAACACAATTAAATATGAGATTATTAGATCAACATATCTCAATTGAAGTGACAGAAGAA 
GCGAAAAAATGGCTAGGTGAAGAAGCGTATGAACCACAATTTGGTGCAAGACCATTAAAA 
CGCTTTGTTCAACGACAAATAGAAACTCCAATTGCACGTATGATGATTAAAGAAAGTCTA 
CCTGAAGGTACAATAATTAAAGTAGATTTAAATGACAATAAAGAACTTGATTTTAAGGTT 
GTTAAACCTACGTCT 

>RXA02 8 34 -downstream 
TAATCTAGCAAAATATTAATTTG 



>RXA02 839 

TGTGTGGTGAATGATTATGCTGACCGCAAGTTTGATGGTCATGTTAAGCGCACGGCGAAC 
CGACCACTTCCCAGCGGCGCGGTAACAGAGAAAGAGGCGCGCGCGCTGTTTGTCGTGCTG 
GTACTGATTTCGTTTTTACTGGTGCTGACGCTGAATACGATGACCATTCTGTTGTCGATT 
GCCGCGCTAGCGCTGGCGTGGGTGTACCCGTTTATGAAGCGGTATACCCATCTACCGCAA 
GTGGTGCTGGGCGCGGCGTTTGGCTGGTCGATTCCAATGGCTTTTGCCGCTGTGAGTGAG 
TCGGTGCCATTGAGTTGCTGGTTAATGTTCCTCGCCAATATTCTCTGGGCGGTGGCTTAC 
GACACGCAGTATGCGATGGTTGACCGCGATGATGATGTGAAGATTGGCATTAAATCC 



>RXA02855-upstream 

ACCCCGATCCTTTGTTTTCGTGGGATCACTATTAGACTCGACTCTACCGCGCTGCAGGTT 
TTCCTGATACGCCTGCGGACAAAACAGAAAGGTATTTCAC 

>RXA028 55 

GTGATGGAAATTGGTGTGCAGGTTGCCTCATGGATGGACCGCCACCATGACGAGGTCATA 
AAGTGGCGCAGGCATTTGCACAGCCATCCTGAGCTCTCCCACATGGAATACCGCACGACT 
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GAGTATTTGGCCTCGGTTCTGAAAGATCACGGCATGGAACCACACCTGTTCCCAGGAACC 
GGTTTGATGGTGGATATCGGACCAGAAGGGGACTCCCGCCTGGCGTTTCGCGCTGATATC 
GATGCCCTTCCGCTGCTTGAATCAACCGGCTTAGAGTTCTCTTCCACAGCCACTGGCGTT 
GCGCATGCCTGCGGACATGACGTGCACACGGTGATCGCTTTGGCACTTGCCTGTGCACTG 
AACACCATCGAACTGCCCATCGGCATTCGGGTGATTTTCCAGCCGGCAGAAGAAGTCATG 
ACTGGTGGCGCAACGGACGTCATTGCCCACGGTGGCCTTGATGGTGTGGATGCGATTTAC 
GCCATCCACGTTGAACCCAAATTGAAGGTCGGTCGCGTCGGTGTACGCGCTGGCGCGATT 
ACTTCTGCCTCAGATGTGATCGAAATCAGAGTCAAGGGTGAAGGAGGACATAGCGCACGT 
CCACACCTCTCCGCTGATGTTGTTTACGCCTTGAGCAAATTGGTCGTTGATCTTCCCGGT 
TTGCTGTCCAGGCGCGTCGATCCACGCACCGGCACCGTGCTTGTTTTCGGCACCATCAAC 
GCCGGCTATGCGCCCAACGCGATCCCAGATTCCGGCATCGTGTCAGGCACCTTGCGTACA 
GCCGACATCTCTACCTGGCGTGACATGCGTCCGCTTATCTCTGAGCTGGTGGAACAGGTG 
CTCGCACCCACCGGAGTCACCCATGAACTGATCTACAATCCGGGTGTTCCACCAGTGCTT 
AACGACGATGTCGCCACCGCTTTGTTGGCAAGCGCAGCACGCGACATGGACACACAATCT 
GTTGTCCAAGCGCCGCAGTCATCCGGTGGAGAAGACTTCTCGTGGTACCTTGAACACGTC 
CCAGGATCAATGGCCCGGTTGGGTTGCTGGCCGGGGCACGGACCCAAGCAAGACCTCCAT 
CAAAGTGACCTGGTTGTGGATGAGCGAGCCATCGGAGTTGGCGTCAGGCTCTTTGGCTCC 
CTTGTGCAGCAGTACAGTAGCCGATCTGAAGCTTTCTTAAATTCC 

>RXA02 8 55-downstream 
TAATGGGGGTAGTGTGTAGGGCT 



>RXA02859 

CAGTATACCGTTGATCAGCTGCTGCACGGTCTTCTTTTAGCCAGCGGTAACGATGCGGCG 
TATCTGTTGGCTCAGGAACTTGGTGGGGATCAAGCAACCCTGGAGAAAGTAAACGCGCTG 
GCCAAGGAGTTGGGCACTCAAGACACCTTCGTTGCCACTTATTCCGGTTTGGATGCGCCG 
GGAATGTCGACCTCCGCATACGACATGTCATTGATTTATCAGCATGCGTGGCAGAACCCG 
GTTTTCGAGTCGATTATCTCCACCGATCACATTGATTTCCCTGGTTGGGGCGACAATGAG 
GGTTTCCAAGTCTGGAACGATAACGCCTTGTTCATGAACGATCCTGATGGCATCGGCGGC 
AAGACCGGCTACACCGACGACGCGAACCACACCTTTGTCGGCGGTCTCGATCGGGGTGGT 
CGCCGCCTCGCCGCCGTACTCTTGGATTCCACCGTCAGCGACATTCGTCCGTGGGAACAA 
GCACGATTGCTTATCGACGCCTCCCTCCCCATCACGCCGGGGTCCGGCGTGGGCCAGCTG 
GGCTCCGGCAGCGCGAACGATGTGGCACCGGCGACCCCAGAATTACCAGAACCCACCGAC 
AACCTGACTTCAGGTGAGGGTGGGTCGCAGAACACGCTGCTTAAGCTCGTGGTGCCCATC 
GGAATCATCGTGCTGTTGCTAATCGCCGCACTAGCGTGGACATTCAGATCTCCCAAGAAA 
AAGAAC 

>RXA02 8 5 9-downstream 
TAGGTGTTCTTCTTCACGACCTC 

>RXA02 8 95-upstream 

TAGAAAAATCTACCCAGTAAGCATTCAGGAACCATTCAGAATCTTTTCTTAGCATGTCTC 
TAT C AG C G T AAAC G T C CG AAC AT G AAAG G C T AG AAAAG C C 

>RXA02 8 95 

ATGGCTGAGCAGTTGCGTCAATTTGAAGGCAGGGTCCTCCCTAATCAATCCGAGGACTTG 
GAAGATCAGGGTTTGGGATTTGACCTGGGAACCGTTTTCTCCCGCAGGAAGGTTTTGGGA 
TTCATCGGTGTTGGTGGAGCAGGTGTGGCACTTGCTGCTTGTTCACCTTCTGGTTCTTCC 
GCGGCATCGAGCACCTCAAGCGCGTCCAGCAGCGCAGCTGCAACCACCAGTGCAGCAGCA 
GAGACTTTGACTGAGATGAAGTCGGAGACTGCTGGTCCGTACCCGGGCGATGGTTCGAAT 
GGTCCGGATGTGTTGGAGGTCTCCGGTGTGGAGCGCCAGGACATCACCAAGTCGATTGAT 
TCTGACACCGTGGCAGAGGGCGTACCTCTGACGTTGACTATGACCATTTTGGACATGAAC 
AACAACAATCAGCCAATGGAGGGTGCTGCGGTGTACGTGTGGCACTGTGATGCGCCGGGT 
CGATATTCGATGTACGACTCTGAGCTGGAAGATGAGACCTATTTACGCGGTGTGCAGATT 
ACCGATAAGTATGGCCAGGTCACGTTCGATACCATTTTCCCTGGTTGTTATGCGGGCCGT 
TGGGTGCATATTCATTTCGAGGTGTTCCCGGATCGAGACAGCATCACGGATTCCACGAAC 
AAC ATT 

>RXN0004 5-upstream 

TGCGATGGCAGTTCCTCACCAGAGCCTCAGCGACGAAGAAACTGCTCGCATTCACGCCAT 
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TGTTGATGAATTCCTGTACACCGCTTAAGGCCCACACCTC 
>RXN0004 5 

ATGACTGATCCCACTTGCACCCTTGCCCTTGATATTGGTGCCACAAAGATTGCCTACGCA 
CTAGTCCCCGATAACACCCCGACGACAACATTGTCCACGGGACGCTTGGGAACAAAAGAA 
GGCGACAGCCCTATCGAGCAGATCCGGCTGGTTCTTCTGGCAGGCTTAAAAGCTGCCGAG 
GAACACGGTCTCAGTGTCGCCCGCATCGGCATGGGCGCTCCTGGTGTAATTCTGGGACCA 
GAGGGAACCATCGTGTACAACGGTGAAACCCTCACAGAGTGGGCAGGCACTGACCTGCGA 
GGATTATCCCGAGAAGTCCTCAACGTTCCATTCGCGGCACACAATGATGTCCGCGTATGG 
GCCTACGGTGAGCACCACTTAGGCACCGGCAAAGACCTCACCGGCAGGGTACTCTACGTG 
TCCCTCGGCACTGGAGTCGGCGGAGCAATCATCGAAGACGGAATCATGATGAGTAGCCCC 
ACTGGAACTGCGGGAGAATTCGCAGAAGTTGTGTGCTCTGACCATGCAGGATTAGCCGTT 
CGGTGCGAAAATGTAGCAAGTGGCACCGGCCTAACCAGGTACTACAACGAGGCCGCCGCA 
ACTCAACTTGACCTTCCCGCCATCATGGAGCGCTTCCACCAAGGTGACGGCCTGGCACAG 
CAAATCATTACTGGAAATCTCCGAGGCTTTGGCCAAGCGCTAGGCGCATTAGTCACAGTG 
CTGGACCTTTCCGCAGTAGTAGTTGGAGGCGGAGTCGCAGGCATCGGCGCACCCGTCATG 
GATCCCATCACCGCAGGGATTTTCGATCGAGTGTTAACCCCCAACAAATCCGTACAAGTT 
TTAAGCACGTCCCTTGGTGCCCAAGCAGCCGTCATCGCAGCAGCAAAATATGCCCGCGAT 
AACGCCTTT 

>RXN00 0 4 5-downstream 
TAAGCACCTAAAACGCTGTTCTC 



>RXN0007 3-upstream 

GAATCTAATGGTTGGTCTAGACAGAGCGGTACGTCTAAGTTTGCGGATAGATCAAACCGA 
GTGACATGTACTTCACTAGCTCTTTAAGGATTAACTCCCC 

>RXN00073 

ATGACAACAACCACCGGAAGTGCCCGGCCAGCACGTGCCGCCAGGAAGCCTAAGCCCGAA 
GGCCAATGGAAAATCGACGGCACCGAGCCGCTTAACCATGCCGAGGAAATTAAGCAAGAA 
GAACCCGCTTTTGCTGTCAAGCAGCGGGTCATTGATATTTACTCCAAGCAGGGTTTTTCT 
TCCATTGCACCGGATGACATTGCCCCACGCTTTAAGTGGTTGGGCATTTACACCCAGCGT 
AAGCAGGATCTGGGCGGTGAACTGACCGGTCAGCTTCCTGATGATGAGCTGCAGGATGAG 
TACTTCATGATGCGTGTGCGTTTTGATGGCGGACTGGCTTCCCCTGAGCGCCTGCGTGCC 
GTGGGTGAAATTTCTAGGGATTATGCTCGTTCCACCGCGGACTTCACCGACCGCCAGAAC 
ATTCAGCTGCACTGGATTCGTATTGAAGATGTGCCTGCGATCTGGGAGAAGCTAGAAACC 
GTCGGACTGTCCACCATGCTTGGTTGCGGTGACGTTCCACGTGTTATCTTGGGCTCCCCA 
GTTTCTGGCGTAGCTGCTGAAGAGCTGATCGATGCCACCCCGGCTATCGATGCGATTCGT 
GAGCGCTACCTAGACAAGGAAGAGTTCCACAACCTTCCTCGTAAGTTTAAGACTGCTATC 
ACTGGCAACCAGCGCCAGGATGTTACCCACGAAATCCAGGACGTTTCCTTCGTTCCTTCG 
ATTCACCCAGAATTCGGCCCAGGATTTGAGTGCTTTGTGGGCGGTGGCCTGTCCACCAAC 
CCAATGCTTGCTCAGCCACTTGGTTCTTGGATTCCACTTGATGAGGTTCCAGAAGTGTGG 
GCTGGCGTCGCCGGAATTTTCCGCGACTACGGCTTCCGACGCCTGCGTAACCGTGCTCGC 
CTCAAGTTCTTGGTGGCACAGTGGGGTATTGAGAAGTTCCGTGAAGTTCTTGAGACCGAA 
TACCTCGAGCGCAAGCTGATCGATGGCCCAGTTGTTACCACCAACCCTGGCTACCGTGAC 
CACATTGGCATTCACCCACAAAAGGACGGCAAGTTCTACCTCGGTGTGAAGCCAACCGTT 
GGACACACCACCGGTGAGCAGCTCATTGCCATTGCTGATGTTGCAGAAAAGCACGGCATC 
AC C AG GAT T C G T AC C AC G G C G G AAAAG G AAC TGCTCTTCCTC GAT AT T G AG AG AAAG AAC 
CTTACTACCGTTGCACGCGACCTGGATGAAATCGGACTGTACTCTTCACCTTCCGAGTTC 
CGCCGCGGCATCATTTCCTGCACCGGCTTGGAGTTCTGCAAGCTTGCGCACGCAACCACC 
AAGTCACGAGCAATTGAGCTTGTCGACGAACTGGAAGAGCGCCTCGGCGATTTGGATGTT 
CCCATCAAGATTGCACTGAACGGTTGCCCTAACTCTTGTGCACGCACCCAGGTTTCCGAC 
ATCGGATTCAAGGGACAGACCGTCACTGATGCTGACGGCAACCGCGTTGAAGGTTTCCAG 
GTTCACCTGGGCGGTTCCATGAACTTGGATCCAAACTTCGGACGCAAGCTCAAGGGCCAC 
AAGGTTATTGCCGATGAAGTGGGAGAGTACGTCACTCGCGTTGTTACCCACTTCAAGGAA 
CAGCGCCACGAGGACGAGCACTTCCGCGATTGGGTCCAGCGGGCCGCTGAGGAAGATTTG 
GTG 

>RXN0 007 3-downst ream 
TGAGTCTTCGGAGGAAACCCAAT 
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>RXN00136-upstream 

CAGTGTTGCATCATCTAGAAATCGATTAATTAAACCGGGCACCTGATTAACATTGGGCTG 
CCCGGTTTCTTCCTATTACAAGCGAAAGGCAACGTGCCCC 

>RXN00136 

ATGAGCGCAGTGCAGATTTTCTVACACCGTCCACGTCAATGGATCTTCCCCCTATGATGTC 
CACATTGGTTCCGGCCTCAACGAGCTCATTGTTCAGCGCGCAGCGGAATCAGGCGCGGAG 
CAGGTAGCGATTTTGCACCAGCCCAGCATGGATGACATTGCATCCGAGTTGGATGCAGCA 
CTAGTCGCTGCTGGTTTGAAGGTCCTGCACCTTAATGTTCCCGATGCGGAAAACGGCAAG 
TCCTTGGAAGTAGCGGGGCAGTGCTGGGATGAATTGGGTGGCGCAGCATTCGGCCGCCGC 
GATATCGTCATCGGACTTGGTGGCGGTGCTGCCACAGATCTCGCGGGATTCGTCGCTGCT 
GCATGGATGCGTGGCGTGCGCGTCATTCAGGTTCCAACCACCTTGTTGGCCATGGTGGAC 
GCTGCGGTGGGCGGCAAGACTGGCATCAATACCGCCGCAGGCAAGAACCTTGTGGGCGCG 
TTCCACGAGCCTGACGCAGTATTCATTGACACCGATCGCCTAGCCACCCTGCCTGACGCG 
GAAATCATCGCGGGATCCGCCGAAATCATCAAAACTGGTTTCATCGCCGACCCAGAAATC 
CTGCGCCTTTACGAAACTGATCCCGCAGCCTGCCTGAAGAAAGAAGTCGAAGGCTCCCAC 
CTACCTGAACTGATTTGGCGCTCCGTCACCGTCAAGGGCTCCGTGGTCGGCCAAGACCTC 
AAAGAATCTAGCCTGCGCGAAATCCTCAACTACGGACACACCTT.TGCCCACGCCGTCGAA 
CTCCGCGAAAACTTCCGCTGGCGCCACGGCAATGCCGTTGCAGTGGGCATGATGTTCATC 
GCCAACCTCTCCCACAAGCTCGGGCTTATCGACGCGCCCCTCCTCGAGCGCCACCGCTCA 
ATCCTGGCGGCCATCGGTCTGCCCACTTCCTACGAAGGCGGAGCCTTCGACGAGCTTTAC 
GACGGTATGACCCGCGACAAGAAAAACCGCGACGGCAACATCCGCTTCGTCGCACTGACC 
GCCGTGGGCGAGGTTACCCGCATTGAGGGGCCCTCAAAACAAGATTTACAGAGTGCTTAT 
GAGGCAATCAGCCAC 

>RXN0013 6-downstream 
TAAGTGTTGAGTAATCTACTAGT 

>RXN0017 7 -upstream 

CTATTCCACAGCAGTGGACGCTGAACAACTTCAAACACAGATTAAGCAGCTATCGGATCT 
ACTTCACCTCAACTCAGTTGTCGGAGCATAGGAGCTAAAA 

>RXN0017 7 

ATGTCTTTACAGTTCGATCATGAAACCCTCGGTCAACGAGTTCTGTTCGGTTCAGGTGAG 
GCGGCGCAAAATCTCGCCGCTGAAATTAGCCGACTCGATGCCAAAAACGTCATGGTGGTT 
GCCGGTGATTTCGAGCTTCCCATGGCACGGCAAGTAGCAGCAGATATTGATGTCAAGGTG 
TGGCATTCAAATGTCGTGATGCATGTGCCCATCGAAACAGCAGAAGAAGCACGCAGTGTT 
GCGAAAGAAAACGACATTGATGTTGTGGTGTGTGTGGGCGGTGGATCCACAACAGGTCTA 
GCTAAAGCGATTGCCATGACCACCGCATTGCCGATCATTGCGGTACCCACTACTTATGCA 
GGTTCTGAAGCAACAAATGTGTGGGGATTGACCGAAGCCGCGCGCAAAACAACTGGTGTT 
GATAACAAAGTGCTGCCAGTGACAGTTATCTACGATTCAGCGTTAACCATGTCTTTGCCG 
GTAGAAATGTCGGTTGCTTCTGGTCTCAATGGTTTGGCTCACTGCATTGATTCTTTGTGG 
GGACCGAAGGCGGATCCCATCAATGCGGCTATGGCTGCTGAGGGAATTCGAGCACTTTCT 
GCTGGCCTTCCCAAGATTGTGGCAGATGCTCAGGACGTAGATGGTCGCGATGAAGCGCTC 
TACGGTGCCTACCTGGCTGCGGTGTCTTTTGCCTCTGCTGGCTCTGGTCTCCACCACAAG 
ATCTGCCACGTGTTGGGTGGAACTTTTAACCTTCCACACGCGCAAACCCATGCAACAGTA 
CTGCCTTATGTTCTTGCCTTCAACGCGCCATATGCGCCACAGGCAGAACAACGCGCAGCG 
GCAGCTTTCGGTTCTGCGACAGCACTTGAAGGATTGCAACAGCTGCGTGCCCAAGTGGGA 
GCACCACAGCGACTATCCGATTACGGATTCACCGCAGCAGGAATCCCAGAGGCAGTGGAA 
ATCATCTTGGAGAAAGTACCGGCGAATAATCCACGGACGGTCACAGAAGAAAACCTCACT 
GCGCTGCTTACCACAGCGCTCAACGGCGACGATCCAGCAACTTTGAAT 

>RXN00 17 7 -downstream 
TAAGGAGACCAACATGACTATTT 

>RXN0017 8 -upstream 

GCGAATAATCCACGGACGGTCACAGAAGAAAACCTCACTGCGCTGCTTACCACAGCGCTC 
AACGGCGACGATCCAGCAACTTTGAATTAAGGAGACCAAC 
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>RXN00178 

ATGACTATTTCAGCACAACAGCAAGCAGTGGAAGAAGACCTTGTAGAGCGCGTACTCGCA 
TCTTTTGATTCGTGTGAAAACCCTCGCCTCAAACTAGTGATGAAATCCCTGACTGTGCAT 
CTCCATGATTTCATCCGCGATGTTCGACTCACTGAAGAAGAGTGGAACTACGCCATTGAT 
TTCCTCACCAAGGTTGGGCATATCACCGACGATAAGCGCCAAGAATTCGTGTTGCTCTCT 
GACACCTTGGGTGCATCCATGCAGACCATCGCTGTTAATAACGAAGCATATGAAGACGCT 
ACCGAAGCAACAGTCTTTGGCCCCTTCTTTGTCGATGATGCGCCACTGGTCCAAAACGGA 
GATGACATTGCCTTTGGCGCAGTCGGCCAGCCGGCATGGGTGGAGGGAACGGTCAAAGAC 
ACTGAAGGAAACCCCATTCCCAATGCACGCATTGAAGTATGGGAATGCGATGAAGATGGA 
CTTTATGATGTGCAATACGCCGATGAGCGCAGTGCTGGACGCGCACACCTGTATTCAGAT 
GAAAACGGCGAATACCACTTCTGGGGACTAACTCCCGTGCCATATCCCATCCCACACGAT 
GGTCCAGTAGGACAAATGCTCCAAGCAGTTGGTCGTTCCCCCGTTCGTTGCGCGCACCTA 
CACTTCATGGTGACTGCGCCAGAGAAGCGAACCTTGGTAACCCATATCTTCGTTGAGGGC 
GATCCGCAGCTAGAGATCGGCGATTCCGTGTTTGGCGTGAAGGACTCACTGATTAAGAAA 
TTCGTTGAGCAACCTGCAGGAACCGCAACTCCAGATGGTCGCGATGTGGGTGATCAAACC 
TGGGCACGCACACGTTTTGATATTGTGCTCGCCCCCGGCAATGTC 

>RXN0017 8-downstream 
TAAGTAGAAGCAGCAAAAAACCA 

>RXN00249 

ACCGGCGTCTCCACCTCCCAGGTTGTAGTTTTGCTTGT'CGACGCCCGCCACGGCGTCGTC 
GAGCAGACCCGCCGCCACCTGTCCGTATCGGCTCTGCTGGGCGTACGCACGGTGATCCTC 
GCAGTCAACAAAATTGACCTTGTTGATTACAGCGAAGAAGTCTTCCGCAACATTGAAAAG 
GAATTCGTTGGCCTGGCATCTGCACTTGATGTCACAGACACCCACGTTGTTCCAATCTCT 
GCGCTCAAGGGCGACAACGTTGCAGAACCTTCCACCCACATGGATTGGTACACCGGACCA 
ACCGTGCTGGAAATCCTGGAAAACGTAGAAGTTTCCCACGGCCGTGCACACGACCTGGGC 
TTCCGCTTCCCAATCCAGTACGTCATCCGCGAGCACGCCACCGACTACCGTGGCTACGCC 
GGCACCATCAACGCTGGTTCCGTCTCCGTGGGCGATACCGTGTACCTACCTGAAGGCCGC 
ACCACCCAGGTCACCCACATCGATTCCGCTGACGGATCCCTCCAGACCGCATCAGTTGGA 
GAAGCCGTTGTCCTGCGCCTAGCCCAGGAAATCGACCTCATCCGCGGCGAACTCATCGCT 
GGCGAAGACCGCCCAGAATCCGTTCGCTCCTTCAACGCCACTGTTGTTGGCTTGGCCGAT 
CGCACCATCAAACCAGGTGCAGCAGTCAAGGTTCGCTACGGCACCGAGCTGGTCCGCGGA 
CGCGTCGCAGCCATCGAACGAGTCCTCGACATCGACGGCGTCAACGACAACGAAGCACCA 
GAAACCTACGGCCTCAACGACATCGCACACGTGCGCATCGACGTTGCAGGCGAACTCGAA 
GTTGAAGATTACGCTGCCCGCGGCGCCATCGGATCCTTCCTCCTCATCGACCAATCCTCC 
GGCGATACCCTCGCAGCTGGCTTGGTTGGCCACCGCCTACGCAATAACTGGTCGATC 

>RXN002 4 9-downstream 
TAGACCAGTGTCTTAGGCAAGAC 



>RXN00250-upstream 

AC AAC AC C A G AC C AC C C C AAC C C T G AAT AAAC C C C TAT T T T T C T AAAAAG T C AC AC T T T G 
CCGTATAGAAATTCAGTCAACCAAGAGTACTCTGTCCACC 

>RXN00250 

ATGGTTTTTACTCTTGCGGACTCCGTCTCCCAGGTTGCGCTAGGTCCGTCCTGGCTGGAC 
CCTATGGAACTTCTTTCCGGCTCCGGCCCGTTCGGTAGCTTCATTCTTCCGGCGATGCTT 
GCCATTGTCTTTATCGAATCAGGCCTACTTTTCCCACTTCTACCAGGTGATTCTCTCCTT 
TTCACCGGTGGTCTCCTAGCTAACCAGGCTGACCCTTTTGCACCGCTGTGGCTGGTGCTG 
ATCCTCTGCCCTATCGCCGCAATTCTTGGCGATCAGGTGGGTTACTGGATTGGCCACAAG 
TTCCACCCTCGCCTGGTCAATCGTCCGGATGGCAGGATTTTCAAGCAGGAATACCTCAAG 
CAGACTGAGGATTTCTTTGAGAAGCATGGCCCCGTGACGATCATTTTGTGCCGTTTCGTG 
CCCATCGTCCGTACTTACGCACCTCTGGTCGCAGGTATGGCTGGCATGCGTTACCGCACG 
TTCATTATTTACAACATGATCGGTGGCATTTTGTGGGGTTCCGGCGTGGTGGCTTTGGGT 
GCTGCGTTGGGTCAGTTCGATTTCGTCCGCAACAATATTGATCTGATTTTCTTGCTGATC 
GTGTTCATTTCGGTGGTTCCTGGTTTGGTCGGCATGGCCCGCAAGCTGGCTGACGGCCAC 
AAG C AAG C C AAC AC C GAG C C AC AAG AAAAC C C C G C AG T C C AG AC AG C C C C A G T AAAAAC C 
CAGGAAGCCCAGGAAGCCCCCCAGAAC 
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>RXN002 50 -downstream 
TAATCTTTCCGGTCCGCCAGTTC 

>RXN002 99-upstream 

TGCCATCGGTTTGGCTATTGATTGGAACAAGAAAGGTGCCCAGTCTGTTGCAAAGAAGGA 
ATCCATTTCCGTCTAATCGCTAATTGCGAGGAGTCTTTGC 

>RXN00299 

ATGTCTATCCCACTTTCACTGATTGATTTTGCCACCATTTTTGAGGGCGAAAGGCCTGGT 
GACAGCTTCAAACGATCAGTGGCATTGGCGCAAAAAGCTGAAGGTTTAGGCTTCAAGCGC 
ATTTGGTACGCAGAGCATCACAACATGGAGAGCATTTCTTCAGCTGCTCCTGCAGTGCTT 
ATTTCTCACATCGGTGCGAACACCAAGACTATTCGTCTGGGTGCCGGCGGCGTCATGCTG 
CCCAACCACTCCCCATATGTCATCGCTGAGCAGTTCGGCACCTTGGCGGAGTTGTACCCA 
GACCGCATCGACCTCGGCCTGGGCCGTGCCCCTGGCACGGACATGAATACCTTGCGCGCT 
TTACGACGCGACCCTCAGTCCGCCGAGAACTTCCCGTCCGACGTTGTCGAGCTGAACTCT 
TACCTCACCGGCCGTTCCCGTCTCCCAGGGGTTAACGCAATTCCAGGCAAGGGCACCAAC 
GTACCGCTGTACATCTTGGGTTCATCCCTCTTTGGTGCACAATTGGCAGCACAGTTGGGT 
ATGCCTTATTCCTTCGCATCCCACTTCGCACCAACTCACCTTGAGCACGCGGTGCAAACC 
TACCGGGATAACTACCAGCCTTCAGAGCAGCATCCTGAGCCTTATGTCATTGCGGCCGTC 
AATGTCACCGCATCTGATTCCACTGAACAAGCCCACGATGATTTCTACAAGGTAGCGCGT 
GCACGCGTGAAGAACATGGCATTGCGTGGCCGACAAGTTACTGATGAGCAACTTGATGAA 
CTCATGGATTCACCAGCTGCTCGCCAAATTGTCGACATGCTTCACTACACCGCTATAGGC 
ACTGGATCCGAAGTTAAAGAATACCTAGACGGTTTTGTAAAGACGGCACAGGCTGATGAA 
CTGATGATCTCCCTGCAATCCCCCAACACTGAAGCAACCACGCGCAATATGGAAATTCTT 
GCGGATGCGTGGATTAAT 

>RXN002 99-downstream 
TAGTACCGATGGGCCGGTAGACA 

>RXN0034 3-upstream 

TTCGGTAGAATGGGTAGGTTGTCGTGCTTGAGGTGTGGTGGATAACCACCTCTACAACAC 
C AC C C AAG C T C T G T T AG AAAAAAT T G AG G AAG C AG T C T AA 

>RXN00343 

ATGAAACACCAATATGATGTCATCGTTGTCGGTTCCGGCGCTGGCGGATTATCAGCTGCA 
GTCAGTGCAGCTTACGGCGGTAAGAAAGTCGCTGTAATTGAAAAGGCCTCAGTACTCGGT 
GGAGCCACCACCTGGTCCGGCGGTTGGGCTTGGACTCCTGGAACCAGCCTTGCGCGCAAA 
GACGGAGTAGTGGAATCCAAAGAAGAATTCCAAACCTACCTGCAAGCGGTAGTGGGGGAG 
TACTACCAAGAAGACAACATCTCCGCCTTCTTGGACGCAGCCCCTGAAATGGTCGATTTC 
TTTGAAAAAAACACCGACCTGCAGTGGACCCCCGGCGCGAAAATCAACGACATCTACGGC 
AACCTCCCCGGTGCTGGCACTGGACACCGCTCCGTTGGGCCAAAACCATTCAACGGACGC 
AAAGTACCCAAGAGTGTTCTTCCAAAACTGCGCCACCAGCTGTATGAAACCTCCTTCCTG 
GGAATGGGCATCATGGCTGGGCCTGACCTGACGAAATTCCTCTCTGCTTCACAGTTCGAT 
CCACGTGGTTGGGTACATGCCGCCAGGCGCGTCATCGTGCACATGTGGGACATGGTCGTG 
CACAAACGCAATATGCAGATGGTCAACGGTGCAGCACTCACCGCTCGACTGGCTACCTCT 
GCAGACAAGCTGGGCGTTGATCTCCTGGTCAATCACTCCGCAGTGTCGTTGAATTACAAA 
AACGACCGCGTTACCGGCGTGAAAGTACAAACCCCACAGGGCTTGGTAGATTTCGAAGCC 
ACTGCCGGCGTCGTGCTCGCCACTGGTGGATTCCCCAACAACGTTGACCTGCGCAAGGAA 
CTCTTCCCACGCACCCCATCAGGTCAAGAACACTGGACCCTCGCGCCAGCAGAAACCACC 
GGCGACGGACTATCCATGGCTCGGGAAATCGGTGCAGGTTTTGTCAACGACCTGAAATCC 
CCAGCAGCATGGTGCCCTGTTTCATTGGTCCCATACTTCAACGGAAAAGTCGGCACCTTC 
CCCCACATCATGGACCGCGCAAAACCAGGCTCCATCGGTGTTGTCTCCACAGGTAAGCGA 
TTCGTCAATGAAGCCAACGGCTACTACGACTAC 



>RXN00393-upstream 

TCTATTCATTTCACAATAGCGTTTCACACTCCCCCATAGCCTGCCGAACGTATTTCAAGC 
AAT T G C GC G AT C GAG TAT G T GAT G G G G AAA GAT AG AG G T T 

>RXN00393 

ATGTCTCACACGGAACCCCAGCCGAATTCTGTAACTTTGTCCGATTGGATTCAAGGCGCA 



Appendix A, page 108 



Attorney Do^fet No.: BGI-132CP 



CGCCCGCGTACCTGGGCAAATGCGTTCGCGCCTGTCATTGCCGGTTCAGGTGTCGCCGCT 
TTTCATGATGGTTTTGTGTGGTGGAAGGCCTTGCTGGCGCTTGTCGTGGCGTGGGCTTTG 
ATCATCGGTGTGAATTACGCCAATGATTACTCTGATGGCATTCGTGGCACCGATGAAGAC 
CGCACCGGTCCTCTGCGACTCACTGGTTCTGGGTTGGCTGAGCCGAAGAAAGTGAAAGCT 
GCGGCGTTTATTTCTTTCGGTATCGCAGGTGTCGCCGGCACCGCGCTGAGCCTGTTGAGC 
GCGTGGTGGCTGATCCTCATCGGCATCCTGTGTGTGCTGGGCGCGTGGTTCTACACCGGC 
GGTAAAAATCCTTATGGTTACCGCGGGCTCGGCGAGATTGCTGTGTTCATCTTCTTCGGC 
CTCGTCGCGGTCATGGGAACGCAGTTCACCCAAACCGGTTCCGTCAGCTGGGCCGGTTTG 
GCCGCCGCAGTTGGCGTGGGGTCGATGTCTGCTGGCGTGAACTTGGCCAACAATATTCGC 
GATATTCCAACCGATAGCAAGACCGGAAAAATTACCCTCGCGGTCCGCCTGGGCGATGCG 
GGTGCTCGTAAGCTGTTCCTCGCGCTGATTTCCACGCCGTTCATCATGTCCATCTGCCTG 
GCGTTTGTCGCCTGGCCAGCGCTGATCGCGATCATCGTTTTCCCGCTGGCACTGAAAGCC 
GCAGGGCCGATCCGCAACAACGCCACCGGCAAGGATCTCATCCCCGTCATCGGCTCAACA 
GGGCGCGCCATGGCGTTGTGGGCCGTGCTCACGGGCCTGGCATTAGCGTTTAGC 



>RXN00393-clownstream 
TAAAACGCTTTTCGACGCTCCCC 



>RXN00 3 97 -upstream 

TTTTTCGAGGTTGGGGTGGCTTTTCGGGTGGCGTGTATGTATTAAACCAAGGAGCTTGTT 
TGAGGGGGAGCGCTTGGTTTGATTCGACAGTTTTCGGGCA • 



>RXN00397 

TTGAGCCTGACGGAAGGGGAGATCATTCCCATCCAAACAAAGCTCGGCCACTGGCGTGAC 
GTGCGGGATTCCGAAGATCTGCCATTCCAAGTAATCGCATCGCGCACCAACGTGACCATT 
ATGGAAAACACCCTGGAATGGACCAACAGCCGCCTTGAGCGTGGCGAAGAGTTCACCGAG 
CTCGACATTTATGCTCACTACTTGGAAGAGTTGGAAGATTACGCCCTCCAATTCACCTTC 
GATGTCGAGCCCTACTTCACCAACCTGCACTCCTCCAACAGAATGCTCTTCCCTGGACCT 
CCTGTGGATTTCCCGATCAACGCAGAAACCCGATGCATTCAGCTCGACGCCGGTGTTGCA 
GTAAAGAAGGACGGCGTGGTGCTGGGTACCTCAGATATGGCGAGGTCCCTGCCTCGAACC 
GCCGCTGGCCAAGAAGCCTATGAGTACTTCTTCAAGGTGGTTCGTGAAGGCATCATCGGG 
CAGCTGCGCCCGGGCGTGATCTGCGCTGACGTGCACGAAGCAACCCTTGATTACCTAAGC 
CCGCAGCTACCTCGCATGATTGACATCGGAATGCTGGGTGCCGACACCGATTTCAACACC 
ATCTACCGCAAGCGCAATGTTGGCCACCTCATGGGCAAGCAGGAATCCTTTGCCAATGAG 
CTTCGCCCTGGATACAAGCACATTCTTCACCACGGCTCCTATGGTGCCGCGGAGATCCCT 
TGGCGCTACAACGGTGTAGCCATTGGTACCGAGGATCTGTGGTACATCGGCGCAGACAAG 
ACCTACATTTTGAGCCAGCGC 



>RXN00 3 97 -downstream 

T AAG G AG AAC C C AG T G AC AG AAA 



>RXN0 03 98 -upstream 

TGAGTTCGCCACCATCAGCACCGGCACCCACCAGCGCGGTGTGGTTAACCGTGAGAAGTT 
TGTCTCCCGTCTGCCTGAAGCACCTAAGGAAAACTAAATC 

>RXN00398 

ATGGCCAAGTTGTTTGATTCCCATTTCCATATCATCGATCCCCAGCACCCACTGATCGAA 
AACAACGGCTACCTCCCCGAGCCTTTCACCGTGGAGGATTACACTGCGCGTGTTGAAGGC 
CTCGAAGTTGCTGCCGGAGCGATTGTTTCCGGTTCTTTCCAGGCTTTCGACCAGGGCTAC 
CTCAAAGATGCTCTCGCAGTGCTTGGCCCAGGCTATGTCGGTGTCACTCAGATCCCCGCA 
GATACCTCTGATCAGGAGATTCTTGATCTGGACAAAGCTGGCGTGAAGGCTGTGCGTTTA 
AACTTGAAGCGCGGTGGTTCGGCAGGTCTTGACGATCTCGAGACCTTGGCACGCCGAGTC 
CACGACCTAGCCGGTTGGCACACCGAACTCTATGTGGATGCTCGCGAACTAGACGAGTTG 
GAATCAACCTTGGCCTCCCTCCCTGCTGTCAGCATTGATCACTTAGGGCTCCACCGCGAT 
GGACTTCCCGCACTTCTTCGCTTGGTAGAAAATGGCATTAAAGTCAAAGCAACCGGATTC 
GGACGGGTAGAACTAGATCCAACTGAAGTCATCCAGGCAATCATGGCTGTCGATCCCACT 
GCTTTGATGATCGGAACTGATCTTCCATCCACCCGCACTAAGCGACCTTTCGAAGACGCT 
GACCTAGATTTGATCGCTGAAACGGTTGGCGAAGATCATGTCGACAACGTCTTCTGGAAC 
AACGCTGCAGCGTTCTACCTCGGAGACCAG 



Appendix A, page 1 09 



Attorney Dgdttkt No.: BGI-132CP 



>RXN00398-downstream 
TAGTTTTAAGACCCGAAATGTCT 



>RXN004 34 -upstream 

CCACGCGCCAAACCATGCAAGCCATCGTCCAAACTGAGGAGAAGGTCACTGCTTCTCTGG 
AATTACAGGAAGTCCCCGTCCCGACCCTGAAGCCAGGTAG 

>RXN00434 

GTGCTGGTGAAGGTGAAGCCTGCGGGCGTTAACCGTGCGGATCTTTTGCAGACGCAGGGA 
AATTATCCTGTGCCGGCGGGGGCTTCGGAGATTCTCGGGCTGGAATGTGCGGGTGTGATC 
GTGAATGCCGGCGACACTGGGCAAACAGTGGGTCAGGAAGTCGCTTGCCTTCTCACTGGC 
GGTGGATATGCGCAATATGTGGCGGTTCCGGAAGGTCAGTTGATGCCAATTCCAGAGGGT 
TACAGCTTTGTGGAAGCGGCCTCGATCGTGGAGGTTGCGTGCACGGTGTGGTCGAATATC 
GGCATGCTGGCGGGCTTGCAGAAGGAGGATACTTTCCTTATTCATGGTGGCGCGGGCGGT 
ATCGGAACGTTTGCCATTCAGATGGGCAAGGCTCTGGGTGTGACGGTTGCGGTGACTGCC 
GGTTCAACTGAAAAGTTAAAAACCTGTAAGAACTTAGGGGCCGATATCCTCATCAATTAC 
AAGGAGGAAGATTTCGCCGAGGTTTTGAAGAACAAGGCGGATGTCATTCTCGATATTATT 
GGTGCGAAGTATTTGTCACAGAATGTGAAGGCGATGGCCAAGGACGCGCACATGGTAGTC 
ATCGGGATGCAGGGTGGCGTGAAAGGGGAGCTGAATTTGGGTCATCTTTTGGCCAAGCGA 
GGCACGATTTCTGCCACTGCGCTGCGTGGTCGCGATGAGGCGGATAAGGCTCGGATTGTC 
AGCAGCACTGTCGAAAATATTTGGCCGCTGCTGCAATCGAAGGAAATTACCCCTCACATC 
GACCACACCTTGCCGCTAGCCGAAGCAGCCGCCGCCTTGCAGAAAATTCAAGACGGCACC 
ATCACCGGCAAGCTCGTGCTTGCGGTT 

>RXN00 4 34 -downstream 
TAGGCAAGCGATGCCAGCACCCT 



>RXN004 7 0-upstream 

TCATAACCAGGTTGGGCAAAAGGGATGAATCCCTGGTTGTGGTGGGGCTCCTGAAAAGTA 
CTCATAGACTCTATTGTGGAGTGTTGAGGCTGATAAGTGA 

>RXN00470 

ATGGGGGAAAGCCCTGAAAAGGTGGCGTTCAGGGTCTTCCCTGATGGTTTGGTGTCGCAG 
GGGCATGACATGATCGAAGATATGAGTAACACACCTGCGCCTTATACCCCGCAGCCTGCG 
GGGCAAGCGGTGCCTTTATATCCCACGTTTACCCGGTCAAGAGATGGTCGGGTTGTTGCG 
GGTGTCGCATCGGGGCTGGCAAAGCATCTTAATGTGTCGGTGTTTTGGGTTCGTGCGCTG 
CTGATTTTTGCGGCGTTGCTGAGCGGTGCGGGTCTTTTTGCGTATGCCTTGATTTGGATT 
TTTACGCGCATTGAGAAAAAGGGGAGTGGGGAGGCGTCGACAAGCAAGCGCTGGGTGTCG 
TGGTGCCTGGTGCTGCTCGCTATCGGTGGTGCTGCGGCGTCGGTGATGCTGAGCACCGGC 
TTCGCGGTGGGCACGTTGGTGCCCATCGGCGTGGTCGGTGT.GGGCCT.GTTGATGGTGTGG 
CTGGCGTATGACCGCGGGGTGGAATCCGGCCCGAATCTGCTGATTATTGCCACCGGCGGT 
GTGTTGATGCTGGTGGCGATCGTGCTGATCGTGATGAATTGGAACACCCAGGACGGCTTC 
GTCATGGCGCTGGTGGCCGTGGTGCTCACGCTGGTGGGTGTGGCTGCGCTGGGCGTTCCG 
CTGTGGGTGCGGATGTGGGATCAGCTGGGCGAGGAGCGCGCGGAAAAAGCCGCAGCTGCT 
GAGCGCGCAGATATTGCTTCCCGCCTGCATGATTCGGTACTGCAGACCTTGGCGCTGATT 
CAAAAGCGTGCCGACGACCCCGCCGAAGTCGCCCGCCTGGCCCGCGGGCAGGAACGCGAG 
CTGCGTCAATGGCTGTTTGATTCCCAAGATAAAACACCTCAAACAACCGGCACTGTCTTT 
ACTGCGTTGGAGCGCGCCTGCGGTGAAGTCGAGGATATTTACGCTCTGCGTATCGTGCCT 
GTGACCGTGGGAACCGATGAAGCGCTGACTGAGAAAACGCAGGCAGCGGTGATGGCAGTC 
CGCGAAGCACTCGTGAACGTGGCCAAGCATGCCGGCGTGGAAACCGCCGATGTGTACGCC 
GAAATTATGCTCGGCGAACTGAACATTTTCGTCCGCGACCGCGGTGCAGGATTCGACCCC 
GACAACATCCCCGACGGGCACCACGGGCTCGCCGAATCCGTCCAAGGCCGCGTCGAACGA 
GCCGGCGGAAAAGTACGCATCAAATCTGAAATCGGCGAAGGCACCGAAGTGGCAATCACC 
ATGGATGTG 

>RXN004 7 0-downstream 
TAGTTGGTCGTACGCGCGTGTCT 
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>RXN004 99-upstream 

TGCCAACAGGGGATATGCCACTGTGTACCCCACGGCGATGATCGGTAAAATCCTCGGCGC 
GCAGATATTGTTCTTGCTGCTCTAAGGTGATTTTTGGGCA 

>RXN00499 

GTGGTGGGGGTGGTGTCCACCCCTGCGCGTAACCTGGGAAGCATGACTAAAACACTTGGT 
TCCCTTCAGCTGGAAGAAATCACGCTGACCCTCCCTCTGACTGAAGATGTGGCCGATGAA 
CGCACCATTGATGTGTTCGCACGCATTGCCACACGCGTCGGTGGGGAAGACCTTCCATAT 
TTAGTATTCCTGCAGGGTGGGCCTGGCAATGAAGCTCCACGTCCAAGCCTTAATCCCCTC 
AACCCCAATTGGTTGGGCGTGGCCTTGGAGGAATACCGCGTGGTCATGTTGGATCAACGT 
GGCACCGGCCGTTCCACCCCAGTGGGTAATGATATTTTGGAAAAACCCACAGCAGAAGTA 
GTGGAGTACTTATCCCACCTGCGCGCAGATGGCATTGTGCGAGATGCTGAAGCCCTGCGT 
AAGCATTTGGGTGTGAATCAGTGGAACCTTTTAGGCCAGTCCTTCGGAGGTTTCACCACC 
CTGCATTACTTGTCCCGGCACGCCGATTCCTTGGACAACGTGTTTATTACCGGCGGTCTC 
AGCGCTATTGATCGCCCAGCAGAAGACGTGTATGCCAACTGTTACAACCGCATGCGCCGA 
AACTCTGAGGAATTCTACCGTCGCTTCCCGCAATTACGGGAAACTTTCCGAGGGTTGGTT 
AATCGTGCTCGCGCCGGGGAGATTGTGCTTCCCACCGGCGAAGTTGTGTCAGAAACCAGG 
CTGCGATCCCTTGGTCACTTGTTGGGTAGCAATGACGGCTGGTTTGATCTGTACAACCTG 
CTGGAATTAGATCCCACCTCCAACGCTTTTGTCCATGACCTGGCAGGACTTTTGCCTTTC 
GGCAACCGCAACCCAATTTATTACGTGCTCCATGAGTCCTCTTACGCCGACGGTGTGGTG 
ACAAATTGGGCAGCAGAGCGTGTGCTTCCAGAGGATTTCCGCGAGGATCCAACACTGCTC 
ACCGGTGAGCACGTGTTCCAGGAGTGGACAGACACCGTGCCGTCGCTCAAGCCGTGGAAG 
GACGTTGCCCTGGCATTGGCTCAGCAGGAATGGCCCAAGCTTTATGATGCGAAGGCATTG 
GAAAACTCACAGGCCAAGGGCGCTGCAGCAGTGTATGCCAATGACGTTTTCGTCCCAGTG 
GATTACTCTCTGGAAACCGCACAACACCTGCCCGGTGTGCAGCTGTTTATCACCAGCCAG 
CATGAACACAATGGACTTCGTGCCAGCTCAGGCGCAGTACTGAAGCACCTTTTCGATCTG 
GCCCACGGCCGAGAGGTACGC 

>RXN004 99-clownstream 
TGATTCCTCGTGTTAGTACTAGC 



>RXN00513-upstream 

CACAGCGTACGCACGAGCTTGAGGATCTTTCAGAACTCAACATTGAATTGGATGCCGATA 
TTTTGGCCAAGGCTCCTGTGATTCCGGAAGGACTGTTCTG 

>RXN00513 

ATGGCGGGTTTGTTTTCCTCTGCTGTTGCACCAACGGAGCGTCGAAAAGCATTACGCGCG 
GCACTGGCTGCGCCTGAAATTGCCCGCATGCCTGGTGCATTCTCCCCGCTGGCGGCGCGC 
GCAATCCAGGAAGCCGGATTTGAAGGCGTGTACGTCTCGGGCGCCGTCGTGGCGGCTGAC 
CTTGCATTGCCGGATATCGGCTTGACCACATTGACCGAAGTGGCGCACCGCTCCCGGCAG 
ATCGCACGCGTGACAGACTTGCCCGTGCTGGTCGACGCCGACACCGGCTTCGGCGAACCC 
ATGTCCGCAGCGCGCACCGTCTCCGAACTCGAAGATGCAGGTGTCGCGGGCTGCCACCTG 
GAAGATCAAGTCAACCCCAAACGCTGTGGGCACCTGGACGGAAAAGAAGTAGTGGGCACG 
GACATCATGGTTCGTCGCATCGCCGCAGCTGTCAACGAGCGTCGCGATGAGCAATTCGTC 
ATCTGCGCTCGCACCGACGCCGCGGGAGTGGAAGGCATCGACTCCGCGATCGAGCGCGCC 
AAAGCTTACGCGGATGCCGGCGCCGACATGATCTTCACCGAAGCGCTGTACAGCCCTGCA 
GATTTTGAAAAATTCCGCGCGGCCGTCGACATTCCGCTGCTGGCCAACATGACGGAATTT 
GGCAAAACCGAACTTCTGCCCGCGCAGCTTCTGGAAGACATCGGATACAACGCAGTGATC 
TACCCAGTGACCCTGCTGCGCATTGCGATGGGACAGGTCGAACAAGCTCTCGGCGACATT 
GCAAACACCGGAATCCAAACCGACTGGGTCGACCGGATGCAACACCGATCCAGGCTGTAT 
GAGCTGCTGCGCTACAACGAGTACAACGCTTTCGACCAGCAAGTATTCACCTATTCCGCT 
G AC AG C T AC AAG CCCATCTTC 

>RXN00513-downstream 
TAACCCGCCTATATATAAGGAGT 



>RXN00531-upstream 

GCCTGCGGGAATCGGCACTTTCAGGATAGGACAACCTAATATAAATAAGCTTAGGCTAAG 
GGCCGGTGACAATTTATCAAGCAGTGCTATAATAGGGGTC 
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>RXN00531 

ATGGCAAACTACACAGTCCCTGGAATCAACGAGAATGACGCAAAGCAGCTTATTGATGGA 
CTGCAGGAGCGTCTCACCGACTACAACGATCTTCACCTCATCTTGAAGCACGTGCACTGG 
AACGTCACTGGCCCCAACTTCATTGCTGTTCACGAAATGCTCGACCCACAGGTTGACCTT 
GTTCGTGGCTATGCTGACGAAGTTGCAGAGCGCATTTTCACCCTCGGAGGCGCACCAGTT 
GGAACCCCAGAAGGCCACGTTGCTGACCGCACCCCACTGCAATATGAGCGCAATGCCGGA 
AATGTCCAAGCACACCTCACTGACCTCAATCGCGTGTACACCCAAGTGCTGACCGGAGTT 
CGCGAGTCCATGGCATCAGCCGGCCCAGTGGATCCAGTAACTGAAGACATCTACATCAGC 
CAGGCCGCGGAGCTGGAGAAATTCCAGTGGTTCATCCGCGCACACATTGTTGATGTAGAC 
GGAAACATCCAAGAG 

>RXN0 05 31 -downstream 
TAAAACGTCGAAAAGCGTTAAGG 



>RXN005 4 9-upstream 

AAAGAGCAGCGGCAAAAGGCGCTTAAAGAGCGACTCTAAGGGCTACGCTGTAAGAAACAC 
CATCATTGGTGCCATTGTTGCTGTCATTTTGATTCCAGTA 

>RXN00549 

ATGGTCTTCATGGGTGCTTACATCATGGTTGATGTTCCAGAACCGGAAGAGTTGGTTTCA 
CCCCAGGTTTCGCAGATTTACGCATCTGACGGTGAGACTGAATTGGCACGCATCGTTCCT 
CCAGAAGGCAACCGCCAGATGGTGACGATCGATCAGGTGCCTGACACTGTGAAAAATGCG 
GTGGTGGCTGCGGAAGACCGAGAGTTTTACACAAACCCCGGTTTTTCCATTACTGGCTAT 
GCCCGAGCAGCACTTGGCGTAATCACTGGTGATTCTTCAGCGGGTGGTGGTTCCACCATT 
ACTCAGCAGTATGTGAAGAAGGCTGTGGTTGGTGATGAGCGTTCGCTGATCCGTAAGGCT 
AAGGAATTGGTCTATTCCGCGAAGATGGCCAATGAGTGGTCTAAGGACGAGGTCCTTGAG 
GCTTATCTCAACACTGTGTACTTCGGTCGAAATGCCTATGGTGTGCAGGCTGCAGCTCAT 
GCATTCTTTGATAAGCCAGTAGAAGAGCTCACGGCTGCTGAGGGCGCAGTGCTGGCGGCC 
AGTATTCAGCTGCCAAGCCAGTTGGATCCTTGGACAAATCCAGTTGAGGCGGAAACGCGT 
TGGAACTATGTCATGGACGGCCTGGTGGAAATTGGCGCTATCTCGGCAGAGGAGCGCGCA 
GTTGCTACCTACCCTGAAACCACTGACCCTGCGTCCAACAGTGCGTACACCGAAGCCACC 
GGCACTAATGGTTTGATTAAGAACCAAGTGATGGCGGAGTTGTCTGAGCTTGGTATCACT 
GAGGATGATGTGCAAACCTGTGGTTTGCAGGTCACCACCACCATTGATCCAAAGACTCAG 
GAAGGTGCCGTTGAAGCGGTACAAAACCAGTTGGATCTTCTGTCTGAGAACAACCGTGCA 
GCGGTAGTCTCCATTGATCCTTCTAATGGTGCGGTTCGTGCTTATTACGGCGGCGAGAAT 
GCGACTGGTTGGGACTTTGCAAACGCTCCGCTTCAGACCGGTTCTACATTCAAGATCTTT 
GGTCTGGCAGCAGCACTTCAGCAAGGTATTCCACTGTCTCAGCCATACAGCTCTGCGCCG 
GTGACTGTGGGTGATGCTCAAATCGGAAACGTCGGTGGCAGCGGTTGTGGTTCCTGTTCC 
ATCGAGCAGGCGTTGTTGCATTCTTACAACACCAGCTTCATTCGTTTGCAGCAGGATCTG 
GAAAATGGTTCACAGGATACTGCGGACATGGCGCATGCTTTGGGTATGGCGAAGTCTTTG 
C C AAC TAT C C C T GAG AC AC T G AC T G AAAAC G GAG AG AC C C C T TAT GAG G G C A T CAT C T T G 
GGTCAGTATGAGTCCCGCCCACTTGATATGGCTT.CTGCGATGGCAACTATCGCTAATGAA 
GGTGTCTGGCACCGCCCGCACTTCGTGTCCAAGGTGGAGACTGTCAGCGGTGAGGTTCTC 
TACGAGTTCGAGGATGGCGACGGCGAGCGTCGTGTTTCTGAAAAGGTTGCACTGAATCTG 
CTCAAGGCCATGGGGCCAATCGCTGCATACTCCAACGGAAACGCTCTGGCTGATGGCCAG 
GTTTCTGCATCCAAGACTGGTACCACTCAGCTTGGTGATACCGGTGCAAACAAGGATGCG 
TGGATGTTGGGTGCGGCACCTCAGCTAGCTACTGCGGTGTGGGTCGGAACTGCT 

>RXN0054 9-downstream 
TGATAACACTGCATTGTATAACA 



>RXN00550-upstream 

AAGGATGCGTGGATGTTGGGTGCGGCACCTCAGCTAGCTACTGCGGTGTGGGTCGGAACT 
GCTTGATAACACTGCATTGTATAACACCTGGGGTGGCAGT 

>RXN00550 

ATGTATGGTTCTAACTCCCCTGCCACGATCTGGAAGCAGACCATGGATAACGCCCTCGAG 
AACTCCCCTCTCGAAACTTGGGATATCGCTCCAGCATTGGGGTACGGTAACCCACCAGTT 
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CCGGAATATGTGTGGACTCCAAGTCCAAACATCGCGACTAATGATCCAGAAGGAGCAACC 
GAGGAAGCTCCAGTGGAGGATCCAAATGCAGTAATCGATACCCCTGCTGTAGATCCCACT 
GCACCTGCAGAGGAGACCGGTAACGGTCAGGTAGAAATCCTGCCGGGGCTGACTATCCCG 
GGAGATCTCTTAGGGATCGGC 

>RXN00550-downstream 
TAAAATCCGGTCGTAGCCTAAAC 



>RXN0 0 621 -upstream 

AAATGAATCCGGGTTTTTCAGTTTCGGGGTGCAAATCAGAATGTCGCCAATGGCGAACAC 
ACGAGCGTGCAGAAGATGTGCGTGACTAAGATCGGGGGCT 

>RXN00 621 

ATGTCTGAACGCCTAAACGCTCCGCAAGCACCAATCCATCCCATCACCCGAACCCACCAC 
GGTATTGATTTCGTAGACAACTATGAATGGCTGAGGGATAAAGAATCCCAAGAAACCTTG 
GACTACCTGGAGGCGGAGAATGCGTTCACCAAGCAGGAGACTGAACAGCTAGCCACACTG 
CGGGACAACATCTATGAAGAGATTAAGTCACGCGTTAAAGAAACCGACATGTCCATCCCA 
GTGCGTGCCGGAAAGCACTGGTATTACTCTCGCACTGAAGAAGGCAAGAGCTACGGCTAT 
TCCTGCCGCATTCCAGTGACTGAAGGGTCGGATGCATGGACCCCTCCTGTTATCCCTGAG 
GGTGAGCCAGCGCAGGGTGAAACCATCATCATGGATGCCAACGAGTTGGCAGAAGGCCAC 
GAATTCTTCTCCATGGGTGCATCATCTGTCACCACCTCTGGCCGCTACCTTGCGTATTCC 
ACCGATGTCACGGGCGAAGAGCGCTTTACGTTGCGCATCAAGGATCTAGAAACTGGCGAG 
CTGCTTCCTGATACCCTGACTGGCATTTTCTACGGTGCTACTTGGGTGGGGGAGGAGTAC 
CTCTTTTACCAGCGCGTTGATGATGCGTGGCGTCCAGATACTGTGTGGCGCCACAAGGTG 
GGTACCCCGGTTGAAGAAGACGTGTTGGTGTACCACGAGCCTGATGAACGTTATTCCACC 
TGGGTGGGCACCACTCGTTCAGAAAAAGTTCATCCTTTTTGGTTGCGCCTCCAAGATCAC 
CTC 

>RXN00621-downstream 
TGAAGTACGCGTGCTTCCTTTCG 

>RXN0 0 622-upstream 

TTTTACCAGCGCGTTGATGATGCGTGGCGTCCAGATACTGTGTGGCGCCACAAGGTGGGT 
ACCCCGGTTGAAGAAGACGTGTTGGTGTACCACGAGCCTG 

>RXN00622 

ATGAACGTTATTCCACCTGGGTGGGCACCACTCGTTCAGAAAAAGTTCATCCTTTTTGGT 
TGCGCCTCCAAGATCACCTCTGAAGTACGCGTGCTTCCTTTCGACCAGCCAGAGGGCACC 
CCTGAGGTGCTGATTCCGCGCGCGGAGGGTGTGGAATACGACGTCGATCATGCAGTCGTA 
GACGGCTCCGATATTTGGTTGGTCACACACAACGCCGAGGGCCCGAACTTTTCGGTGGGG 
TGGGCTGGCGTCGACAAGCTCAATTCTTTGGACGCGCTGGCGCCACTCGTCGCGCACAAG 
GATGACGTGCGCATTGAGGGTGTCGATACCTACCGCGATTTCATCATCCTGGGCTACAGG 
TCCGGCGCGATCGGCCAGGTCGCGATCATGAAGCTTATCGACGGAACCTTCGGCGATTTC 
CAACAGCTGGAATTTGACGAGGAAATCTACACCGTCGCATCGGGCGGAAACCCAGAATGG 
GACGCCCCCGTCATTCGCCTTTCTTACGGATCATTCACCACCCCGGCGCAGCTGTTTAAC 
TACTGGATTGAATCCGGCGAACGCACGCTGCTGAAGCAGCAGGAAGTGCTCGGCGGATAC 
AAGCCGTCAGACTATGTGGCCTCCCGATTGTGGGTCACTGCGAAAGATGGCGCGCAGATT 
CCAGTGTCCTTGGTGCACCGCACCGACCTGGATGTATCCAAGCCCAACCCCACGTTGCTC 
TACGGCTATGGTTCCTACGAATCATCCATTGATCCAGGCTTCTCTATCGCGCGTTTGTCA 
CTGATGGATCGTGGCATGATTTTTGCGATTGCCCACGTTCGTGGCGGTGGCGAAATGGGT 
CGTGGCTGGTACGACAACGGCAAAACCACCACGAAGAAAAACACCTTCACCGACTTCATT 
GATGTTGCCGACGCCCTCATCGAGCAGAAGATTTCTGCCCCTGAAATGCTGGTTGCAGAA 
GGCGGCTCAGCTGGTGGCATGCTCATGGGCGCCATTGCCAACATGGCCGGTGACCGCTTC 
AAGGCGATCGAAGCCAACGTGCCATTCGTCGATCCGCTGACCTCTATGCTCATGCCGGAA 
CTGCCACTGACGGTTATCGAATGGGATGAGTGGGGCGATCCACTCCACGATAAGGACGTC 
TATGAATACATGGCGTCGTATGCCCCATATGAAAACATCGAGGCAAAGAACTACCCCAAT 
ATCTTGGCCGTAACATCGCTCAACGACACCCGAGTGTTGTACGTCGAACCAGCCAAATGG 
GTAGCGCAGCTTCGGGCGACTGCAACCGGTGGAGAATTCCTTCTGAAAACTGAAATGGTT 
GCCGGACACGGCGGTGTGTCAGGACGCTACGAAAAGTGGCGTGAGACTGCATTTGAGTAC 
GGCTGGTTGATCAACCAAGCAACCGGTGTGACCGAA 
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>RXN00 622-downstream 
TAAAACTTGTTCGACTAGCGAAC 



>RXN00 63 9-upstream 

AGTGTTGTTATCGAGTTCAGCCGATCACAAAGATTTTTCCGCTAGGCAGTGATCCGACTC 
GCACCCCCTACTTCACCCCCAAAGTCTCTAGGAGTATGAC 

>RXN00639 

ATGACTTCAGCTGAACAGATCGTTGATCCAACAGCCCACGATTCGGGCAACAAGGCAACT 
GACAAGTTCAAGGCAAACCGCGTTTCCTCCGATACCTCCAAGGAACGCGCAAACGCGATC 
TACGTAGATCTGCTCGCGGCGATCGCCCAGGTTGCTCACAAGCACGAAGTCACCTACGAA 
GAGTACGCAGTGCTCAAGCAGTGGATGATCGACGTTGGAGAATACGGCGAGTGGCCACTG 
TGGTTGGACGTTTTCGTT G AGC AT GAG AT C G AAG AG AT C AAC T AC AAC C G C C AC G AC T AC 
ACCGGAACCAAGGGTTCCATCGAAGGCCCTTATTACGTAGAGAACTCTCCGAAGCTCCCT 
TGGGATGCTGAAATGCCAATGCGTGACAAGGACCGCGCATGCACCCCACTGATCTTCGAG 
GGGCAGGTTACTGACCTCGACGGCAACGGTCTTGATGGAGCAGAAGTTGAGCTCTGGCAC 
GCAGATGAGGACGGATACTACTCCCAGTTCGCGCCTGGAATCCCAGAGTGGAACCTGCGT 
GGCACCATCGTTACCGATGAGGAAGGCCGCTACAAGATCAAGACCCTGCAGCCTGCGCCT 
TACCAGATCCCTCATGATGGCCCAACCGGTTGGTTCATTGAGTCTTACGGTGGGCACCCA 
TGGCGCCCAGCCCACCTCCACTTGCGCGTTTCCCACCCGGGCTACGGCACCATCACCACC 
CAGCTTTACTTCGAGGGTGGCGAGTGGGTCGAAAACGACGTTGCAACCGCTGTGAAGCCA 
GAACTGGTCCTGCACCCTGAGACTGGCGAGGATGGTAACCACGTTCACTACCCATTCGTC 
C T G GAT AAG G AAG AC 

>RXN0063 9-downstream 
TAGTTTTTCTACCTAGCTAGCAT 

>RXN00 641-upstream 

TGCGGAATTGCTCGCAAATGTCACACACCGCTTCAAAGCAAAAACGAAAACGACATCGCG 
GTGGCAATACCAACTTCTTTTCACTCTCTTGGAGGTTCAC 

>RXN00641 

ATGTCCACACCAGTTTCAAATTTGGCAAGCGTTCAGAAAACTCTGGACCATGCGCTTGAG 
GACCGCCCTGAAGAGGGAATCGTCCGCGTCAACCGCAACATCTTCACTGACCCTGAGATC 
TTCGAGCTGGAGATGCGCCACATCTTCGAAGGCATCTGGATGGACATGGCTCACGAGTCC 
CAGATCCCTAACGGTGGAGACTACTTCACCACCTACATTGGCTGCCAGCGGATCATGATC 
ACCCGTTCCAAGGAAGGCACACTCAACGGCCTGATCAACGCGTGTTCTCACCGTGGCGCC 
ATGCTCTGCCGTGGCAAGAGTGACAACCGCACCTCCTTGACCTGCCCATTCCACGGCTGG 
CCATTCTGCAACGGCGGCGCACTGCTCAAGGTCAAGGGCGAAAAAGAAGGCGCCTACCCA 
GAGAATTTCCGCACCGACGGCTCCCACGATGTGCGTCGCGT.TCCTAAGTTAGAGTCCTAC' 
CGTGGCTTCCTCTTCGGCTCCCTCAACGATGATGTCGTTTCTTTGGAAGAGCACCTCGGC 
G AC AC C C G T AC C G T CAT T G AC AT G C T GG T T G AC C AA T C C C C AG AAG G C C T C G AAG T AC T G 
CGCGGATCCTCCACCTACACCTACGACGGCAACTGGAAGCTCCAGACCGAAAACGGTGCA 
GACGGCTACCACGTTTCCTCCACCCACTGGAACTACGCTGCAACCACCTCCCGCCGTGGC 
ACTGGTGAATCCGCGAACGAAACCAAGGCAATGGACGCTGGTACCTGGGGCAAGCAGGGT 
GGCGGATACTTCTCCTACCCTTACGGCCACATGCTGCTGTGGATGTGGTGGGGCAACCCA 
G AAG AC C G C C C AC T G T T C GAG C G C C GC G AC GAG T T C AAG AAG G AAT T C G GC G AAG AAAAG 
GGCGAGTTCATGGTTGGTGCTTCCCGCAATCTGTGCCTCTACCCCAATGTTTACCTGATG 
GATCAGTTCTCCTCACAGATCCGCCACATCCGCCCAATCTCAGTTGATCAGACCGAAGTC 
ACCATCTACTGCATCGCACCTAAGGGCGAGTCCGCGGAAGCACGTGCAAACCGCATCCGC 
CAGTACGAAGACTTCTTCAACGCAACGGGCATGGCAACCCCAGATGACCTGGAGGAATTC 
CGCTCCTGCCAGAAGACCTACCAGGCATCTGCCTTCCCATGGAATGACATGACCCGCGGT 
TTGGGCCACCAGGTACAGGGACCAAACGAGGTTGCCAAGGGCCTAGGCATGAACGAAGTT 
CTTTCCTCCGGAGCACGCACCGAAGATGAAGGCCTCTACCCAATCCAGCACGGCTTCTGG 
CATGAACTCATGCAGGAGGCTGTGAATAAGCAGAGCATCAAGGAAAAGGAATTGGCTGAC 
GATACCGCTTCTTCCCTTGCCACCGTAGCTGCAGCCAAAATCCGTGAGGAAGCAAAGGCA 
GCCGCGAAGTCCGACGCTGGAGAGCCTCGCCGCCGTCGTCGCACCCGCGGT 

>RXN00641-downstream 
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TAGTCGTCGAAAAGCAAAAAATC 



>RXN00 658-upstream 

CATTGACACCCACAGGTTTACCAGCATCACGGAAAGTTTGGATGGATTTTTACTCCGGCC 
ACAACGTCTGGCTGGAAGCTCAGCCACGTGCTTTCTGGTC 

>RXN00658 

GTGCGCCACGACGAGCACTACCCAGCTGCGGCAAACCTCATTGCTTTCGATAAGGGATGG 
TCCACCCTCATCGCCCCTCAGCTGGAAGATCCAGAGGCGGAGGAGTTCACCGCCGGATTC 
CTCACCGAATACCAGGACAATCTGATCACTGCGGGCATGGAGCACCAGGCGCTCGCGAGC 
GGCTTCCCGGTGGGGCGTCGCTTCAAGTCCGATATTGCTTTACGACGCTGCGATGCGGTG 
ACCACCCACATCGGCCACGAACACTCCGCCGATGGTCACTGGAGGATCTACGTATTCGCT 
GGCCAAGCCACCCCACAAGATTCCGAGTCTGCACTGAACAAGTGGGCGCAGTGGATGGAG 
GAAAGCGAAGACTCACCACTCAACCGCTTCACCCCAGAAGCCGGCGACCGCAACGCAGTC 
TTCGATATCAAGGCTACCTACCAGCAGCATTACCACTCCTTCGACCTGTTCGATGCGCCA 
GAGGTCTTCTTCCCACGAGTTGGACCATACAAGCTGCAAAACCTCGAAAACGTTTGGACC 
GCACTGGATTCCCAAGACATCTTTGAGTCCCGTGGCATCAGTCGCGATGGCGCAATTGTT 
GTCGTTCGCCCAGACCAGTACGTCGCAGCAGTCCTCCCACTCGAAGACACCGCAGCACTG 
GCTGAGTTCTTCAATGGCAATCTGCTTGAGCCA 

>RXN00 65 8 -downstream 
TAAACCCTAAATTCTAGGAACGA 



>RXN00 663-upstream 

CTGAACGATTGGTGACCGGCTCATGAAAACTTGACGAGTCCCCGGTATTCGCCAGCGGTG 
ACTACTACCGTGGGCGACAAGCCCACTTAGAGGAGGACTT 

>RXN00663 

GTGACAACCACCTATCCAGATTTCCTTGGAAATTCTTCGCTCCAAACAGATACGGAGCAC 
TGGGAAATGGAAGGAGGTGCGCAGGAAGTCTCTGTTACTTATGTTTTGGACACGTCAGTG 
TTGCTGTCTGATCCGTTGTCGTTGACACGGTTCGCGGAGCACGATGTAGTTCTGCCAATT 
GTTGTAATTACGGAATTAGAAGCCAAGCGTCATCACCCGGACCTTGGCTTTTTTGCTCGC 
CAAGCGCTTCGGATGCTGGATGAGCTGCGTGAGATCCATGGGGATTTGTCCAAGCCACTG 
CCAATTGGCGATGAAGGCGGACACATCCATGTTGAGCTGAATCACCAAAACACGGGGTCC 
TTGCCCGTGGGATTCCGCCTTGGTGACAATGACACCCGCATCCTTGCAGTGGCCAAGAAT 
CTGCAGGAAGAGGGCCACAATGTGGTTCTGGTGTCGAAGGACCTGCCGATGCGGATTAAG 
GCGTCGGCAAGCGGAATCGCCGCACAGGAATACCGCGCTGCCCTGGCGCGCGACCGTGGT 
T AC AC C GG CAT GAC C C AC G C C AAT AT C AC C GAT GAC C AG C T C AG C GAG C T C TAG G AC AC C 
GGCGAGGTGCGCATTGAGGAGCTCGAAAAGCTGCCCGTCAACCACGGCTTCACCCTCAAA 
TCCAACAGCGGTTCGGCGCTTGGTCGTATGAATTCCGACAAGATCATCGAGCTTGTCCCC 
GGCGACCAGCAGGTATTCGGTATCAGCGGGCGTAGCGCTGAGCAGCGGGTTGCCATTGAT 
TTGCTTAACGACGACGCCGTCGGCATCGTATCCATCGGCGGCCCCGCGGGTACAGGTAAA 
AGCGCACTCGCACTGTGTGCCGGCCTGGAAGCTGTGATGGAGCGTCGCATTCAGCGCAAG 
ATTATCGTGTTCCGCCCACTCTTTGCCGTTGGCGGACAGGAACTTGGCTACCTGCCTGGC 
GACCAAGAAGAAAAAATGGGGCCTTGGGCGCAAGCGGTTTTTGACACCCTAAGCTCCATG 
GTCAGCCAAAACATCATCGATGAAGCCCTCTCCCGCGGCCTCATCGAAGTTCTCCCACTT 
ACTCACATCCGCGGACGCTCACTCCACGATGCTTTCGTCATCGTCGACGAGGCCCAATCC 
CTAGAACGCAACGTGTTGCTCACCATGCTGTCTCGCATCGGCCAGAATTCCCGAGTAGTT 
CTCACCCATGACGTAGCGCAGCGCGACAACCTGCGCGTTGGTCGCTACGACGGCATCGTC 
TCTGTGGTGGAAGCACTCAAGGATCACGAACTGTTTGGCCACATCACGTTGCAGCGTTCC 
GAACGCTCCCGAATCGCTGAGTTGGTCACCCAAGTTTTGGATGCGCCGTCTCTG 

>RXN00 663-downstream 
TAGTCGCGCAGTCTGTGGCGATT 



>RXN00 665 -upstream 

ACCAAACACTTCTGTGCGTGACACGCGCCACCTTATACTCCCACAAGCAACACAGAACAC 
TCGGGATCTCAAAGTTTCGAGAAACACAGAAAGGGCAGCA 
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>RXN00665 

ATGAGCAGCTCAACACTTCTCCTGGCTTCAGGACAAGTCACGGCATTAGCCGCTGACTAC 
ACGCTCAGCCACACCCCCTCAGATGGCATCCTGGTAGTCCTTGGCTTCGCCATGATCCTC 
ACCTTCATGACCCTGATCATGCTGGGTCGACTCACCCCAATGGTGGCCATGCTGTTGGTC 
CCCACCATCTTCGGTCTCATCGCCGGCGCAGGACTCGGCCTTGGTGACATGGCGCTTGAC 
GCCATCAAGGACATGGCGCCTACCGCGGCACTCCTGATGTTCGCGATTATGTTCTTCGGA 
ATCATGATCGACGTCGGACTCTTCGACCCCCTGATCCGCGTGATCACCCGCGTTCTTCAC 
GATGACCCCGCAAAGGTCGTCATCGGCACCGCAGTACTTGCAGGTGTTGTCTCCCTCGAC 
GGCGACGGCTCCACCACCTTCATCATTACCACCTTCCGCGATGCTGCCCATCTACCTGCG 
CCTTGGCATGAGCCCTGTGGT 



>RXN0 0 67 5 -upstream 

GTGGAAGTACTCACCTCAAGGTGGCCGGAACCGCATGCATTGTGCGGTGCCGGCCACCTT 
TGGTTT T AAC AG T T TAAT T T GAAGAAAGAGAC GTG GAAG C 

>RXN00675 

ATGGGTTTCCGTTCCAAGAAGAAGGTTATTGCGGCAAAGACCGCCGCTGAGCTGGACGCG 
ATGCAGGCGGCGGGTGAGATCGTCGGCAAGGCTTTGCAGGCTGTGCGCGCTGAGGCTAAA 
GCTGGCATGAGCACGTGGGATCTGGATCAGATCGCGGAGCAGGTTATCCGCGATGCTGGC 
GCCGTTCCTACATTCCTGGGTTACCAGGGTTTTCCGGCATCAGTGTGCGCTTCGGTCAAT 
GAGGTGATTGTTCACGGCATTCCATCCAAGGAGACCATCTTGGAGGAAGGCGATCTGGTG 
TCCATCGAC.TGCGGCGCAACCTTTGATGGTTGGGTCGGCGATTCCGCGTGGAGCTTCGGC 
ATCGGCGAGCTGGACGAGGACGTCCAGGGTCTCAACTTGGCTACCGAGTGGGTCCTCATG 
GAAGGCATGAAGGCCATGGTTCCAGGCAACCGTTTGACCGATGTCTCCCACGCTCTCGAG 
GTCGCAACCCGCAAGGCTGAGTCCAAGTTCGGCGTCGCGCTCGGCATCGTCGATGGCTAC 
GGCGGACACGGCATTGGCCGCCACATGCACGAGGAGCCATACTTGGCTAATGAGGGCAAG 
GCCGGCAAGGGCCCTGTGATTCAGGAGGGCTCCGTGCTCGCCATTGAGCCTATGCTCACC 
CTCGGCACCGAAGATTCCGCAGTGCTGGAAGATGATTGGACTGTCGTGACTCTCGACGGT 
TCATGGGCATCACACTGGGAGCACACCGTTGCAGCCACCAAGGGCGGCCCGCGCATCCTC 
ACGCCGCGTTAT 

>RXN00675-downstream 
TAAAATGATGCTTTTCGACGCAT 



>RXN00 68 9-upstream 

ACAGGGAAATCCTCCCAGAATTAATCACCGAAGCTGCACACCAGATGGCTACTGCAGACC 
TCAATCGTGCAAAGGCCCTGTTAAGAACGGATGCGATCCG 

>RXN00689 

ATGAATGCTGCAACCAGGCGTGCTTCTCTGCAACTCCCCTATACCCATGTCGATGATTTC 
TACATCAACGGTTCCTGGGTTAAAGCAGAAGGAACACAACGCAACCCCGTAGTTGATCCT 
GCGGTCGGTCAAGAATGGGGATCTGTTCCAGAAGCAACCGCATCTGAATTGGACTCTGCG 
GTGGGAGCTGCACGTACAGCGCTAAAGTCGTGGAGTGCACTTACAGGTGCGGAACGAACA 
GGCTACCTCCTGAAAATCGCGACGGAAATTGAATCCCGTTCTGAAGCTCTAGCACTTACT 
AATACCCGCGAAAATGGTTCCCCCATTTCCGAGACCCGTGGAGCTGCGTCCAATGCAGCA 
GGAATTTTCCGTTACTTTGCCACTCTCGCGCCTTGGTTAGACGGCGAAGACATCCGCCCA 
TTTCCTGCCGGTAGCGCCGAATCCATCGTGGATAAAGATCCCATCGGTGTCTGCGCACTC 
ATCGCCCCATGGAATTTCCCGATCAACCTTGTAGTCATCAAACTGGCACCAGCACTTCTT 
GCCGGCTGTACCGTCATCATCAAACCAGCCTCCCCCACCCCACTGTCGATCCGTTTCATC 
ATCGAAGCCATCGAAGCCGCCGGAGTGCCAGCAGGCGTAGTCAACCTACTCACCGGTTCA 
GGGCGTTTCGGTGATGCCCTTGTCCGCCACCCCGGAGTAGACAAGGTAGCGTTTACCGGA 
TCAACGCCTGTTGGAAAGAAGATCGCTGCCGCCTGCGGAGAACTACTCCGACCAGTGACT 
TTAGAGCTAGGCGGAAAATCTTCCGCGATTATCCTTCCTGATGCAGACATGTCAGTACTC 
TCGACGCGGTTGATTCGATCCTGTATGCGCAACACTGGACAAACCTGCTACATCAGTACC 
CGGATTATTGCCCCTAGCTCACGCTATGCGGAAGTCGTACAAACAGTGGCAAGCACTATC 
GCTGCAGGTAGACAAGGTGACCCCTATGATGAAGAAACGGTTTTTGGGCCAGTTGCCAGC 
GCCTCTCAGTACTCAACCGTCATGTCTTACATTGACTCCGCACGAGAGGAAGGTGCACGA 
GTGGTTGCAGGTGGAACCCGGTCAATCAGCCTTTCTGAAGGTTTAGAATCAGGCGAGTTT 
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ATCCAACCAACCGTGTTTGCCGATGTCACCCCCGACATGCGGATATCACGCGAAGAAATC 
TTCGGCCCTGTTATTTCCATCCTAAAGTACGACGATACAAACGGTGTTTCCGAAGCAATC 
GCACTAGCCAACAACACGAAATTCGGTCTCGGTGGCTTGGTATTTGGTGCGGATGAGGAA 
CAAGCACTAGAAGTCGCCCGTCAAGTGGATTCTGGTTCCGTAGGCATCAACTTCTTCGGT 
TCCAACCATTCCGCCCCATTTGGAGGACGCCACGAATCCGGTATGGGAGTGGAATACGGC 
ATCGAAGGCCTCAGTGCTTACCTGACATACAAGAGTATTCACCGAACCATT 

>RXN00 68 9-downstream 
TAGTTACTGAAAGTTCTCAGCTA 

>RXN0077 8 -upstream 

AGGTCTTAGGTTTTTAAGTCGTGAGCAATCCGGAGGGAAACTAGCCCGCCTACAGGATCT 
GCTCAGACGATGTCTTCACTTAAACCGGAAAGGCTTCCCC 

>RXN00778 

GTGAACCTCACTCTTAAGCGCTCCATCGCCCTTGTGGGCGCAGTTACTGCAGGCTCCTTC 
GCTCTTGTAGCTTGCTCCGACTCCAATGAGTCTGATTCCACCTCCTCATCTGCAGCTTCC 
ACCGGTTCTTCCGATGCTGCATCCATTGAGGGCCTTTCCGGTGTTACCGGTCAGCTCGTT 
GCTGAAGGTGCATCTTCCCAGCAGTCCGCAATGGACTACTTTGGTATCCGTTACTCCGAG 
GCTGTCAGCGGTGCATCTCTGGCTTACACCCCTTCAGGTTCCGGTTCCGGCCGCACCAAC 
TTCGCTGCAGGCCAGGTTGCTTTCGGTGGCTCCGACTCCGCAATGAAGGACGACCAGGCT 
GCAGAAGCAGAAGCACGTTGCAACGGCAACGAAGCATGGCACCTGCCATTCGTTATCGGC 
CCAGTTGCAGTTGCTTACAACCTGCCTGGCGTTGACACCCTGAACCTGGACACCAACATC 
ATCGCTCAGATCTTCAAGGGCGAGATCACCAAGTGGAACGACGAAGCAATCGCTTCCCAG 
AACGAGGGCACCGACCTCCCAGACCAGGACATCTCCGTTCTGTACCGTTCCGAAGAGTCC 
GGTACCTCCGACAACTTCCAGAAGTTCCTCGGAGCTTCCACCGACATCTGGGAGACCGAA 
GGCCAGCAGTTCCCAACCGAGGTTGGCTCCGGTGCGCAGGGCTCCAACGGTGTAGCTTCT 
GAGGCTTCCAACATCGAGGGTGCAATCACCTACGTTGAAGCTGGTTTCGCTAACCAGTCC 
GGCCTGGGCGTTGCAAACATCGACTTCGGTTCCGGCCCAGTTGAACTCAACGCTGAGTCC 
GTTGGCGTTGCACTTGGTGCACTCGACTTCCTGACTGAGGGCCACAACATGGTTGTTGAC 
ACCGACGCTATGTTCGCAATGAACGAAGCCGGTGCTTACCCACTGATCCTCACCACCTAC 
GAAATCGTCTGCTCCGCAGGCTACGACGAGACCACCCGCGACCAGGTCAAGGACTTCCTG 
ACCGTTGCACTGGACTCCCAGGATGACCAGCTCGAGGCTCTCGGCTACATCCCAGTTACC 
GGCGAGCACTACGATCGCCTCGTTGCAGCAGTTGAAGCAATTCAG 

>RXN0077 8 -downstream 
TAATAAACCGCTGCCGTAGCTTC 



>RXN0078 7 -upstream 

CCAGCCCGCCCAATAAATAATTTCTCTCTTCTAATTGCGGAGCCTCATATATTGAGTACG 
GTATTTTGAAACACCTTCAGCCCCCTTTTTAGGAGCCACA 

>RXN00787 

GTGTCTCAGCCTCTCAGCAAGCGTCTCAGCATACGAAAAGCACTCGCCAGCGCCTTCATA 
GTTGCGCTGGCGTTTTCGCTTTCCCCAGTAGCCAAAGCCCAAGCCAATGAAACTCCGACG 
ATGATCGTGTTGGACAATTCAGGCTCCATGACAGCTCAAGATGCCGGCGGACAGACCCGT 
ATCGATGCAGCAAAACAAGCCTCCACTCAGTTAATTAATGACATCTCCGACCGCACCGAC 
GTAGGTCTGACCTACTACGGCGGAAACACCGGCGAAACAGAAGCAGACGTTGAGATGGGA 
TGCCAAGACGTCACCATCCTTGGCGGCCCCTCCCGAGGAAATGCAGACACCTTAATTGAC 
ACGATCAACAGCCTGCAGCCTCGAGGCTTCACCCCCATCGGCAAAGCACTCACCGATACC 
GCCGCCGAGCTCCCCGAAGGCGGAAACATTGTGTTGGTCTCCGATGGCATCGCCAACTGC 
ACCCCACCGGATGTCTGCGAAGTAGCCCAAGAACTGGCTCAAAGTGGAATCAACCTGGTT 
ATCAACACCATCGGACTAAATGTTGATCCAGCAGCGCGCGAAGAACTGGAGTGCATCGCT 
GGAGTCGGTGGTGGCACTTACGCGGATGCTTCCGACGCGCAGAGCCTTACCGATGCGCTG 
ACACGAGCCGCCAGTAGGCAATACAACTCTTACACCTCCGATGTGACAAAAATTGATGGG 
GCATCGGAACAAAGCGCAGCCGTAGAAATTGATGAGGATACAGAACTATTCCTCACCGAC 
CTGCCACAAGAATCCCGCTTTTGGAAAATCCCTGTAGAGCCAGGTGAAACCATCTCAGTT 
TCTGCCAACACAGTTACCGACCCAACAGTACTCACCATGGGGCAAGGCGGAATCAAGCTT 
GAAGCCCAACTCCATACTGAAGAGGCTCCACAATACGGCCTGCGTGGTCGGTGCACTCGG 
GTCTCATTTGATAATTTCAAGCCCGGCCTTGGTGTACGCGGAATCCAAAACGCGTCCGTT 
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GCATCAAAAGAAGTGGGCACCAACAACTGTGACACCGATGCCATCTACCTCGAAATTTCT 
AGAAGCGGAGATTACCTCAACGGGCAGGACATTCCAACGGAAATCACCATCGAGCGCTTC 
GGAAAAGTAGATGAATCAACAATCGGAAATGTCACAGAGGAACATAGCTCCGTCGATCTT 
ACCGAGGCTGCAGCATCAGAGGCACACCCTGTCACACCTGGCCAGTGGTTCACATCGGCC 
GCTGATCTAGATCCCGCAGGTGAGAAAGTCTCCTCCATCATCGTTCCAGGAGAAACCCAC 
TTCTATGCGCTGCCTGTCGACTACGGCCAAGAACTGCGCGCAGCTGTAGAAACAACTTTT 
GACCAAATCGACAGTTCCGCGCTTGGCACGCATCTTTATATCCAAGCGTTCAGCCCAAAC 
CGGGCAGAGATAGAGCTCACCAATAGAGATACGTCATATGCGGACGACAACGGGCTCAAA 
ACTTTTGGATTCTTCACCCCAGTGAGTGCAGCAAATTTGTTCGAGAAAAGTTCTCAAGGC 
ATATCGCTAAGGAGCCCATGGCAAGGTGGCACCCAATACCTCGCAGTGACATACCTACCA 
AGTGGTCAAGATGAAGATGTATCCGCAACTGATCAGCTGCCCACATTGGAATATGAACTC 
GTGGCAGAAGCGTTTGGAGACCCTGTTGACCCACCGGTTTTCGCTTCATTGACGGGAGCA 
ACCCCAAGCACCTCCACCCCCCCATCAGATGTTGCGGAAGATGAACAAATCTCCGAGGCA 
ACAGAAGAAGACTCAAGCAGTTTCCCCATCGTGTGGATTGGGCTGGGTGTCATTGGCTTA 
GGCATAATCATTGGTTTGATCTTTGCGCTGAGAAGAAAGAAT 

>RXN007 87-downstream 
TAAGCCC T AAAAGAT AAAGAGT C 



>RXN00 818-upstream 

TTCCCAATGCGCAACCCCAGCACGTCACTTCAATCTCATTGGTAACTTTAGTTTCTTTCT 
CAGTCTTGGAAAGTTGCCAAAAAGCGCTAAACTATGCGGT 

>RXN00818 

G T G AAG C AC C C AG AT C C C G C C C AAAAAG TAG AG G G C AC C AC T G C G AC C AC C C C C AC AAAG 
GTGGCTGCTTTTTTCGATCTGGACAAGACCATCATCGCCATGAGTTCCACCTACGCCTAC 
GGCCGTGAGTTCATGAACAGCGGGCTCATCTCCCCTGTCGAAGCCCTGCAATTAAGCCTC 
GCGCAAGCAACGTACATGTTCGCCGGCCACACCAGTGAACAAATGGACAACACCCGCGAC 
CAACTCACCGCCATGATCCGCGGCTGGGAAGTCCAACAGGTGCGCTCGATCGCGGAGGAA 
ACCATGCATTCGGTGGTCACTCCCACCATCTACGCAGAGGCCCGCGAACTGATCGAGCAC 
CACCAGGAGCTCGGCCACGATGTCATCATCATTTCCGCCTCTGTGAAAGAACTGGTGGAA 
CCCATCGCCCGCGAACTGGGTGTACATAAAACTGTCACCACCGTGCTTGAAGCCCACGAC 
GGTATGTACACCGGTGAAGTGCTGTTTTACTGCAAAGGCGACGCTAAAGCGCAGTCCATC 
CTGGATCTCGCCGAGGCGAACAATTACGACCTTTCCTTAAGCTTCGCCTACTCCGATTCC 
TTCACGGACCTGCCCATGTTGGAAGCTGTCGGCAACCCGGCCGCCGTCAACCCCGACCGC 
GCGCTGAAGAAAATCGCCCTTGAACAGGGGTGGAAAATCTTAAGCTTCAAAAACCCTGAA 
CCGCTGTTCCAAATGCCCAGCACCCGCGACGTCGGCATCGGAACCGGAGTTGTTGCCGGC 
ATCGCAGCTGTTACAGCAGGTAGTATCTGGTGGATGAAACGCGCACGGCGCGGATCGGCC 

>RXNO 08.1 8 -downstream 
TGAGCCTCACCTGACAGCAGTTA 



>RXN00820-upstream 

ACTTCCACCACCCCAAACCATCGTTTCTTTCGAAGACGCACCAACCCTCACCGGCCAGGA 
CCTGGGCTTTTCGCAGTGGCGCACTGTCACCCAGGAGATG 

>RXN00820 

GTGAACACCTTGGCGGACGCAACTGATGATCAGCAGTGGATTCACACTGATCCTGAGCGC 
GCCAAGGACGGTCCTTTTGGTGGCGCAATTGCCCACGGTTTCCTCACCTTGTCCATGATC 
ATTCCGTTCTGGGGCGAGCTTCTCGATGTCACCGGCGTGACCACCAAGGTGAACTATGGC 
CTGGATAAGGTGCGTTTCACCTCTCCCGTCAAGGTCGGTTCCCGCATCCGCATGGGCGCT 
GTGGTCCGTGAGATCTCTGAGGTGAAGGGCAATGGCCTGCACCTGGTCGCCGATGGCACT 
ATTGAGATCGAAGGGCAGGAGCGCCCGGCCGTCGTAGCTACCTTCCTCACCCGCTTCTAC 
GCT 

>RXN008 2 0-downstream 
TAAAAGCTTGCTTCTCGACGCAA 
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>RXN008 66-upstream 

G C AT C AAC G T AG GAG AT C C T C G AC T T C C AAT T AT G G C T C C AAAT GAG C AG G AAC T T GAG G 
CTCTCCGAGAAGACATGAAAAAAGCTGGAGTTCTATAAAT 

>RXN00866 

ATGAATGATTCCCGAAATCGCGGCCGGAAGGTTACCCGCAAGGCGGGCCCACCAGAAGCT 
GGTCAGGAAAACCATCTGGATACCCCTGTCTTTCAGGCACCAGATGCTTCCTCTAACCAG 
AGCGCTGTAAAAGCTGAGACCGCCGGAAACGACAATCGGGATGCTGCGCAAGGTGCTCAA 
GGATCCCAAGATTCTCAGGGTTCCCAGAACGCTCAAGGTTCCCAGAACCGCGAGTCCGGA 
AACAACAACCGCAACCGTTCCAACAACAACCGTCGCGGTGGTCGTGGACGTCGTGGATCC 
GGAAACGCCAATGAGGGCGCGAACAACAACAGCGGTAACCAGAACCGTCAGGGCGGAAAC 
CGTGGCAACCGCGGTGGCGGACGCCGAAACGTTGTTAAGTCGATGCAGGGTGCGGATCTG 
ACCCAGCGCCTGCCAGAGCCACCAAAGGCACCGGCAAACGGTCTGCGTATTTACGCACTT 
GGTGGCATTTCCGAAATCGGTCGCAACATGACCGTGTTTGAGTACAACAACCGTCTGCTC 
ATCGTGGACTGTGGTGTGCTCTTCCCATCTTCAGGTGAGCCAGGCGTTGACCTGATTCTT 
CCTGACTTCGGCCCAATTGAGGATCACCTGCACCGCGTCGATGCATTGGTGGTTACTCAC 
GGACACGAAGACCACATTGGTGCTATTCCCTGGCTGCTGAAGCTGCGCAACGATATCCCA 
ATCTTGGCATCCCGTTTCACCTTGGCTCTGATTGCAGCTAAGTGTAAGGAACACCGTCAG 
CGTCCGAAGCTGATCGAGGTCAACGAGCAGTCCAATGAGGACCGCGGACCGTTCAACATT 
CGCTTCTGGGCTGTTAACCACTCCATCCCAGACTGCCTTGGTCTTGCTATCAAGACTCCT 
GCTGGTTTGGTCATCCACACCGGTGACATCAAGCTGGATCAGACTCCTCCTGATGGACGC 
CCAACT 



>RXN008 77-upstream 

AAATAATGGGGCTCGCCGGTGATGGTTCCCGCCGGGCATTCAACGGTGACGGAAGAGGTG 
G C AG AC AT G ATG AAAAC TC T AGC AAC TAG TAT C G G T C AC T 

>RXN00877 

ATGACTGTTGAACACCTGCTCAAGCCCAGCACCTTGCCCTACCAGCTGCCCGATTTCGCA 
GCGATCAAGGTGGCTGATTTCCCGCCCGCCTTCGAACTCGCATTAGCTGAACACGATGCT 
GAAATTACAGCGATCGCTACCAATGAGGACGCTCCTACCTGGGAGAACACCATTGAGGCC 
CTGGAACGCGCAGGCCTGTCCCTCAACCGCGTCGCCGCCGTATTCTTCAACTTGCAGGGC 
ACCGATTCCTCCCCTGAAATGGATGAAATCGCAGCCACTATCGCGCCGAAACTCTCCGCG 
CATTCGGATGCGATTTTCCACAATGCTGCGCTTTTCGCGCGCATTGAGGCCGTAGAAGCA 
CCGGCCGACGAGGAATCGCAACGCCTGTTGTCCCACACCAAGCGCGCTTTTCGACGTCGC 
GGTGCAGCACTCAACGCCGACGGCAAGGCCGGACTGAGCACCATCAACCAGCGCCTATCG 
GCACTGTCCGAACAGTTCGGCCGCAACCTGCTTCAGGACACCCGCGATCTGGCGGTCAAC 
TTTGAAGAATCTGAACTTGCCGGTTTTAGCGAAGCCCGCATATCCGCCGCCGCTGACTAC 
GCAGCAGCAGTTGGCACCGAAGGCTACGTGGTTCCACTGGAACTGCCCACCGTGCAGTCA 
GAGCAGGCAGTATTAACCGAATCCGCCTCGCGTGCAAAGCTTTATGAAGCCTCCCAGAAG 
CGTGGCGCCAGCCTGAACAAGGACGTGCTGCTCGAAACCGTGCGTCTGCGTGCTGAACGC 
GCCACACTTTTAGGCTACGACACCCACGCCGATTACGTCATCGAAGAAGAAACCGCCGAT 
GACGTCGCAGCCGTGCGCGCCTTGCTTTATGATCTCGCCCCAGCCGCCTCTGCCAATGCG 
AAAG C C G AAT AC AAAC T C T C C G C AG AA G AAG C AG AAG AAC AC G G C C AAAAAG TCGGCGCA 
GCTGACTGGAGCTTCTGGGAAGCCAAAGTCCGCGCCCGCGACTACGCCCTGGACGAAACC 
GAACTGCGCAACTACTTCCCATTGAACCAAGTACTCCGTGACGGCGTCTTCTTCGCTGCT 
AACCGCCTCTACGGAATCACCGTGGAACCACGCCCTGACCTGCGCGGTTACGCCGAGGGC 
GTGGACGTCTGGGAAGTCCTCGATTCTGACGGCTCCGGCATCGGCCTGATCCTTACCGAC 
TACTACGGCCGACCATCCAAGCGGGGCGGCGCTTGGATGTCCAGCTTTGTCGACCAATCC 
GAG C T G C TAG G C AC C AAG C C AG T C G T G G T C AAC G T TAT GG G T AT T AC C AAAC C AACC AC C 
GGCGAAGCACTACTCAGCCTCGATGAAGTAACCACCATCTTCCACGAATTCGGCCACGGC 
CTGCACGGCTTGCTGTCCAAGGTGCGCTACCCAAGCTTCTCCGGAACCTCCGTGCCCCGC 
GACTACGTAGAATTCCCCTCCCAGATCAACGAAAACTGGGCATTCGACCCTGCAGTAGTC 
CGCAACTACGCCCGCCACGTGGACACCGGCGACATCATTCCAGACTCCCTGCTTGAGGCA 
GTGGAAGCATGTGGCATTTCAGACAGAGTGGTGGAACATGTGAGTACTTGTCCCCATCTA 
TTATCGACCTGCCCTGTCTCTCCCTGTCCACAGCGGATGCCGCAC 

>RXN0 08 7 7 -downstream 
TAG T C AAT G AC AT T GACCAAT T A 
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>RXN00905-upstream 

CGCTGCCCCTCTATGCTGCTCCTAGTTACCCCTGCACAAATAGCGGTTTTTCTCACGCAT 
TCTGCATCGAGTCGGGTCGACGTATATAAGGTGGAAAGGC 

>RXN00905 

AT G AC C C AAT T C G AAAAC G C G C AAG TACT T AAAG AG AAC AT C G AAAA C C AAC G C GAG C AG 
ATCTTTACCCAGTTGAAAGAAATTGTGTCTTTCAACTCCGTGCACAGCGATCCAAACCTA 
CTGGAGGACTACGCCGGCGCGAAAGAATGGGTAAAAGAAACACTGACCAACGCAGGTCTC 
ACCGTCAGCGAATTCGCTGCCGAAGATGGAACCACCAACTTCATCGGCACCCGCAAGGGC 
TCCGAAGGTGCACCAAAGGTACTGCTGTACAGCCACTTCGACGTTGTCCCATCCGGCCCT 
TTGGATCTCTGGGACACCAATCCTTTTGAACTCACCGAGCGCGACGCTGGCCACGGCACC 
CGCTGGTACGGCCGCGGCGCCGCTGACTGCAAGGGCAACCTGGTCATGCACCTCGCAGCA 
CTGCGCGCCGTCGAAGCCAGCGGCGACACCACACTCAACCTCACCTACGTGGTCGAGGGC 
TCCGAGGAAATGGGAGGCGGAGCGCTCAGCGCGCTCATCAAGGACAAGCCTGAGCTTTTC 
GACGCAGATGTCATCTTGATTGCAGACAGCGGAAACGCTTCCGTGGGCACCCCAACCTTG 
ACCACTACCCTGCGCGGTGGCGGACAGGTCACCGTCACCGTGGACACCCTTGAAGGCGCT 
GTTCACTCCGGCCAGAACGGTGGCGCTGCCCCAGATGCTGTTGCTGCTCTCGTGCGCGTT 
CTGGATACTTTGCGCGATGAACACGGACGCACCGTTATCGACGGCTGTCAACACCACCGC 
AAACTGGAAGGGCGAGCCTTA 

>RXN00 905-downstream 
TGATCCAGAGACTTTCCGCAGCG 

>RXN00 94 8 -upstream 

ACACCCTCCAAATGATCTCGTAAAACAGTATTGAATTTAGGTACGACTCTAATCGTACCT 
TGCCCTCAAGCCAAGCTAGTTGTACGATCAAACTCGTTGT 

>RXN00948 

ATGGCAAACGTCGTACTAGTCGATCGAATGGAGCCTTTGGTGTCCAAGCTGTTTACCCCA 
ATTCAAATCCGCGACATCACCATCCCCAACCGCGTGTGGATGTCACCGATGTGCACCTAC 
TCTGCAGCCACCGGTTCAGGTCTTCCCACCGATTTTCACCAGGCTCATTACGCAGCTCGC 
GCAGCAGGTGGTGTCGGATTAGTCATGGTTGAAGCAACTGGAGTGAACCCCGTAGCTCCC 
ATCTCCCCAGTCGACCTTGGACTTTGGAGCCATGACCAAATTGAACCATTCTCCCGAGTG 
ACAGCAGCTATTCGCGCCGGTGGGGCAGTACCGGCCGTTCAATTAGCCCATGCTGGCCGC 
AAGGCATCCACCGATGCTCCGTGGAATGGTGGCGGATATGTTGGACCAGAAACCAATGGA 
TGGGAGACTGTCGGCCCCAGCCCTCTGGCATTCCCAGGTTTGCCTGCTCCGCGCGAGCTG 
ACGGTTTCAGAAATCCAAGAGGTTGTGCAGCAGTTCGCTGGCGCCGCCGTTCGTGCCGAT 
CAGGCTGGTTTTGATGTCGTGGAAATTCACGCAGCACACGGCTACCTTTTGCATAACTTC 
CTTTCTCCGATCTCCAACAAGCGCACCGATTCATACGGCGGATCTTTAGAAAACCGCGCT 
CGCATCGTGCTCGAAGTCATTGATGCAATCCGCGCAGTGTGGCCAGAGGAAAAGCCTGTA 
TTCATGCGCATTTCCACCACCGACTGGGTGGAGGAAAACCCACAGGATGATCGCGAGTCC 
TGGACGCTGAGCCAAAGCAGGCAGCTGGCTTTGTGGGCATCCGAGCACGGAGTTGATTTG 
ATCGATGCCTCTTCTGGTGGCCTCGACATCGTCCCCATTCCGCATGACCGCGATTACCAA 
ACCGCGAAGGCCGCAGATCTTCACGCAAGTACCGGAGTGACAGTCGCTGCTGTGGGGCGC, 
ATTGATGACGCCCAAACTGCGCACAATTTGGTTGATTCTGGCGATGTCAATGCAGTTTTC 
CTCGGCCGTCCACTGCTCAAGGATCCTTCCTGGGCAAACCAAGCAGCCCTCGCACTAGGT 
GCGGAACCCAGGTATGTTCACCAATACGACTACGTACTT 

>RXN00 94 8 -downstream 

T AAAGG AG AG T T G AC AT G AAG G T 



>RXN00 98 2 -upstream 

GAAAACAAACGTCCTTGAAGCCGTAATGCCCCGTTCGACAATAAAAAGGGTAGTAGCAGT 
TCTTGCCGCCTCGACTGCGCTTAGCCCCTTTTTGGTATCA 

>RXN00982 

ATGCCCACTGCAGCAGCGCAAGAAAACATCCGCTGGGAAGAATGCCCACCTCAGGTAGAT 
ATTGCCTCCGCTCAATGTGGCAGCATCGACGTGCCCATGCACTATTCTGATCCCTCACTT 
GGCGATATCAGCGTGGGCTTTGTCAAGGTCCCTGCCCAAGGCGAAAAGCACGGCACCATC 
TTCGGTAACTCCGGTGGCCCTGGTGGCGATGCCTATAGCTTCTTCGGCAGCCAATCCATG 
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AACTGGCCAGAAGCCATGTACCAAAACTACGACCTCGTTGCAGTGCAGCCTCGCGGAATG 
GTCGGCTCCACACCGGTTAACTGCGACAACATCGCACCAGGATACGATTTCCTCTCGCTG 
CTCACCCGCGAAGGCGCTTTCGTTAAAGAATCCTGCGAGATCGGCACCCCCGGCTACACC 
TCCAGCCTGACCACCGACAACACCGCCAACGACTGGGAGCGCGTCCGCCAAGCACTTGGC 
GATGACAAGATCTCCATCTTCGGACTGTCCTACGGAACCTACCTCGGATCGGTCTACGCC 
ACCCGCTACCCACAGCACACCGACAAGGTTGTCCTCGATTCCGCAATGGCGCCCAGCCTG 
GCATGGAACGGCATCATGGCCTCCCAAGAACAGGGCTACAAAAACTCCCTCAACGACTTC 
TTCACCTGGGTTGCAGAAAACAACGACACGTATGGCCTCGGCACTACCCCACTAGCCGTG 
TACCAAAACTGGTCAAACAAGATCGTCGCCGAAACCGGAACCAACCCAACCGTTGCTCCA 
CCACCAGCACAAGTTGGCGATGTCCCACCAGCATTCGCATGGGCCGGCCAAGCAGGCGCA 
GACATGATGACCGCCACCAACCCAACCTCCGTGCAACTCCAGGGCCTTGCCACCCAGCTC 
CTAAACCCTGGATCCAACCAGTCACTGAGCCCTCTGCTCAACGTCACCCGCGCCTACATT 
CCACAGCCATCAACCTGGCCCATGCTCGCAGGCGCCATCTCAGGGCAAACACCCATCCCT 
GACGTAACTGACACCGGCGACGACCCATACGTCATCGAAAGCATCAACGCCAGCGTCAAC 
ATGCAGCGCATGGTCATGTGCAACGAAAACACCGTCGCACCAGACCCAGTAGCAATGGCA 
CGCATGGCCTGGACAAGCATGGTCACCGGCGACGTCTTTGACATTTACTCCGTTAAATTC 
AGCTCCGGACAAGCCTGCTCCGGCATCACCCCAACAAGCGGCCGCCAGCCAACCGACGGA 
TCTCAACTAGCAGTCCAACCACTACTCCTCCAGGGAACCAGCGACCCACAAACCCCATAC 
TGGACCCACAACGAGCTTGCCGACGCCATGAACGCCCACGTGGTCACCGTCAACGGACCA 
GGACACGGCCAATCCATCGGCGGCACCAACCAAGCAATCAACGACATTGTTGTGGACTAC 
CTCCGCACCGGACACACCGACGCCACCTGGGTCGAAGGCAACACACCCACCCCAATTACG 
GCTGGC 

>RXN 00 98 2 -downstream 
TAATTGCTTTCCACTTAGTAGAT 



>RXN0098 3-upstream 

GTGAGAAAACAGTGGCTCAAATATCGACATCTTCTACTCACAGTTCAACCTGTCGTGGCT 
GGAGGCCGGCTGCATTGGTGTCGACGCCGATGAAACGTCC 

>RXN00983 

GTGACTGCAGGTGAAACCACCACTATGAATGTCACGTTGACCAATCCTTTCGACAACGCA 
ATTTTTGACCGAGCAGTCTCCCTTGAACGTCCCGAAGGATGGCAAGCTGAGGATGTTCGT 
GTGTCGATCCCATCTGGAGAATCTGTCACAATCCCAGTCCAGGTCACAGCACCGCTGGTA 
GCCGACAACGGTGAACTTCCAGTGGAGGTGTCCATTCTTGATGGAGCAGACCGCTACACG 
GGTCGTCTCAATCTCACTGTTCAGGGTGGGCAAGAACCTGCACCAACTTCAGTGAAGGTG 
AGCATTCCAAATCTCAAGGACACTTATGTAGCAGGGGAGAAGATCAGCATTAACTTTGCG 
GTCAACAACCCGTTTGACGTTACGGTTAATTCGGTGCCAAGCCTGGGGGAAGGCGAGAAC 
TGGATGCCTGCAAACCTACGCGGATTTGATCCAGAGCAGGGTACTCCCAACTGTCGTTAC 
AAGAAT T T AGGCGCG AAT AAG AGCT AT G AC T GC AC C AC AACTACCT AT GAAGTCAGCG AT 
TTGGATGTAGAACGCGGATACGTGGATATTCCAACGGTATGGACGTTTACTAACTCCGCA 
GGCGAAACGGTATGGTCCAAAAACGTTGATGTGCCTCGAGTTGAACTCAATGGAACACAG 
GATGCTGTCACTGATGCAATCGTAACGGTTGATCCCATCAACCCAGTTCATTCCAACGGC 
CAGAGCCAAACTGTTGAGGTCCAGGCTAATGTCACCTCAGAGGGAGATCTGCCAGCTGGA 
TCTAAGGTGGCCTTTTATCTAGATTCATCGCCCATTGATACCGCAGCTGTTGATGCGGAA 
GGGCATGCCAGCATCTCGATTGATGTGGACAACATCGCAAGCGAGCAGCCTGAACGCACA 
TTTGAGGTTCGCGCCCGACTCGTCGTTCCAGAAGATGCACCACGATCAATCGCGCGTGAT 
GCCTTGGCACGTTTTACAGTCCTGTCTGAACAAGTGCAGCAGAACTCCTTGGTGATCATG 
AATCATCCAGATGTGTTTTCTGATGGACAAACAAAGACTATTGTCATCGCAGCGAAGGCG 
ACAGCACACGATGGATCGCCGGTGGCTATCGGTACTCTCATTGCATTTCGCGTCAACGGT 
ATTGAGCGGGACGTGGTTCCAACTAACGCGCAAGGAACAGCAAAGCTTCAGCTAGACCTC 
AAGCCAGTAAATACTGAAGACGAGGAATATGAAGTAACAGTTGAAGCCGAGCTGGATGAA 
TTGACTGCTCAGACCACGTTCAAAGTACTTGCTGGTGAGGAAGAGGAACCCACCAGCACC 
GAAGAACAACCGTCAGAAACTGAGCAGCCTTCTGAACCTGAAGAGGAATCGACTGGTGTT 
GCTGGAAGCTCTAACGGTGGCAGTTTTGTCGCGCTTTTAGCGCTGCTGGCAGCGCTTGGT 
GGCATCGTCGGTGCAGTCCTCGGATTGCTTAAGTTG 

>RXN00 983-downstream 
TAGGTGGCTGGGGGCGTCGAAAA 
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>RXN01014 -upstream 

TCTTAAAGTTTTCTAGCAATCCACACTAGGCGCGAACTATCGTGGTGTCATTGCGCACCT 
TCTAAGGGTAGCGCCCCCTCAAATTTCAAGGAGCATTAAA 

>RXN01014 

TTGACGTCCACTAATCTCACCCGACAGGAAGCTTCGGATCGTTCGAGGTTACTGAGTGTA 
GAAAACTATGACATTGCACTTGATCTCAACAACGGTGATGAGTTTTTTAGTTCCTCCACC 
GTTGTCAGCTTCACTGTCAGGAAGGCTGGCGATACCTTTATTGATCTCCGCGCAGCAAGC 
GTTGAGGAGGTTCGCCTGGACAATGTGTCCATCAAAGATGAGGCTCTAACCCTTGGCAAG 
AACGGCTACGACGAGACGTTCGGCATCGCCCTGAAGGGTCTTACTCCCGGCGCGCACACC 
TTGCGGGTAACGGCGTCTATCCCCTATTCCCGCACCGGTGAAGGCCTGCACCGCATGGTG 
GATCCAGCAGACAATGAGGTGTATTTGTACACCCAGTTTGAGACCGCCGATGCCAAGCGT 
ATGTTCGCGTGTTTCGATCAGCCAGACCTCAAGGCTACCTATGATCTGAACATCAAAACT 
C C T AAG G G T T G G AAG AT CAT T T C C AAC T C T GAG C AG C AG G T T T C C AC T C AG C AC AC T GAT 
TACGATACCCACATTTCCCGAGTGGACTATCCCCTCTCCACCTACCTGATTGCGGTGTGC 
GCGGGTCGTTACCACGAGGTGTGCGATGTCTGGAAGGGTACGCTCACCCACCATGCAGAA 
ACACCTGCCGATCAGCCAACTGAGCTGACTGTTCCGCTTGCTCTCTACTGCCGCAGTTCT 
TTGGCTAAAGATCTTGATGCGGTGCGTCTGTTTACCGAAACGAAGCAGGGCTTTGATTGG 
TACCACCGCAACTTCGGTGTGGCGTACCCATTCGGCAAGTACGATCAGATCTTCGTCCCT 
GAATTTAATGCTGGCGCGATGGAGAACGCCGGCGCTGTCACCATCCGCGATGAGTACGTT 
TTTGCATCCAAGGCAACCCGTTACCGCTACGAGCGCCGCGCTGAAACCATCCTTCACGAG 
CTCGCTCACATGTGGTTCGGTGTGCTGGTGACCATGCAGTGGTGGGATGATCTGTGGCTC 
AACGAGTCCTTCGCCACTTGGTCCGCGGCAATTTCTCAGGCTGAGGAAACTGAATACAAC 
ACTGCATGGGTGACTTTCGCCAATGTGGAGAAGTCGTGGGCGTACCAGCAGGATCAGCTG 
CCTTCCACCCACCCGGTGTTCTCTGACGGATACGACATTGAGACTGTCGACCAGAACTTC 
GACGGCATCACCTACGCAAAGGGCGCCTCGGTGCTCAAGCAGCTGCAGGCATACGTTGGC 
CGTGAGGAATTCCTGGCAGGCGTACGCAGGCACTTTGCCAACCACGCATGGGGCAACGCC 
AGCTTTGATGATCTGCTCGGCGCCCTCGAGCAGTCCTCCGGCCGCGACCTCTCCGACTGG 
GCAAACCAGTGGCTCAAGACCACCGGCATCAACACCCTCGGCGCAAAGTTCACCACCGAC 
AACGGCAAATACACCTCCTTCTCCGTCACCCAGACCGGCGCCGCGCCGGGTGCCGGTGAG 
CTGCGGACTCACCGCATCGCGGTGGGTCTTTATAAGCTTGTCGACGGATCCCTCAACCGC 
TACGCACGAGTAGAACTTGACTGCAGTGGCGCGTCGACAAGCGTTGAAGAGATCGTTGGA 
CTTGAGCAGGCTGACTTCGTGCTGGTCAACGATGATGATCTGACGTATGCGCTGCTGGAT 
CTGGATGATGATTCACGCAATTTTGTCATCGACAATATTGATAAGTTCAGCGACCCTATG 
CCTCGCACGCTGGTGTGGTCCGCTGCGTGGGAGATGACTCGCGCTGGTCAGATGAAGGCT 
CGTGATTTCATCGCGCTGGTTGCTCGTGGCGCTGCTGCGGAAACTGAAATTGCTGTGCTG 
GAGCGCATTCTCGCGCAGGCTACCTCTGCGCTGAAGAGCTACGCCGACCCAGCGTGGGCA 
GAAGCAACTGGAAATGACCTGCTGGCCGATGCTTTCCTTGAGGGTGCTCGCTCCGCAGAA 
CCAGACTCCGACACTCAGTTGGCGTTCATTCAGGCTCTGGCAAAAGCAACGCTCAATGAT 
GCTGCTGCCGATTACTTCCGCGACATTCTTGCCGGCAACGTCGAAGGCCTGACCGTGGAT 
CCTGACCTGCGTTGGTGGGCACTGACTGCGCTTATCGCCCGT.GGT.GACATCGAGGCTGTC 
GAAGATGCAATCGCCGCTGAACTTTCCCGCGACAACTCCAGTGCCTCCTTCCTCGCATCA 
CTTCGAGCCGGTGCCGCTGTGAACACTGAAGAAGTGAAGGCTGCTGCATACAAGCATGTC 
ACGGCAGTTGATAGTGGCCTATCCAACCTGGAGCTGCGCCACAAGATTGAAGGCCTCACA 
TTCACTGGCTCTTCTGAACTGCTGCAAGCCTACAACGAGCAGTACTTCGAAATCCTTGAT 
GATGTGTGGGCGAACTTCTCCGGCGAAATGGCACAGCAGATCGTCCTCGGACTGTTCCCT 
TCATGGAACGTTTCCGAAGAGGGTCTCAAGCGTACCGACGAGTTTCTTGATGGCGAACAT 
GTCGCAGGCATCAAGCGAATTGTTTCCGAATCCCTCGACCGCACTGCCCGTGCTCTGCGC 
AACCGTGCGGCAGATGCTGCG 

>RXNO 10 14 -downstream 

T AAG T AAAAG A T T C T CAAT C C C A 



>RXN0104 6-upstream 

TAGCGATCCTAGGCAAAATGCACCAGCTAACCCCACCGCTCAACCGCCATCTGCCCCCAC 
CTCACACTCATCACAGCAGGGTCTCCCTCCGGGCGCCATT 

>RXN0104 6 
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ATGATCCCTTTTCCAGGGCAACCGCAGCAGCAAAGCGCACCCAATGACGAGACCCGTTTC 
ATCGACCTTAACGAACGTCATAAAGATGATGAACCAGCCCTGTTTCGCGATGATGTTATT 
GATCAAACTCTCGCTATTTTGATCAGTAAAAATAAGCCCAATGCGCTACTCGTTGGGCCT 
GCCGGTACAGGTAAATCCCGTATCGCAGAAGATATTGCGCGCCGCCTTGCCAATGATGAC 
GTATCTATTCCCGATCAGCTTGTCGGCCACCGTATTCTTGATGTCTCCATTGCAGAGCTT 
GTTGCTGGTGCTGGCGTTGTTGGTCAGCTCAAGAAACGCATTCTGGATCTCATC7^AGTAT 
GCGACCGACCCGAGTAACAAAGTCATTATCTTTATTGACGAGATTCACCAAATTGCTGGT 
GATCAGTCCAGTCACAGTGGATCGCAAGCCAAAGTTGCTCAGATTCTCAAACCCTATCTT 
GCCCGTGGTGACCTTCGTGTTATTGGTGCCACCACCACCCAGGAAGCTCGTGACTTCGAT 
CATGATCCAGCCCTCAAACGCCGTTTTAGCAGAGTAAATGTCGATGAATTTGATCGAGAT 
CAAACGCTCACTATTCTTCATGCTGCACGTGATGGTTACCTCAAACATTTCAACAACGCT 
GTCACGGTATCTGACGACGTACTGGGCTATGTCTACACCTACTCGCAGCAATTCAACCCA 
GGCAATACAGCACAACCTGATGCAGCACTGACGCTGTTTGATAAGGCGTTGGCTTCCCTA 
ACTATGGAGAAACAGCGTCTGATCAACAACCATGTCATTGCGCCGTCGCTCAAGTTCCCT 
GTGTCAGAAAGGCACATCCATAACACCGCTCGCAAACTTGCCTTTGGCTCTCAAGTGCCA 
GCCTCCATCAATACTGATGATGCTCGTGACAAACTCGAAACGTTGTTTGGTCAAGATCAT 
ATTATTGAGCCAGTACTCACCGCTATCAAGCGTGAACAGCTTGGTATTTTCCCTCGCACC 
AAACCATTGAGCTGGGTGTTTGCTGGTTCATCTGGTGTGGGTAAAACAGAAATGGCGCGT 
ATTCTCTCTCGCGCCATTAATGGCGGCGATCCCATCATTATCAATGGTCCCGAATACATT 
AGTCCTGAGTCCATTACTGGCCTTATCGGATCATCCGATGGCTATATCGGCTCTAATTCT 
AAGCGTGCTAAACCACTCGACCCGCTGATTTCTAATCCGCGTCAGGTGATTGTGCTCGAT 
GAATTTGAGAAGTCTCACCCTCATTTCCAGCAATTGTTCATGGCAGCTCTTGATACAGGC 
ACTATGGCGATGGCTAATGGCACGACATTGAATTTCTCTCAGGCCATTATCATTGCCACC 
ACCAATGCAGCCCGCGACAAAATCGGTCGTGACAGCTTTGGATTCGATTCAGATAATTCA 
GGTGTCCTCGGTTCTGCTCAAGCAGCAACTGATCCGCGTGCACAGGAACGCCTCAAGTCA 
CTGATGTCCAAGGATTTCCTGTTGAACTGCTCAACCGTTTCCAGAATATCTTTGCCTTCA 
ACCGCATTGATGCAGGCACCTACCGTGAGATTCTGGACAATCTCTACCAGCGTCGCCGTG 
ACGCCGTGCTGCTTAGCCACCCCGCATTACGCAGCACAGATCCCTGCAGATATTGATTCA 
GACACTCTTGATCAGCTGGTGGAAACCACCTTTATCTCAGATTTTGGTGCACGTCCTGCT 
GCACGCACCATCGAAGACCACATCGCATCCTTGCTGATG 

>RXN0104 6-downstream 
TGACCAACCTTTTAGGAGTACAT 



>RXN01120-upstream 

ACAGGTAAAGCGCTAAGATGGAACAACCCATTGCCAATATTGTTGGTTAGAGTTGTACGC 
AGTAAATCTTTTCAATCGTGGAAGCGGGTCTCACAGTCTA 

>RXN01120 

ATGGCACGTATGCAGGAAAGCGCCGATCTGCTCAAATGTTCCTTCTGCGGAAAGAGCCAA 
AAGCAGGTAAAAAAACTCATCGCGGGTGGCGCCGTATATATCTGTGATGAGTGCATTGAG' 
CTGTGCAACGAGATTATTGAAGAAGAACTCGGTCAAGCTCAACACGACGAGCAGGAGCGC 
AACGAGCTCCCCAAGCCGTCGGAGATTTCAGCCTTCCTTGATACTTATGTCATCGGGCAG 
GACCCAGCAAAACGTATCCTGTCGGTTGCGGTGTACAACCATTACAAGCGTCTCCGCGCA 
TCGGAAACCATCGGTCGTCGCAGGAATGACGAGCCTGAAACCGAACTGGTTAAGTCCAAT 
ATTTTGATGCTCGGCCCCACTGGCTCCGGCAAGACTTTCCTTGCCCAGACTTTGGCAAAG 
CTGCTGGATGTTCCTTTTGCTATCGCGGATGCCACCTCACTGACCGAGGCTGGTTATGTG 
GGCGAGGATGTGGAAAACATCTTGCTCAAGCTGCTTCAGGCTGCTGATTTTGATGTGGAA 
CGTGCACAGCGCGGCATCATTTACATCGATGAAGTGGACAAGATTTCCCGCAAGTCTGAA 
AACCCATCGATCACTCGCGATGTTTCCGGTGAAGGCGTGCAGCAGGCACTGCTGAAAATT 
TTGGAAGGCACTGTCGCCGCAATCCCACCGCAGGGAGGACGCAAGCACCCCAACCAGGAT 
TTCATCCAGCTGGATACCACCAACATTTTGTTCATCGTTGCTGGTGCGTTCTCTGGTCTG 
GAGAAGGTCATCGCGGACCGCAATGGCAAGAAAGGCTTGGGCTTCGGTGTGGAGGTCTCT 
TCCAAGAAGGAAGAAGCCAACATTGTGGATATCTTCAAGGATGTCCTCCCTGAGGACCTG 
GTGAAGTTTGGTCTCATCCCAGAATTCATTGGGCGTCTGCCAGTCGTTGCCACCGTATCC 
AACCTGGATCAGAAATCTCTGGTCAAGGTTCTCACGGAGCCTCGTAACTCATTGGTGAAG 
CAGTATCGACGTCTGTTTGAAATGGATGACGCTGTGTTGACCTTTACTGATGATGCTTTG 
GAGGAGATCGCTAATCAGGCACTCGAGCGCAAAACTGGCGCCCGTGGCCTGCGCGCGATC 
ATGGAAGAGATCCTGGTTCCGATCATGTATGACCTCCCAGACCGTAAAGACGTTGGCGAA 
GTCATCATCAACGGTGCCGTTGCCCGTGGCGAAGCCGAACCAGAGATGTTGGAAGCTGTC 
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GC AGAAGAAAAG AC CGCG 

>RXN01120-downstream 
TAGTTGGCAGGAGTTATCACCGG 



>RXN0114 5-upstream 

TAATGTAGTTGTCTGCCCAAGCGAGTT7\AACTCCCACGATTTACAGTGGGGGGCAGACAT 
CTTTTCACCAAAATTTTTACGAAAGGCGAGATTTTCTCCC 

>RXN01145 

ATGGCTATTGAACTGCTTTATGATGCTGACGCTGACCTCTCCTTGATCCAGGGCCGTAAG 
GTTGCCATCGTTGGCTACGGCTCCCAGGGCCACGCACACTCCCAGAACCTCCGCGATTCT 
GGCGTTGAGGTTGTCATTGGTCTGCGCGAGGGCTCCAAGTCCGCAGAGAAGGCAAAGGAA 
GCAGGCTTCGAGGTCAAGACCACCGCTGAGGCTGCAGCTTGGGCTGACGTCATCATGCTC 
CTGGCTCCAGACACCTCCCAGGCAGAAATCTTCACCAACGACATCGAGCCAAACCTGAAC 
GCAGGCGACGCACTGCTGTTCGGCCACGGCCTGAACATTCACTTCGACCTGATCAAGCCA 
GCTGACGACATCATCGTTGGCATGGTTGCGCCAAAGGGCCCAGGCCACTTGGTTCGCCGT 
CAGTTCGTTGATGGCAAGGGTGTTCCTTGCCTCATCGCAGTCGACCAGGACCCAACCGGA 
ACCGCACAGGCTCTGACCCTGTCCTACGCAGCAGCAATCGGTGGCGCACGCGCAGGCGTT 
ATCCCAACCACCTTCGAAGCTGAGACCGTCACCGACCTCTTCGGCGAGCAGGCTGTTCTC 
TGCGGTGGCACCGAGGAACTGGTCAAGGTTGGCTTCGAGGTTCTCACCGAAGCTGGCTAC 
GAGCCAGAGATGGCATACTTCGAGGTTCTTCACGAGCTCAAGCTCATCGTTGACCTCATG 
TTCGAAGGTGGCATCAGCAACATGAACTACTCTGTTTCTGACACCGCTGAGTTCGGTGGC 
TACCTCTCCGGCCCACGCGTCATCGATGCAGACACCAAGTCCCGCATGAAGGACATCCTG 
ACCGATATCCAGGACGGCACCTTCACCAAGCGCCTCATCGCAAACGTTGAGAACGGCAAC 
ACCGAGCTTGAGGGCCTTCGTGCTTCCTACAACAACCACCCAATCGAGGAGACCGGCGCT 
AAGCTCCGCGACCTCATGAGCTGGGTCAAGGTTGACGCTCGCGCAGAAACCGCT 

>RXN0114 5-downstream 
TAAGTTTCACCCCTTTGACGGCT 



>RXN01152-upstream 

AGTGAAGGATCTGATGTGGTTTGAACAAGCCCTGGAAGCCTATCTGGTAAATTAACGCCG 
AG T T C AAT C AAG A C AAG C AC AC AG AAG AAAG T GAG G G C T C 

>RXN01152 

ATGCCCTACTCAGGTCCGTTCCAAGCAGGCGACCGCGTTCAGCTCACCGACGCTAAACGC 
CGCCATTTCACCATCATTTTGGAACCAGGAACCACCTACCACACCCACCGTGGACAAATC 
GCACACGATGACATCATCGGCGCCGATGAGGGCACTGTTGTCCACTCCACCATGGGCTCT 
GATTACTTGTGCTTCCGTCACCTCATGGTTGATGACGTGCTGAGCATGCCTCG.TGGCGCT 
GCAGTTATTTATCCAAAGGACTCTGCACAGATTCTGGT.CGAGGGCGATATTTTCCCTGGC 
GCCCGAGTTCTGGAAGCTGGCGCTGGTTCCGGTGCACTGTCCATGGCGCTGCTTCGTGCA 
GTGGGTGAAAAGGGCAATGTCATCTCCTACGAAATCCGTGAGGATCACCTGGAGTACGCA 
GTCTCCAACGTGGAGGAGTACTTCGGTGAGCGTCCAGCAACCTGGGATCCACGTCTTGGT 
GACCTGAAAGAAGTCACCGTTGAGGATCTCGGCGGACCTGTTGACCGCATCATCTTGGAT 
ATGCTTGAGCCGTGGGAAATGCTGGAGACCTGCAAGGATCTTCTCATCCCTGGTGGTGTG 
TTTATGACGTATGTGGCGACCGTGCCACAGCTGATGAAGGTCATGGAAGGCATCCGCGAG 
CAAAAATGCTTCACGGAGCCACGCGCGTGGGAATCTTTGGTTCGTGATTGGAAGGTGGAG 
GGCTTGGCAACACGCCCTGAGCACCGCATGAATGCCCACACCGCGTTCTTGGTGTTGACC 
AGGCGTTTGGCTGATGGCGTGGAGCCTCCTCGTCCGCAGCGTAAGGCACGTCGA 

>RXN01152-downstream 
TAAAAAGACCTAGTTGGAGGGCG 



>RXN01166-upstream 

ACCGTACCCACAGACACACCAGAATTAACAGAAACAGACTGAAAAACAACATCGCTCGAC 
ATGCGCGTAATCCTAACCCGCGCACACTAATGTGGCCGAT 
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>RXN01166 

ATGGGCTACACCAACCTCAACGACACACGGGTCTTGCGCGCCGGGTCATGTGATGCCTGG 
TGGCGCACGATGTCTCCGCTAGTGCAGCAGGGAAGTGAGGCAGTCTTTCGGCGCATCATG 
GGTCTCTCGCGGCGTCCTGATCGGAAACCTGGCTTTGACGATGTCCCACATTTCGGCGCA 
GCTGTTCGAGTTCCCGGTCTAAAACACGGCACGTTGGTCAATGCTGCACCCTTGAAAGTT 
TTGGGCGCACGGGGCGAGCCCAACCCCGCGAGTTCGTACCGTTTTGAATACATCACCGGT 
GATTCCGCAGGTCGAGCCATCACTGCGACCGGCGCTGTCCTCTTTTCCACACGCCCCTGG 
ACAACCGGCCCGCGTCCCGCGATCGCCATGGCTCCATCCACCCAAGGCGTCGCACAGCAC 
TGCGATCCCTCCCACACCTGCGCCATCGGACTC71ACGCATTCTATGACAAACCCTTCGAC 
GCAATCATTGCTTACGAACTCCCCGTCATCCTCTGGTTTCTAGCTCACGGACTTGACGTT 
GTGTTCATCGATTACCCCCGCGACCCCGCAACCGGCGTCCAATACTATTGCGATTCCATC 
GCTGCAGCTAAATCGCTTCTCGACGCCGTCCTCGCCTCCAGACAACTCGGCCTTTCACCG 
GAAGCACCGCTTGGCCTGTGGGGATTCTCCCAAGGAGGCGGCGCCACTGGCTGGGCTGCA 
CAATTGCAGGATTACGCACCTGATGTCCGCCCAAAGGCAGCGGTCGTGGGCGCTCCACCA 
GTGGATCTCTTCCGCGTCTTGGACACTGTCGACGGCGGATTGCTCACCGGAGTGATTGCC 
TACGCCATCGCGGGACTTGCAGTGAACTCTTCAGAGATGTTTGAGGAAATCATGTCGGTG 
TTAAATGAACGCGGAGTCAGTGATGTGCTGAAAAATATCACCAGCTGCGCGGGAGGTTCC 
TTGTTGGCCAGTGGCTACTCGTCTTCCCGCGGGTGGACACATCAGGGCACGCCGCTGGCA 
GACATTCTGGACGATCTGCCACTTGTTGTCGCTGAGT.TTGGGAAGCAAAAGCTGGGTCGT 
GTGGCGCCAGAAATCCCAGTGCTGTTGTGGGGCTCTAAAAATGATGATGTCATTCCCATT 
GATCCCATTAGGGAATTGCGTGATAGCTGGGCGGACAAGGGTACGCCATTGACCTGGCAT 
GAATCCCAAGCGCCGCGTGTGCCAGGACGCACAGGTCTCAACCATTTCGGGCCCTATTTT 
AGAAACCTGGAAAAGTACTCGGGATGGCTCATAGATCATCTTGTC 

>RXN01166-downstream 
TGAGTGCCGTTTTAAAGGCTCGG 



>RXN01181 

TCTGTACTGCTCGCTCGCGACTTGGTGAACACCCCTTCATCACACCTGTACCCAGAGTCC 
TACTCAGTAATTGCATCCAACGAAGCGTCCAAGCACGGCTTGCAGACCACCATCCTGGAT 
GAGAAGCAGCTTGCTGATCAAGGTTTCGGCGGCATCCTCGCAGTCGGTAACGGCTCCTCC 
CGCAAGCCTCGTCTGCTGCGCATCGATTGGAAGCCACGCAAGGCTAAGAAGTCGATCGCT 
TTGGTTGGCAAGGGCATCACCTTTGACACCGGCGGAATTTCCATCAAGCCTGGCGCAAGC 
ATGGAGAACATGATCTCCGACATGGGTGGATCCGCATCCGTATTGGCCACCATTATCGCT 
GCAGCTCGTTTGAACCTGTCGATCAACGTCTTCGCGTTCCTACCAATGGCTGAGAACATG 
CCATCCGGTGACGCTTTCCGCCCCGGCGATGTCATCACTCATTTCGGTGGTATCACCTCC 
GAAATCTTGAACACCGACGCTGAAGGCCGCCTCATTCTGGCAGATGCCATTGCTTACGCT 
TCTGAAGATAAGCCTGACTACCTCATTGATGCGGCAACCCTGACTGGTGCTCAATTAGTC 
GCTTTAGGCCTGCGGACTTCAGGTGTCATGGGTACCGATGAGTTCCGCGACAGCGTTGCC 
AAGACTGGCCGCGAGGTTGGCGAGCAAGCATGGGCAATGCCTCTTCCTGAAGAGCTCGAT 
GAGCAGGTTAAGTCCCCTGTCGCTGACCTGCGCAATGTCACCAATTCCCGTTTCGCAGGA* 
ATGTCTGCTGCGGGTCGTTACTTGCAGGAATTCGTTGG.TGCCGACATCGAGTGGGCTCAC 
GTCGATATCGCTGGCCCTGCATACAACACTGCTGGTGAATTCGGTTACACGCCAAAGCGC 
GCAACCGGACAACCAGTGCGCACCTTCGTTCAGGTTCTGAAGGATCTGTCGGAAAGC 

>RXN01181-clownstream 
TAAACGCTAGTTAAAGATCAGGA 



>RXN0122 6-upstream 

CGTGCGGGGAAATTTAAAGTGATGACAGTGCACGATCATCATGGAGGTTTCCTCACATGG 
TGGCGGGGCCTGTTTTTGCTTGTGGTGGACTCATGGTTGG 

>RXN01226 

ATGGGGGATGTGAATAACTCTCCCCTTTTAGTTGTTGGCCTGGGAAATCCCGGCCCGAAA 
TACGTTGGCACCCGCCACAATATTGGCTTTGAGGTTGCAGAAGAACTAGTGTCGCGCAGC 
TTTGGATCATTTAGTGTGCACAAGCGCTCCAACACCGATATCGCGCAGCTTCCTGGGCTA 
ATTGTGGCCAAGCCGCGCAGCTTTATGAACCTGTCGGGAACTCCGATTCGGGCGCTGTGT 
GACTTCTTTAAGATTTCCCCAGCCAATGTCATCGTGGTGCATGATGAATTGGAGCTTGAT 
TTCGGCTCAGTGAAGCTACGTCAGGGTGGCGGGGATCATGGGCACAATGGTCTGAT^ATCC 
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ACGTCCAAATCTTTGGGAACTAAGGACTATTGGAAGCTCAGCATGGGTATCGGTAGGCCA 
CCGGGTCGGATGGATCCGGCAAGTTTTGTGTTGAAGCCTTTTGGCAAGCAAGAACTGGCG 
GATATTCCCATCATGGCGGCTGACGCTGCAGATCTCGTCGAAAAGCATTTGCAGCAGGGC 

>RXN0122 6-downstream 
TAGCTACTTGCGCCGCGCCTCTT 



>RXN0 12 67 -upstream 

TGCTAGTTTTAAAGAGGCGTTGAGGGGTAGTATCGCGTAAGTTTATTAGTGGTTAGCGTA 
GAT T T T T C G AAT T G AAG AT G T T T C T G AAAG G TAT T TAG AT 

>RXN01267 

ATGTATGCAGAAATTAATGGCGGTTTTATTCCAGAGGGCACCGTGCGGGTAAGCGGCGCA 

AAAAACTCTGCTACTAGACTTCTCGCGGCGGCACTGCTAACCGATGAGGTGGTGCATCTT 

GGTAATTTCCCAACCAAGCTTGTGGATGTTGAACATAAAATTCGCTTTATTGAAGAGCTT 

GGCGGAAAAGTGCATGTCGACCATGATGAGCAAATTTTAGTAGTTGATGCTAAGGATCTT 

GCAGCGCGAGAAATGACTACTGATGAACTGAATATTCCGATTCGAACTACTTATCTCCTA 

GCAGCAGCGCAGATTGGGCGTGGGGAAATTGCT.CGAGTTCC.TTTTCC.TGGGGGGTGTGCT" 

ATTGGAGGAGGTCCTGCTGGCGGACGAGGATATGATCTTCATCTTATGGTCTGGGAACAG 

CTAGGTTGTAAAATTCTTGAAAAAGATGATCACATTGAAGTAACTGCACCCCAGGGCTTT ' 

ATCGGGGGAGTTATTGACTTTCCTATTTCTACTGTGGGAGGCACTGAAAACGCGTTACTA" 

TGCGCAAGTATTGCTTCAGGGGATACTAAAATTGCCAATGCTTATATTACCCCTGAGATA 

ACTGATCTTATTGAACTTCTGCGACGTATGGGTGCGGAGATCACTGTCTACGGTACCAGC 

CGTATTCATGTAAAGGGTCGAGCAGGTCTTTTGCAGGGCGCATATATGGACGTAATGCCG 

GATCGTATTGAGGCATTGACGTGGATCGTGTATGGAATTATTTCAGGCGGAAGGATTACC 

GTCGAAGGTGTTCCATTTAGCTCGATGGAAGTTCCTTTTATCCACCTTGAGAAGGCTGGA 

GTGGATCTTTTCCGTAATTCAAGTTCCGTATATATTACACCAGAATGCTTGCCTTCAGGC 

TCAGTTCAGCCATTTGAGCTAGCGTGTGGAACTCACCCCGGAGTAATTTCGGACATGCAG 

GCACTTTTTGTTCTTTTAGGATTAAAAGGTGCAGGAACTTCACGCGTCTATGACTATCGA 

TACCCAGAAAGAATTGCATTTGTTGAGGAATTGACAAATCTAGTTTCGGGCGACAAATTA 

AGTGCAGAGGCTGGCAAGATCACTATCCAGGGAGATGCTACTTTCCGGCCAGGATATGCG 

AACTCAACTGATCTACGTGGTTCTATGGCTGTTGTTTTAGCGGCGCTTTGCGCTGATGGA 

AAGTCCACGATTAATAACGTCCATATGGCGTTACGTGGGTACAACGAGTTGGATAAAAAA 

CTTCGTTTACTTGGTGCGGATTTAACTATCAGAGAAGGCGAAGTTCCTTCACCT 

>RXNO 12 67 -downstream 

T AAG AAC G AAAG T T T T AC AT T G A 



>RXN0 1277 -upstream 

TACTACTCGGTTCACGTTTACGTCGGCTGATCCAATTGGAGGCG.CCCTCGGAAGCCGCCT ' 
TAAAAAACCTGCCGGTCAAAAGATCACTAACCTGAACTTC 

>RXN01277 

ATGACTGATTACACGTTCCTCGAAGACATTGACACCCCGGAAGCGCTCGCGTGGGCGGAA 
AAATGGTCGGGGGAAAGCGTCGAAAAGCTAAAAAGCCCAGCCAAGGACGCCCTGGAAGCC 
AGGCTGCTGGCTGCGTTGGACACCGATGATCGCATTGCCTACGTGAGCCGGCGCGGTGAG 
AAGCTGTACAACTTTTGGCGGGACGCGCAGCATCCGCGTGGAGTGTGGCGCACGACCACG 
TTGGAGTCGTATGAAAGTGACCAGCCGGAGTGGGACGTGCTCATTGATGTGGATGCGTTG 
GCGGAGGATGAGGGCGAAAACTGGGTATGGAAGGGCGCGGTTGTGCGCTCGCCGGAGTTT 
GATCGGGCGTTGGTGAAGTTCTCGCGGGGCGGGGCTGATGCGACGGTGATTAGGGAGTTT 
GATCTGGCCACGGCTGCTTTCGTGGATGATTCGCCGTTTGAATTGAAGGAGGCGAAGTCC 
GATGTCACGTGGGTTGATCTGGATACGTTGCTGGTGGGCACGGATACCGGCGAGGGGTCA 
CTGACGGATTCTGGGTACCCGGCGCGGGT.GCTCACGTGGAAGCGTGGGACTCCGCTTGAG 
CAGGCGGAGTTGTTCTTTGAGGGGTCGCGTCAGGATGTGGCGACTCATGCGTGGCGGGAT 
TCAACACCTGGTTTTGAGCGGACGTTTGTGTCAAGGTCGTTGGATTTCTATAATTCGGAG 
ACGTCGCTGGAAACCGAGGGTGGCCTGGTCAAGCTTGATGTGCCGACCGATTGCGATGTC 
ATTGTGAAGAAGCAGTGGATTTTTGTGAGTCCTCGGACGGATTTCGCTGGGATTCCAGCA 
GGTGGCTTGGGAGTGCTGCTGTTAAAGGAGTTCCTTGAGGGCGGGCGCGATTTTCAGCCT 
GTGTTTACGCCTACTGAGTCGACGTCGCTGCAGGGATTGGCCACGACAAAGAATTTCCTG 
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GTTTTAACGCTCCTTAATAATGTCTCCACAGAAATCGTCACAGTGCCGCTCAATGATCCG 
ACAACGGAGCATGAACACATTGACCTCCCAGAGCATGTCACCGCGCATGTGGTTGCTACC 
TCCCCGTTGGATGGCGATGAAATTTGGGTGCAGGCAGCGAGTTTCACCGAAGCGCCAACG 
TTGCTGCGTGCGGAGCTGCCTGGTGCGCTTGAGGCTGTGAAGAAGGCGCCGTTGCAGTTT 
GAAAATGCTGGTCAGGAGACTCGTCAGCATTGGGCAACCTCGGCGGATGGAACGAAGATT 
CCGTACTTTATTACAGGAGCCTTCGAGGAGGAACCACAAAACACCCTGGTCCACGCCTAC 
GGCGGCTTCGAGGTTTCCCTTACCCCAAGCCACTCCCCGACCCGCGGCATCGCATGGTTG 
GAAAAGGGCTACTACTTTGTGGAAGCCAACCTGCGTGGTGGCGGTGAATTCGGTCCGGAA 
TGGCATTCGCAGGCAACCAAGCTGAACCGCATGAAGGTGTGGGAGGATCACCGCGCGGTG 
CTCGCCGACCTTGTGGAGCGCGGCTACGCAACGCCGGAGCAGATTGCGATTCGTGGCGGA 
TCCAACGGTGGTTTGCTGACAAGTGGCGCGTTAACTCAGTACCCAGAAGCATTCGGTGCG 
GCAGTTGTGCAGGTGCCGTTGGCTGATATGTTGCGCTATCACACCTGGTCAGCGGGTGCT 
TCGTGGATGGCGGAGTACGGCAACCCTGACGATCCGGAGGAACGGGCGGTGATTGAGCAG 
TACTCGCCGGTGCAGGCGGTGGTGGGCGTCGAGAAGCGAATTTATCCACCCGCATTGGTG 
ACGACCTCAACCCGGGACGACCGCGTCCACCCCGCGCACGCGCGCCTTTTTGCTCAAGCT 
TTGCTTGATGCGGGCCAGGCCGTGGATTACTACGAAAACACCGAGGGCGGCCATGCCGGC 
GCGGCGGATAACAAGCAGACCGCGTTTGTGGAATCGCTGATCTACACCTGGATCGAGAAG 
ACTTTGGATCAGCAGGGTAGCATT 

>RXNO 127 7 -downstream 
TAATACCTATGATTATGCGAAGG 



>RXN0 1302 -upstream 

TGGGGCTGCGTGGTGTTCTTCATCATCGCCACCGCTTTGACCTGGATCTACTACGCCCGC 
CCGAACGCTCCATTCCCGGGATAAACCGAAAGGCCAATCC 

>RXN01302 

ATGACTACAACTACTTCTTCTGGGAAGTCTTCTGAAAAGATCAACCCCCTCTTCAAGCTC 
GGCAGTTTCCTAAGAAAAGGCACCGTCGGTTCTGAAGGCCAGCAGATTTTCCTTCAGGGC 
GGACGCCAAGCCGATGTGTTTTATCGCAACCGATGGGCTTTCGATAAAGTCGTGCGCTCC 
ACACATGGCGTGAACTGCACGGGCTCCTGCTCGTGGAAAGTGTATGTAAAAGACGGTGTG 
ATCACCTGGGAATCCCAGGCAGTGGATTACCCAACTACCGGTGCGGATATGCCCGACAAT 
GAACCACGTGGCTGCCCTCGTGGTGCATCATTTTCCTGGTACACCTACTCCCCAACCCGC 
ATCCGCTACCCATACATCGGTGGCGTGCTAGTTGATATGTCCGCGAAGCCAAGGAACGCC 
TGGGCGATCCGGTGCTGGCGTGGCGCGACATTG 

>RXN01302-downstream 
TAGAAACCCCAGAAAAGCGCAAA 



>RXN0 130 8 -upstream 

TTTCCTGGTACACCTACTCCCCAACCCGCATCCGCTACCCATACATCGGTGGCGTGCTAG 
TTGATATGTCCGCGAAGCCAAGGAACGCCTGGGCGATCCG 

>RXN01308 

GTGCTGGCGTGGCGCGACATTGTAGAAACCCCAGAAAAGCGCAAAGCATATGTATCCCAG 
CGGGGCAAAGGTGGCCTCATCCGCGTTCAGTATGAGGAAGCCATGGAGATTGCTGCGGCA 
GCCCATGTGTACACCATCCGCCAATACGGCCCCGACCGCATTCATGGATTCACCGTTATT 
CCCGCAATGTCGCAGGTGTCTTACGGTGCTGGTACTCGCTTCTTGCAGATGATCGGCGGA 
GTGGCGCTGTCCTTCTACGATTGGTACGCCGACCTCCCACCAGCATCACCACAAACTTTC 
G G C GAT C AAAC T G AC G T T C C G G AAT C T GG C G AC T G G T AC AAC T C C AG C T ACC T CAT GAT G 
TGGGGTTCCAACATTCCGGTGACCCGCACGCCTGACTCCCACTTCATGGTGGAAGCCCGC 
TACAAGGGCACCAAGGTTGTTGTGGTTTCCCCGGATTTCGCTGACTCCACCAAATTTGCT 
GATGAATGGGCACGCATCCACCCTGGTACTGACGGCGCACTCGCCTTTGCCATGGGCCAT 
GTGATCTTGAAGGAATTCCATGTTGACAAGAAGACGCCGTACTTCATGGACTACATGCGC 
AAATACACGGACTCTCCTTTCCTCGTGGAATTAGATGAGCACGGCGATGGCACCTACACC 
CCAGGTAAATTCCTCACTGCAGACCGCGCAGCTGATATCTCCCCAGCGCTTGCCGCCACT 
CCAAATGCCACCCACCGTCTCCTTGTGCTGCAAAAAGATGGCTCAGTTGTAGATCCCGGT 
GGCACTGTCGCGGACCGTTGGGGTGAAGAAGGCATGGGTAAGTGGAATCTGCGCTTAGAC 
GGCGTAGATCCAGTGATGACTATTGCAGATGTACAGACTGACACCGAAACTGCGGAAGTC 
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CTCTTCCCCCGCTTCGATCTCCCAGCAACTGCCACCCAAGAAGGCCCCATTGGTGCTGGC 
ACCATCAGCCGGGGCGTTCCCACCATCACGTTGAATGGCCGAAAGTACACCACTGTCTTT 
GATGTGTTGCTCGCACACTACGGTGTGAACCGCGAAGAGCTCAACCTTCCTGGTGAGTGG 
CCTAAGGATTTCCAGGATCCAGTCATGGGTACTCCTGCGTGGCAGGAAGAGCTCACGGGT 
GTTCCTGCTAATCAGGCGATTCGTTTGGGTCGGGAATTTGCTCAGAATGCTGATGATTCC 
AAGGGCCGTTCCCAGATCATCATGGGTGCTGGTGTGAACCACTACTTCCATGCGGATTCT 
ATTTATCGCACATTCTTGGCGCTGACCTCTATGTGTGGCACCCAAGGTGTTAACGGTGGC 
GGTTGGGCTCACTACGTTGGTCAGGAGAAACTCCGTCCAATGAATGGTTGGGCACAGTAT 
GCCTTTGCTACAGACTGGCAGCGTCCACCACGTCAGATGATCACCACTGGTTTCTACTAC 
CTCACCACGGATCAGTGGAGGTATGACAACACTCGTGCTAATCGTCTGGCTTCCCCACTG 
GCTAATCGTGGCACCGTGGGTGACAAAATGACGGCGGATACCTTGGTGGAATCCATGAAA 
CGTGGATGGATGCCGTCATTCCCGCAATTCAACCGCAATCCCCTCATCTTGAGCCAGGAG 
GCGGAAGAAAAGGGCGTGTCTGTTTCTGACCATATTGTTCAGCAGCTCACCGATGGTGAC 
TTGCAGTTCGCCTGCGAGGATCCGGATGCACCGGAAAACTGGCCACGCATTCTGCTTAAC 
TGGCGCACAAACCTAATGGGCTCTTCAGCTAAGGGCACGGAGTTTTTCTTGCGCCATATG 
TTGGGTGTGGATTCTGATGCATCTGCTGAAGAAAACGCGCCGGAGGATCGTCCAAGTTCC 
ATTGTGTGGAGGGATGAGGCTCCGGAAGGAAAGCTCGATTTGATGCTGACCACGGATTTC 
CGCAACACTTCCACCACCTTGGTCTCGGATATCGTGCTGCCGGCAGCCACCTGGTATGAG 
AAGCATGATTTGTCCACCACGGATATGCACCCCTTCATCCACTCGTTCAATGCTGCGATC 
AACCCACCGTGGGAGACGCGTACTGACTGGGAGGTCTTCCACGATCTCACCAAAGAATTC 
TCCTCACAGGCAGCAACCTGGTTGGGCACCCAAACCGATGTGAT.CACCGCACCGATTGCC 
CATGACTCCCCGGATGAGCTCAATATGCCTGGCGGTATCGTGCCAGATATTGATGAGGTC 
GGGCTGATCCCTGGCAAGACGATGGCCAAGATCATCCCGGTGGAACGTGATTACTCCAAG 
GTGTATGAAAAGTGGACACACTTGGGACCACTCACCGCCAAAGCGGGTACCGGAACCCAC 
GGCACTGCGTTTAACGTGACCAAGCAAACCGAGGAGCTGGCGCTGATCAACGGCACCTCC 
ATC 



>RXN01309 

ATTGCAGACCACGAAGGTACCCACATCAATTGGGACATGGTCAAAGAACGTTCCGCCGAG 
GTGATCACCTCACCGGAGTGGACTGGTTCCAAGAAGGACGGACGTCGCTACACCGCGTTT 
TCCATCAACATTGAATACGACAAGCCGTGGCACACCCTGTCTGGTCGCATGCACTACTAC 
CTCGACCACGATTGGTTTATTGATTACGGCGAGCAGTTGCCAATCTTTAGGCCACCGTTG 
GACAAGATCCACATCAATGGTGAGGTCGGCCCTGGCCAGTCGGTCACAGGCACCGACGGC 
GAACCAGAAGTAACCGTGCGTTATCTGACCACCCACAACAAGTGGTCGATTCACTCGCAG 
TACTACGACAATCTGCATGTGCTTTCTATTTCTCGTGGCGGCCAGGTGATCTGGATGTCC 
AACAAGGATGCAGAGAAACTCGGTATCGCTGACAACGATTGGATCGAGGCTTATAACCGC 
' AACGGCGTTGTTTCTGCTCGTGCGATTGTCTCCCACCGCATTCCTGAAGGCACCGTGTTT 
ATGAACCACGCGCAGGAACGCACCGCTGGCACCCCGCTGAACGAGAAGTCTGGCAGGCGC 
GGCGGAACTCACAACTCTCTTACTCGAATCATGATTAAGCCGGTCCATGTTGCCGGTGGC 
TACGGCCACTTAACCTATGGCTTCAACTACATCGGCCAACCGGAAATAACCGCGATGAGG 
TCACCAGAATTCGTCGCCGCTCCCAGGAGGTGCAGTACTAATGAAGGTCATGGCTCAGAT, 
CGCAATGATCATGAACTTGGA 

>RXN01309-downstream 
TAAGTGCATTGGCTGCCACACGT 



>RXN0138 6-upstream 

CTCTATTGTGGTACGCACCATGACTGCTCAACCAGCCCACGAGCCGCCAAGGCATCTCCG 
GTTCAGTACGAGCGGGATCCTCCCGGACAATCGCGTCCAA 

>RXN0138 6 

ATGTGGGAGGGCCACAATGCTCGCGCATTGCTTCCGCTCGACATTAGAACCATTGACGAT 
CGCCCCATGCAGGCCTCCGAAACCAACCTGCACCTCCCATCAATGCGGATGGCGAGCGTA 
TTCGGGACTTCGCAATTTGTCGAGCGTTCAGAGAGTTTCATCTCAGAAAACCCCACGGGT 
GTGGTTGCGATCTTCTTTGCGACTGAAGGTGAAGCAGTCTTCTTCCACCGTGGTGGACAT 
GTAGCGCTTCGGCCAGGTCAGGCCATTGTTTACGACGCCGATAGGCCATTCCTCCGCGGA 
TTCAACAATCGCTTCCGCGAGCTAGTTCTCACCATCCCGAAGCAGCGCTACCTTGAAATT 
GTTGGCTCAAAAGGCCCTGAGCTTCCCGCTATTTTTGAGTTCGGAGCAACAGGAACCGCC 
AATGAACAAGCTTTAGCGCGACTAGTTCAGGAATCTCTACACAGGATTGAAAGTGGCGAG 
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CCGAAGCATATCGATTCCAGTGGACCTTTAGGAAAACCGTGGAGCGATATCGAGCACGAG 
GCCCACGGACTTATCCGCAATGTACTTGGCGACGCCACAAGTAGCGAAGAAGGCTTAATT 
TCTGCAGCCCAGAGATTTATTGACATCAATATTTCCGAAAGTGACTTACAAGCGTCGCGG 
ATTGCTGCAGCCGTGGGAATCAGCGAACGCCAACTAAGTCGAATCTTCTCAGACTCAGGA 
CAAACTATCGGACGCTACGTCCTAAACACCCGACTGGATTTTGCAAAGGAAGCGCTGTCG 
ACACCGGAGCGAGACAAGGTTTCGGTCAGTGAGATCGGTAAGCGCTTTGGGTTCGCTTCC 
CCAAGTCATTTCAGTCGCACCTTCCGCGAGCGGTTTGAAATGACGCCGCTTCAATGGAGG 
AAGGAATCGCAGCGTCAATCCTTTCAAGAG 

>RXN0 138 6-downst ream 
TGAGGTTTTTGTTCTCAGGCGGA 



>RXN014 61-upstream 

TCGACTATGACGAGACCCGTGAAAACTTCGCGCTTGGTTACAAGTTCGACATCGTCCTTC 
GTGGCCGCAACGCCACCCCATTTGAGTAAAGGGTTTTGCA 

>RXN01461 

ATGATTGATACAGGGAAGAACGGCGAGTTCCGCTACGAGCAGTCGAATATCATCGATCAG 
AACGAAGCCGAGTTCGGCATCACTCCTTCACAGACCGTGGGCCCTTACGTCCACATCGGT 
TTGACCCTTGAAGGTGCGGAGCATCTCGTGGAGCCAGGTTCGGAAGGCGCGGTGTCCTTT 
ACTGTTTCCGCAACTGATGGCAACGGCGACCCCATCGCGGATGCCATGTTTGAACTGTGG 
CAGGCCGATCCAGAGGGCATCCACAACTCTGATTTGGATCCAAACCGCACAGCACCAGCA 
ACCGCAGATGGCTTCCGCGGGCTTGGTCGCGCGATGGCAAACGCGCAGGGTGAGGCAACG 
TTCACCACTTTGGTTCCGGGAGCATTCGCAGATGAGGCACCACACTTCAAGGTTGGTGTG 
TTCGCCCGTGGCATGCTGGAGCGTCTGTACACTCGCGCATACCTGCCAGACGCCGATTTG 
AGCACCGACCCAGTTTTGGCTGTGGTCCCAGCTGATCGACGTGACCTCCTGGTGGCTCAA 
AAGACCGATGATGGATTCCGCTTCGACATCACTGTCCAGGCTGAAGACAAT GAAACCCCA 
TTTTTTGGACTC 

>RXN014 61-downstream 
TAAATTGACCCGATCTTTATACT 



>RXN014 66-upstream 

AATCCATGATCCCAAACTACCTCAAAGCGCTTGTAGGCTAAGACTTATGGATACACAACG 
CGGCTCATTGCGGGGAAAAGCTCATAAAGCAAGGCTAAAG 

>RXN014 66 

ATGACGCCAAATGGTCGCAGGCAACTCCTCCTGGAGCGTGGCGCAGCATTTAGCAAAAAC 
'CGTACCCCGGGTCTAAAACACGTCGACCGCCACACCATCGTGGACTCCGACGGCCTCAGC 
ATCCACACGTACATGGTTGGCCATGCCGAAAATGCCACGGCAACGGTCGTGTTCATCCAC 
GGCTTCACCCTCGCCGCCGAAGTGTATTACATGCAGGTCGACTACCTACAAACCTTTTAC 
CCAAATATTAAAAGCGTGCTTATCGACGCCCGCGGCCACGGCGCCACCGGCCAGATCCGC 
CCAGAGCTCTGCACCATCGAAGGAACAGCGAACGATGTTCTCGCAGCCATCCACGAACAC 
GCACCGACCGGCCCGCTCATTTTGGTTGGGCATTCCCTCGGCGGACTCACGGCACTTAAC 
CTGGTTAAACGGGCAGATCACTCACTTCGGAAGAGGATCGTCGGCATGGTTCTAGTCGCC 
ACATCGATCGAATCATTATCCACCCAAGGTCTACCACAAGTCCTGGCATCACCCCTTGCC 
G AC AAC AT C AAAAAC G C C G T C G AAG C AG C C C CC AAC G AT G C C C AAAAAT T C C G C C AAT AC 
GCCACCACATTTCTAGCCCCCACCCTGGCCACCGCAGTCTTCCAACGAGACACAAACGAT 
GAAGTCATCGATTTCCACGCCGCCATGATCCACGAAACCCCCTTGGATACCTTCGTCGGT 
TTCTTCGACGACCTCCAAGAACACGACGAACTCGATGCCGCACCAGCATTGGAAGGCCTC 
AAAGGCTACGTCCTTGCCGGCGAATTAGATGATGTCACCCCAATTAGCCAAGCCGACCGC 
ATCTGCGAAGTCTGGCCCGGCGCACGCCTTCAAATCGCAGAAGGAGCAGGTCATATGCTT 
CCGCTTGAAGCGCCAGGAATCCTCAATAATGCGATCGGCAACATTTTGGACGGGCTGGGC 

>RXN014 66-downstream 
TGAGGAACCTGGTTCGGGCGTGG 



>RXN014 99-upstream 
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GCAGCAATTATCTCCACCGAAGAGGACTAAATATAACGTGGCATTGAGCAGTGTTCCAGC 
ACAGTTCCTGAGATCCGCCCAGGCGCCCCCGAAGCGTACT 

>RXN014 99 

TTGTGGGACGTCTTAGAATCCGTCGCCTCTACTTATCCTGAGGCAGCAGCTATTGACGAT 
GGCCAGGTGTTGACCTACGCAGAGTTGATGGAAGAAGTCACCGCGTTGGCTGATTCCATT 
CATGCACAGGGCATTCGCCGTGGTGATCGCATCGGTATTCGCATGCCGTCTGGTACGCGT 
GACCTTTACATCGCTATTTTGGCCACTCTCGCTGCTGGTGCTGCTTACGTGCCAGTTGAT 
GCAGATGATCCTGAAGAGCGCGCCGAGATGGTGTTTGGTGAAGCAAATATTAATGCGCTT 
TTCGACGCCACCGGCTTCCATATGCTTCGCCCGACCGCGGGCGGCGATACCCGTAGACCA 
CGCTTGGATGATACGGCGTGGATTATCTTTACTTCCGGTTCCACCGGCAAGCCTAAGGGT 
GTGGCTGTGTCCCACCGTTCAGCTGCGGCTTTCGTGGATGCCGAAGCACAAATGTTCCTT 
GTCGATCACCCTTCCGGCCCCCTTGGCCCAGAAGACCGAGTCCTTGCGGGATTGTCTGTA 
GCCTTTGACGCATCTTGTGAGGAAATGTGGTTGGCCTGGGGCCACGGCGCCTGCTTGGTG 
CCAGCACCACGCTCCCTAGTCCGTTCCGGTATGGACTTGGGCCCATGGCTGATTCGCCGC 
GACATCAGTGTCGTCTCCACCGTCCCAACTCTGGCTGGTCTGTGGCCAGCAGAAGCATTG 
TCACAGGTCCGCTTGCTCATCGTCGGCGGCGAGGCTTGCTCGCAGGAGCTCGTTGAACGC 
TTATCGACGCCTGACCGCGAGGTGTGGAACACTTACGGCCCCACCGAAGCAACGGTGGTT 
GCCTGTGGCACTCAACTCTATGCTGGTCAGCCAGTGGGCATTGGTT.TGCCACT..TGCTGGT 
TGGGATCTTGTTGTTGTCGACGATGCCGGCGAACCTGTCGGAATCGGCGAGGTCGGCGAA 
.TTGGTCATCGGTGGTGTGGGTCTTGCACGCTACCTTGATCCAGAAAAAGACCGCGAGAAG 
TATGCGCCACTGAAGTCTGTTGGTTGGACCCGCGCTTATCGTTCCGGTGACCACGTTCGT 
CTGGAAGAAGATGGCCTCTACTTTGTGGGCCGCGTTGATGATCAGGTGAAAATCGGCGGT 
CGACGCATCGAGCTCGGTGAAGTTGATGCCAATGTGGCAGCGCTTTCCAACGTTCGTTCC 
TCCGCAGTGGTTGTTCAGACCACTGGTGCGGATCAAAAAGTTCTGGTTGCATACGTTTCT 
TTGGAAGATGCTGCAGCTGGATTTGATCACAACGTCGCGACTGCCCGACTCACCGAAACC 
ATGCCTGCTGCTTTGGTTCCGCGCATTCACGTGATGGATGATCTGCCTGTCACCACCTCC 
GGCAAGGTTGATAAGAAGTCTTTGCCGTGGCCTCTTCCTGGCACCGTGGTGGAAGCTAAT 
GACCTCAGCGCAACGGAAGCGTGGATTGCTCAGGAATGGGTCGATATCCTCGGCACTTCT 
GTGAGCAGCAAAGACGCCGACTTCTTCTCCCTTGGCGGTACCTCTCTCGCGGCTGCGACT 
TTGGTTGGCCGGGTACGCGCAAAGGTTCCCACCGCTGCGGTGCGTGATCTTTACGATCAC 
CCTCGCTTGGAGAAATTCGCCGAGC'GTGTCGAGGCTATCGCCGCCGACACTGGCATTTCT 
TTGGAGGCGCCAAACCAGGTGGAGGAGCGCGTCGTCAAGCCTGTTTCTTTTGGCACTCGT 
GTGATGCAGACCCTCATCCAGATTCCGATCATGACGCTGCAAGCAGCACAGTGGATTGCA 
TGGTTGCTGTTGGGCAACAACATCATGGCAGCGCTTGATTTCGATTGGGCTGTTCATGTC 
TCCTGGTGGCTTGTCATCGGCATGATTTTGGTGTTCGCTACCCCGATTGGTCGCTTGCCG 
ATCGGCGGTTGGGGCGCCCGCATCATCACCCGTGGCATAACTCCTGGCTCCTACCCTCGT 
GGCGGTTCCACTCACCTGCGCATTTGGTCCGCCGAGCGCCTTGCTGATGCCTCTGGCTCT 
CGCAATATTTCTGGCGCAACCTGGGTGAACTACTTCGCGCGTTCCCTGGGTGTGAAGATG 
GGCAAGGGCGTGGATCTTCACTCCCTGCCACCAATCACTGGCCTTTTGACCTTGGGCAAC 
.AAT.GTT.TCCATCGAGCAAGAAGTTGACCTTCGTGGCTACTGGCTCGACGGCGATATCCTG 
'CGTGTAGGCACCATTGAGGTCCATGACAACGCTCGCATCGGCGCTCG.TTCCACCCTGCTT 
CCCGGCACCGTGGTGGGCACCGGCGCTCACCTGCTGCCTGGTT.CAACAGTCACTGGTGAT 
AAGACCATCAAGCCTGGTTCTCGTTGGGCTGGCTCCCCTGCACAAAAGGT.GGGT.CGTGCA 
AAGCACCGGTTCCCAACCTCCCATCCTCCACGCAGGTCCCGGTGGGTTCCGGTGTTCGGC 
GCGACCTCCATCGTGTTGTCGCTGCTGCCACTTCAGGCTCTCGCTATTGGCGCTGCTATC 
ACCTTGTGGCTGGCCACGATTAGCCCGCTTCCACTGATCTGGGGTGTGCTGGTTTTTGCT 
ACCGTCGGCGCGTTGGCTGCGTTCTTTGCTTACACCGTGACCATCTGGGTGCTTGTCCGT 
TTGATCCAGATCGGCATCAAGGGCGGCACCGCACCAGTGAGGTCCCGTCTTGGTTGGCAG 
GTCTGGGCAGTTCAACGCCTCATGGACGATGCCCGCACCTATCTCTTCCCGCTCTACGCA 
TCCCAACTGACCCCACTGTGGTTCCGCAGCTTGGGCGCGAAGATCGGCAAGGATGTTGAG 
ATCTCCACCGCGGTGATGGTTCCTAAACTGGCTGATATCCGCGAAGGCGCATTCCTGGCC 
GATGACACCCTCATCGGTGGCTATGAGCTGGGTAATGGTTGGCTGCTCAGTGGTGAAACC 
CGCGTGGGTAAGCGTTCCTTCATTGGTAACTCTGGCATCGCAGGACCTGAGCGCAAGCTC 
GCTAAGAACTCCCTGGTTGCAGTGCTCTCCTCCACCCCGAAGAAGGCTAAGGCCAACTCC 
AACTGGTGGGGTTCCCCTCCAGAGCGCATGCGTCGTGTCACTGTCGAAGTTGATGAGGGC 
GAAGCAAAGACCTACAGCCCTGGCTTTGGTGTGAAGTTTGCACGTGGCGCGGTGGAAACC 
GCACGTCTGCTTGCTCCAATAACCTCTGGTGTGTTGGCTGCGCTGTCACTGCTGCTCATG 
CAGTACCTGCTCACTGAGTTCAACATGTGGATCACCTGGTTGCTTGGCGGACTGATCCTC 
ATGACGGTTGGTGTGCTCGCCATGGGCATTACGGTTGTGATGAAGTGGGTTTGCGTCGGC 
AAGCATAAGCCGTCTGAGCACCCTCTCTTCAGCCGCTTTGTGTGGCTGAATGAGCTGCAA 
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GATGCGTTCGTGGAATCCGTGGCTGGCCCATGGTTCCTCGTGCCCAACCTGGGCACCGGC 
GCGCTGAACGCCGGCATGAGCGCGCTTGGCGCACACATCGGCCGTGGCGCATGGATCGAA 
TCCTACTGGCTGCCGGAAACCGACCTCTGCTACATCGGCAAGGGCGCAACCGTGGGCCCT 
GGCGTGGTCGTGCAGACCCACCTCTTCCAGGACCGCGTGATGAGCCTAGATACGGTGACC 
GTCGCTGACGGCGCCACCCTAGCGGACCACTCCGTTGCCCTTCCTGCTTCGCTTATCGAC 
GCCTCCGCCACCATCGGCCCAGGCTCGCTGGTGATGCGCGGCGACAAGGTACCAGCGCAT 
ACCCGCTGGCAAGGCAACCCAATTGAGCCGTGGAGCAACTCT 

>RXN014 9 9-downstream 
TAAATAACAACAATCAGCCGGAT 



>RXN0 155 5 -upstream 

CTGGTTTTGTGCCGAGGATCAGCCAGCAAGTTAATGATCCTTACATGGCGCTGTTGTTGG 
CGCGGTAGTCAATCATGGGGGAGTATCCCACCGTATCCGC 

>RXN01555 

GTGAACAAGGGCGTGGTGCTGGTAGCAGGTGGATTCTCCCAGAATCCAGAACTGCGCATG 
AAGTACATGCCAGAACCCACCCCACAGTTCTCCCGCACCAACGAAAGCGCCACCGGCGAC 
ACCATGGCCCTTGCTGCGAAAGTGGGAGCACGCCTAGGCGACGACAACGGTGAAAACGCA 
CTGTGGTTCCCATCGTCCATCGGCACCCGCGCCGACGGATCCACCGCGGTGTACCCACAC 
ATTTGGGACCGTGGCCGCCTCGGAGTCATCGCAGTCAACGCAGCAGGCGAGCGTTTCGTC 
GATGAATCCGTCTCCTACCACCGCTTCGTGCGCGCCATGTACGAATCCAACAAAACCACC 
CCGACTGTTTCAGCCTGGCTCATTGTTGATTCCCACACCCTGGCAAAATACGGCCTCGGC 
ATGATCACCATGCCACACCTGCCTAAACTCGCTCTGCAAAAATACATCGACTCCGGATAC 
CTGCACGCAGGATCATCCTTGGATGAATTGGCACGCAGCATTGGTGTGGACGCTCGCGGC 
CTGGAACAAACCGTCAAACGCTACAATACCTTCGCTAAAACGGGTATCGACGAAGACTTC 
CACAAGGGCGAACTCCTCTTCGGTCAAGCCGCCGGCGATCCAGACAACAAGCCAAACCCC 
AACGTCGGACCAATCAAGAAGGGACCGTTCTACGCAATCGCTGTAGTCCCAACCCCTCTG 
GCCACTGCCTTTGGCATCAGCATCAACCCCAACGGACAGGTTGTTAGTGAAGATGGGGAG 
CCCATCATTGGACTGTACTCCGCAGGAAATGATGCCCAATCTGTCATGGCTTCTGAATAT 
CCTGGTGCTGGTTCACAGGTTGGTTCCGGAATGACCTTTGGTTGGATCGCAGCACAGCAC 
GCGGTGGGGAAAGCGGGAAAATCCGGAGGAGCTAAGGCAGGATATGCCGCGTCTTCTAAG 

>RXN01555-downstream 
TAATTGCTTGGTGGGTTGCTTAC 



>RXN0 1608 -upstream 

ACAGCGCGGAATTATCTAGACGCACACGTGTTGGTAACCGATCACACCAGCGCACGCTGC 
TAATCTTCACTCCATGAACAAGGTGCAGCGCAGGTCACTG 

>RXN01608 

ATGGCGTTGTGCATGACGGTGGCATTTGCTGGAGGAAGCCTGACCGCGTGCACACCTCGT 
CCTGATACCGCAGACCCCATCGCAGAGGAATTCCTTCAAGCTTGGGCATCGCAAGATTTC 
GACACTATTGCGGACATCACCGACCAAGCTGACCTTGCCACAGAAATGCTCAGCACCAGT 
TTCGATGGTCTGCAAGCAGACAGCGTTGAACTGACTTTGGATTCCGTGGATTCCCGGGAC 
ACCATCGCCACCGCCAATTTCTCCGTGGTGTGGAAGCTTCCCCGAGACAGAGAAGTTTCC 
TACGACTCATCGATGACGCTGACCAAGATGCGCAACGAATGGACAGTGCGTTGGGAACCT 
TCCCTCGTGCACCCCAAACTGGGCGCCAACCAGCACCTGGAATTGCGCGCCATTGAAGCG 
CAGCGAGCCAACGTAATTTCCTCCGATGGAGCTCCGGTTCTCGCGCCGGGAAGTATCTAC 
CGAGTTTTGGTTGATCCCAGCGCAGGGGATGCCGATGTGGTGGTCAAGAGGGTGGCAGAT 
TAT T T G AAT G AAG C C CAT G C G AC T GAT G AG AAT G T G AAC AC C C T T GAT G T C G AAG AC A T T 
ATGAGCAATCTTGGCGATTCCACCTATTCACTCACCACAGTTGATGCCAATTTGGGTGCC 
CGCATGGAACAGGATCTAGCGGGGATTCCGGGGCTGACGTTCAATGAGGAAGCATCCATG 
GTAGCCACCGACCCAGGTTTTGCTCCGGATATTGTGTCTCGCGTTGCGCGCATTGTGGAA 
GATGAATTAGAAGGATCCAATGGTTGGCGCGCCTCCATTGTCACTTCCAATGGTGCGGTG 
ATTGATGATATCGCCTACGACGCCCCAGAGCTTGCCCCCAGCGTGAGGATCAGCCTGGAT 
C AC AAC G T T C AAC GAG C AG C G G AAG AAG C C G TAG AC CTGCGCGCT G AG A T G AAAG C CAT G 
ATGGTGGTCATGAGGCCATCCACTGGTGAAATCCTCGCAGTGGCCCAAACAGATGAAGCT 
GACAAAGAC.GGCGATGTTGCGCTGATGGGACAATACCCACCGGGATCGACATTCAAGATC 
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ATCACTGCAGCCGCGGGGTTGGCGCATGAAGGATTAACTCCAGACAGCATTGTGCCATGC 
CCTGGCACCATGAATATCTACGGCCGAATTGTCACCAACTACAACAGCTTCTCCTTGGGC 
AACACCTCATTGGATGATGCTTTTGCCAATTCATGCAACACCACTTTCGCGGATATTTTC 
CACCACTTGGAGCCAGGCCAACTGAAAAATGTGGCTAAGCAGTTTGGCCTCGGAATTGAT 
TATCAAATCCCAGGCCTTGACACCATGACGGGATCGGTGCCTGAAGGTGACATCGTGTTG 
GACCGTACCGAATCTGGTTACGGCCAGGGTCTTGACCTAGCAAGTCCCTTTGGCATGGCG 
TTGGTCGCCTCCACTGCAGCCACCGGTTCAGTTCCCACGCCAACGCTGATTTCTGGACAT 
GAAACTGTTGCCAGTGAAGAAGTTCTGGCGCTTGATCCAGAAGTCCTTGCCAATGTGCAG 
CGGATGATGAAATCCGTGGTCAATGACGGTACCGCTCGTGGCATGCGCCAAACCGGTGGC 
CAGATCTACGCAAAGACAGGTGAAGCCGAAATCAACGAAGGCTCCCATGCGTGGTTCACC 
GGCTACCGCGAAGATGACATCGCTTTTGCCACCCTCGTGGTGTTGGGCGGAGGCTCCGAA 
GCGGCTGCCGCTGTGACAGATCAGTTCTTTGTGAAACTCGATGAGCTTCGCGCAGGGGGA 
G AAG T T G C AG T C AG T G AAG C T G AAG AGC A G C C AG T C G G C 

>RXNO 160 8 -downstream 
TAAAAAATAGCCTCCATCCAACC 



>RXN01619-upstream 

CCTGCAAGTTTACTGCTCGGCCGTCACGGGGGAATGGAAAAAGTACGCTTGGTGTTCATA 
T AGCG AACC C AT T T T C TAT T GC G AT G AG AGG AAC AC C AC C 

>RXN01619 

ATGCGCGCAATCACTCACAACACTTTCGGCGACCCCGCCGACGTCCTACAGATTACCGAG 
AAGGAAATTCCCACTCCCGGCCCAGGTCAGGTTCGTATTCAAGTGACGCTGGCAACCATC 
CACAACCATGATTTGTGGACCGTGAAGGGCTCTTACGGCTTCGTCCCAGATCTGCCGGCC 
GCCGCAGGCACCGAGGCAGTCGGCATCGTCGACGCCCTGGGCGAGGGCGTCGAAGGTTTG 
CAGGTCGGTCAGCGTGTTGCGTCCGGCACCAGCTTTGGCATCTGGGCGGAGTACGCGCTT 
GTCGACGCCTCCGGCCTCATTCCCGTACCAGAACAGCTCTCCGACGAAAGCGCAGCTCAG 
CTCGTCGCAATGCCTTTCAGCGCCATCAGCCTTCTTGATTTCCTGGATATGAAACCAGGG 
GAGTGGCTGATCCAAAACTCCGCAAACGGTGCCGTCGGCCGCATGCTCGCACAGCTGGCA 
GAATCCCGCGGCATCCATGTCGTTGGTCTCGTCCGCCGTGACGCCGGTGTCCAAGAACTC 
GCTGCTCAAAACATCAGCGGCGTCGTTTCCACTGAGACCCCAGGCTGGGAAAAGCAGGTC 
GAAGACATCACCGGTGGCGCAAGCATCGCCGTCGCACTTGATTCCGTCGGTGGATCCTCC 
GCAGCTGACCTGGTGAAACTGCTTGGCGAAGGCGGCACCCTCGTCTCCTTCGGCGCCATG 
GGCAACCCAATCATGGAAATCCCATCCGGCCCCGTCATCTTCAAGCACATCACCGTCAAG 
GGCTTCTGGGGAAGCAAAGTCAGCCGCGAAATGCCAGCAGAGAAGAAAACCCAGTTGTTC 
GGCGAGCTCATTGCGCGCATACTTGATGGAACATTGACCCTTCCAGTTGATTCCACCTTT 
GATGCCGCTGACATCGTCTCGGCCGTGCGCGCCTCCAGCGAGCCTGGCCGTGCCGGAAAA 
GTGCTCATTCGTTTC 

>RXN01619-downstream 
TAAACGTTTAAGGCCCATTAGAC 



>RXN01653-upstream 

TTCATTCAGGGTGAATGCTCTCCTTGTTTCAGATGTTCAACGCTCCATAAAGTAGACCGC 
AATCTAGACAAAGATGTCTATTTTAATTAAGGAGCAGAAC 

>RXN01653 

ATGGCCACGGCCGAGAACACAACACAGGAGAATCGGAAAATCCTGTTCAACGCATTTGAT 
ATGAACTGCGTTGCGCATCAGTCCCCAGGACTGTGGACACACCCGAAGGATAAGGCGCGA 
GACTACAACACTCTTGATTACTGGGTGCACCTTGCCAAGACTTTGGAGAAGGGCCTTTTC 
GACGGCCTTTTCATCGCAGATGTGCTTGGAACTTACGATGTTTATGGTTCTAGTAATGAA 
GCGGCGTTGAGCAGTGGTGCGCAGGTGCCTGTCAATGATCCGATCCTTCTTGTTTCTGCG 
ATGGCCTATGCCACAAAGAACCTCGGGTTTGGCATTACTGCAGGTACTGCCTATGAGCAC 
CCGTATCCTTTTGCGCGGCGTCTGGCCACACTTGATCACCTGACTAATGGGCGTGTGGGG 
TGGAATGTGGTTACTGGCTATCTTCCCTCTGCTGCTCAAAACATGGGTGACACCGATCAG 
CTGCCACATGATGAGCGCTATGACAAAGCAGATGAATACCTGGAAGTGATCTACAAGCTT 
CTCGAGGGCTCCTGGGAAGACGATGCTGTTCAAAACAATACGGAGACGAGTGTCTTTACG 
GACTCCTCCAAAGTGCACGCCATTAATCATCATGGCAAGTACTTTGATGTGCCGGGCATT 
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GCCATCACTGAGCCGAGTGTGCAGCGTACGCCGGTGATCTACCAGGCGGGTGCATCGCCG 
CGCGGATTGAAATTCGCTGGTGAGAATGCAGAAGCAGTGTTTATCAATTCCAGCACCGTG 
GAGGCAATCACCAAGACTGTCGCAAAAATTCGCGCTGCTGCGGTCGCTGCGGGACGTGAT 
CCACATGCGGTGAAGATCTTTGCGATGCAAACCATCATCACTGGTGAAACAGAAGCAGAT 
GCGCAGGCAAAGCTGGAGGAATACAGTCGCTATATCGATCCTGTCGGTGGTCTGACCTTG 
ATGTCTGGATGGACCGGCGCGGATCTGTCGCAGTATGACCTGGATGAACCGATCACCAAT 
ATTGAGTCAAACGCTATTCAGTCCACTGCAGCCACCATTAGCAACGGCACCGGTGAAGGT 
GCGTGGACGGTACGCAAACTGGGTGAGGCAACCGGCATCGGCGGCTTCGGACCAGTGCTT 
GTGGGATCTGGCGCTAACGTTGCCGCGGAACTTGCACGCATCCAGGATCTCAGCGATGTT 
GATGGTTTCAACCTTGCTTATGCCATCACCCCAGGAACTTTTGAAGATGTCGTGGACTTT 
GTGGTGCCTGAGCTGCAAAAACTTAGCCGCTACAAGACGGAATACGCGCCGGGTTCCTTG 
CGCAACAAATTGCTCGGTAAAGGTGATCGCCTGGACGATACCCACCGCGGCGCAAGCTAC 
CGCCTAGGCGCTCGGAACTCCACCGCCACTATTGATCTCAGTTCCATATCCGCCCAACTA 
GTTTCCCAGGGAGCCCACTCA 

>RXN01653-downstream 
TGATCTCACCGCAAACAATCATC 



>RXN01716 

GAAGTCACTCCTGAGGGATTCAAAGAGATCACCCGTGAAAACACCATCGTTCGCCTGGGC 
AAAGGCGTCGACGCCACCGGTCAGCTAGACCCCGAGGCAATCGAGCGCACTCGTGTCGCT 
TTGGAAAACTACGTTGAACTCATGGAAACCCATGGGGTAGAGGCCGTACGAATGGTTGCC 
ACCTCCGCAACCCGCGATGCGTCCAACCGCGATGAATTCTTTTCGATGACCCGCCAGCTT 
CTGTCCAAGATCCGTCCTGGATACCAAGCTGAAGTAATTTCCGGCGAAGAGGAAGCTCTG 
CTGTCCTTCCGAGGTGCAATCGTTGACCTGCCTGAAGACCAAGGTCCTTTCTGTGTTATC 
GACCTTGGCGGTGGATCCACTGAGTTCATCGTTGGCACCTACGACGGTGAAATCCTAGGC 
TCCCACTCAACCCAAATGGGATGCGTGCGCCTGACCGAACGAATCATGCGCAGCGACCCA 
CCCGAC 

>RXN01716-downstream 
TGAAACCGAAGTGGAAATCGCCC 



>RXN018 4 2-upstream 

CACGTCATGGTCTCGCGGTGATCATCTTCCTACCGTGACAGGCAAGGCCGCAAACGGCCG 
TGACCACAGGAAAGAAATTCACGAGGAGAGGAAGCACACG 

>RXN018 4 2 

AT G T C G AAG G TAT AC G T G T C C AAC GAG T AC G G C G GC C C GG AAAAC C AGG AAC T GAT C AC C 
CGCAACACCCCCCAGCCAGGCCCGGGAGAACTCGGGGTCAAGGTCCACGCGGCCGGGGTC 
AACCCGCTTGATTGGAAGGTCCGTTCCGGGGTTGCCGGAACCCCGCGAGAGCT.TCCGGCA 
CCCCTGGGCGAGGAGGCCTCCGGGATCGTCACCGCCGTTGGAGACGGTGTGGAGGGCTTC 
GCGGTCGGCGATCCGGTGCTCGGCCTGGTGGCCCCCGGCGTCGGCGGATATGCCGAGGAC 
ACCCTGCTGGTGGCAGAGAGTACCGTGCTAAAGCCGGAGGAGATCTCGTTCACCGACGCC 
GCCGCGATCCCGGTCGCTGGGGCGAGCGCCTACGCCGGCACTCACCAGGTCGAGCTTGAA 
CCAGGCCAGTCGTTGCTGATCAATGGGGCCGGTGGTGGGGTCGGGCTGATGGCCGCGCAG 
ATCGGACGGGTCCACAAGTTCCAGGTCGTCGGCGTTGACCACGAGGACAAGCGCGAGCTC 
ATCGAATCCACCGGTGCTATCTTCGTCGCCACCGGCGACGCCGTCGCGGAGCAGGTGCGT 
GCGCTGCTCCCTGACGGTGTGGACGTAGTCTTCGACCTAGTCGGCGGGGAGGCGTTGCGG 
GTGGTTGCTCCCTTAGCGAAGAATCCGGCGCACGTGATCTCGGCGGCTGATGCTGCCACC 
GTGGGAGAACTCGGTGGACAGGTGCTGCGCCGCACCCCGGAAATGGTCGGACAGATCACC 
GGGGTGGTCCAGTACGGGCTGGTCGACCCGAAGGTCGATACGACCTACCCGCTGGAACAG 
GCCGGTAAGGCCCTGGCCCACGTTGAGCAGGGCCACGCCCGCGGCAAGATCGTCCTCGAG 
CTCATCACCTCCCAGGAC 

>RXN018 4 2-downstream 
TAACCAGACAACGCGGTGACCTC 



>RXN018 4 9-upstream 
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AAAACCTTAAGTTGGGTGGTTAAACCCACTAAGGTCTCACTTTATGGATGTGCCAGGTCA 
CACCAAAAAATCTCAAGAAAACTCACATTAAAGGACAGTA 

>RXN0184 9 

ATGGCGTCACAACAGATCCGCTATCCATTCTCCGCGGTTGTGGGACAAGACGAGCTTCGG 
CTTGCGTTGATCCTCACTGCGATTTCCCCACGCATTGGTGGCGTGGTGATTCGAGGTGAG 
AAGGGTACAGCGAAAACTACCACTGTGCGTGCTTTTGCTGGTCTTTTAGGTGATGCCCCT 
TTGGTGAACTTGCCTCTCGGATCCACGGAGGATCGTGTGGTGGGTTCCCTCAACATGGAA 
ACTGTGTTGACCACCGGCCGTGCGGAATATCAGCCAGGTTTGCTCGCGCAGGCTGATGGC 
GGTGTGCTGTATGTCGATGAGGTCAACCTCTTGGCGGATCACCTGGTGGATGCTCTGCTC 
GATGCAGCTGCAAGCGGTCGCGTCAGCATTGAGCGTGACGGTATTTCGCATTCTTCACCA 
GCAAACTTTGTGTTGGTGGGCACCATGAATCCGGAGGAAGGCGAGCTGCGCCCGCAGCTG 
CTGGACCGTTTCGGTTTGGCTGTGGACGTTGCTGCGTCTACGAACCCTGAGGTGCGCGTG 
GAGATCATTCGCCGCCGGCTTGATTTTGAAAACGCTCCTGAGCAGTTCATGGCTAAGTGG 
GCTGAGCAAGATGCGGACACCTCCAACCGTATTTTGGCGGCTAAGGATTTGCTGCCTGGT 
GTGGAGCTGCCGGATCTGATCTTGTCGCAGATTGCGTGGTTGTGTGCACGTATTGAAGTC 
GACGGTATGCGCGCTGACCTGGTGATCACGCGTACCGCACTTGCTCACGCCGCGTGGGCT 
GGACGCACTGTGGTTACGGAAGAAGACGTGGAGATCGCAGCTCGCCTAGCGTTGCCGCAC 
CGCCGTCGCCGTAATCCTTTCGATGCTCCAGAAATGGAGGAGCGCAAGCTTCAGGAAACC 
CTGCAGGAAGCTCGGGACTTCTTCAAAGACAATGAAGATAAAGGACCTGCCGCCAAGATC 
ACCGATGAGGAAACCGGTGCAGAGGCCTTTACCGATACCGACAATCCCACCGAGGAAGAC 
GGTCTGCAAGGAACTGCGCAGGCGAAGGCGCAGACTACTGGAAAGGTAGGTACTGCCGGA 
TCCGGCGACCCCTTTCGCTCC 

>RXN018 4 9-downstream 
TAGGCATTTGCGCCTGGCGTCCA 



>RXN01 8 68 -upstream 

TGACAGGCTACCTTCTGGGGTGGACATGATCCCCAACGCTCAACCCACTTGTGGCACCAA 
CCACAAACCCTGTGGCGGTAAATCCCCTAGAGTAGGCCAC 

>RXN01868 

ATGAAGGATCTTTATCGCTTTGTCT^ATGGCCTGTGGCTTGACACCCACATCATTCCCGAC 
GATCGCGCGGTGGACGGCACGTTCCACAAGCTGCGCGATGATGCTGAAGAAGACGTCCAT 
GAGATCGTCAAGGAAGACACTGGACGCGCAGGCACACTTTATGCCTCATTTATGGATACT 
GACGCCATCAACGCTGCTGGTGTTGCACCGCTCGATGCGGATCTGAACAGGCTGTCTGTT 
GCTAACTCATCGTTTTTCGCAGCTGCTCTCGGCGAACTGGACCGTGAAGGCGTTGGCGCG 
CCAGTAGGTTTCTGGGTGGAGAAGGATTCTTCCTCCAACGAATCCGTCGCCTATGTCATC 
CAGTCCGGCCTCGGCCTGCCCGATGAGGCTTATTACCGCGAGGAGGCACACGCCGAAACT 
CTCGCGGCCTACAAAGAGCACGTTGAGCGCATGCTCGGCTACTTGGATAACAGCCGCCTC 
TTCGGTCTGTCGGCTGCTTCCGCTGCCGCACGAATTGTCGCCCTGGAAACGGAAATCGCT 
GCTGGCCACTGGGATGTCGTGAAGACCCGCGACGCCGTAGCCACCTACAACCCCACCGAA 
CTCGGCGCGCTGCCACCAAAGGTCCGCACGCTGCTCAGTTCCGCAGGCCTCCCGGACCAG 
" CGCCTGGTATCGATGATGCCGTCATACCTCGACCACCTCAACGGCTTGCTTGTCGACGAC 
CGCCTCCCCGATTGGCAGCTATGGGCAACCTGGCACATCTTGAGGTCTCGAGCAGGACTG 
TTGACCGAGGAAATTAGCCAAGCAAACTTCGACTTCTATGGCACCAAACTGTCCGGCGCC 
ACCGAGCAAAAAGATCGATGGAAGCGTGCTGTCGGCCTGGCAGAGCGCATGGTGGGCGAG 
GAAATCGGGCAACGATTCGTCGAAAGGCATTTTCCTGCAAGCTCCAAGGAGCACATGCTT 
GAGCTCGTCGACTACCTGGTTGCCGCCTACCGTGATCGCATTTCCAACCTCGAATGGATG 
ACGCCCGCCACCCGCGAGCGTGCCCTGGAAAAGTTGGGCAAATTCAACGCGAAAATCGGC 
TACCCCGACAAGTGGCGCTCCTACGAAGGCCTCGAATTCGGCTCCGACCTGGTGGACAAC 
TCCCGCAAGGGCTCCGCGTTCCTCCATGACTATGAGCTGGGCAAGATCGGCAAACCAGCC 
GACCGCGACGAATGGGTCACCACCCCACAAACCGTCAACGCCTTCTACAACCCCGTGGTC 
AACGACATCACCTTCCCCGCAGCCATCCTGCGCGCACCATTCTTCGACCCCGT^AGCAGAA 
GCCGCAGAAAACTTCGGTGCAATCGGTGCTGTGATCGGACACGAAATCGGCCACGGCTTT 
G AC GAT C AAG G C AG C C AAT AC G AC G G C G AC G G C AAC C T C AAC T C C T G G T GG ACC G AC G AA 
GACCGCTCCGCATTCGAGCAGCTCACCTCACGTCTGGTCACCCAATTCAGCGGACTCGTC 
CCTGCCGTCCTGACCTCTGAAGGAATCGACACCGACGGCGTCAACGGTGAATTCACTCTC 
GGCGAAAACATCGGTGACCTCGGCGGATTGGGCATCGCTGTCGTTGCCTACGAAAAGTAC 
CTCGCAGACCGTGGCCAAACCTTTGAAACCTCACCAGTCCAAAAATTCG/^AGCAGAAGGC 
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GCCGAGGAAGGCCTGGCCGAGCAAGAATTCAACGGTCTCCAACGCCTCTTCCTGTCCTGG 
GCTCGCGTGTGGCGCACCAAAATCCGCCCACAGATGGCCGTCCAATACCTGGCCATCGAC 
CCACACTCCCCTGCAGAATTCCGCTGCAATGTCATCGCCGGAAACGTCGCTGAATTCTAC 
GAAGCATTCGACGTCCCCGAAGATGCACCTGTGTACATCAAGCCAGAAGAGCGCCTAGCT 
ATCTGG 

>RXN018 68-downstream 
TAGTTGTTAGTTGGTATTGAAAA 



>RXN01885-upstream 

GTGGCGTCGCAGGGATGTTCCTGCGGCACCATTTTTGCTGAGGTGGAACTCACGGATTAA 
ACACGGATTTTTCTAAGGTTAATCAAGTAAGGTTTACCTT 

>RXN01885 

ATGACTACGAAACCTATCATCCCAGAATCAACCCACTCCGCAGAACGTGCTGGTGGACAT 
TGGATCCTTGCCAGGCTTGGAAAGAAAGTGCTGCGCCCTGGAGGTCGTGAAACAACGCAG 
TTCCTGCTGGAGAACCTTTCTTTGACCGGTGCTACCGTGGTGGAATTTGCTCCAGGACTT 
GGCGTGACTGCACGTGACATCCTTGGCAAGGGTCCGGCTCGCTACATGGGAGTGGATAGC 
GACGCGGATGCATGCGCGAATGTACGTGCGATCTTACCTGCTGGTCCTCACGAGGTGCGC 
AATACAAATGCCACCGATACTGGCCTTGAAAGCGACTCGTTTGATGTTGTCATCGGCGAA 
GCGATGTTGACCATGCAGACCGATAAGCACAAGTTGGAGCTGATGCGCGAGGCAGCTCGA 
ATTCTGAAACCAGGCGGGCTGTACGGCATTCACGAGCTGTCGCTGGTGCCTGACAATGTC 
TCCACTGCGGTGAAAGAGGATATTGCTAAGGCGCTGGCTCGTTCCATCAAAGTCAATGCC 
CGCCCCATCACGGTGCCGGAATGGGCTGCGTTGGCGCGTGAGGCAGGGTTCGATGTGATT 
AATATTCGCCAAGCCGACATGGCCCTTCTATCCCtCAAGCGGAACCTGAAGGATGAAGGG 
CTAAAAGGTGTCTTCACGATTGTGAGGAACGTGATTAGCCAACCGGATCTGCGCAAGCGA 
GTGCTCGGAATGCGAAAGACTTTCACCGAGCATAAAGATCACTTAGGTGCGGTTGGCATC 
ATTTTGCAGAAGAGAGCCCAA 

>RXN01885-downstream 
TAGGGATCTGAAATGGAGGGGTG 



>RXN01923-upstream 

CCAAAGTGAATACCCCGACTGCAGCAGCGCAAAAGTTCAAGTACTTTGGGATGCAAATCT 
AGTAGCACGTCCCATGTTTCTCACACTCTCAGGAGCTGAC 

>RXN01923 

ATGTCTGCACTTATTAAAGGTTCAGGACCTCATCATGTGGTTGTCTTAAATGGTTGGTTT 
GGTCATGCTGCGGGCTGGGGAGCTTTCGCTGACTATCTTGACCTCGGCAACTACACCTGG 
CACTTTTGGGATTACCGAGGTTACGGCAACAGAAAAGACGACGCAGGAGAATTTACTCTG 
GAGGAAATTTCAGCGGATATCGTTGCATACATCGACTCGATTGAGGCAGAAAAGGTTTCC 
ATCCTGGGCCATTCCATGGGTGGAGTGTTCATGCAGAAAGTCCTTGCAGACAGCGCCACC 
CCCATCGCTTCACTGGTTGGAATTTCTGCCGTTGCTGCAGCTGGAACACCATTCGATGAG 
GATTCTCGGAAGCTTTTCACCTCAGCAGGGCACAACCCGGACTCGAGGCGAGCCATCATC 
GATTTCACCTCAGGATCTCGCCAACCTGCCGCGTGGTTGGATGATCTCACCGACTCGGCG 
GTGCAGAATTCCACTCCAGAGGCCGTTGAAAAGTACTTTTTTGCGTGGGCTGATTGTAAT 
TTCGCAGCGGATTTAGGCACCCAAGATTTGCCCGTGGACATTCTCACCGGCGATCTCGAC 
CCCGCGGTCACTAAAACTGCCGTGGAATCCGCATTCGGCCCGATCTATCAAAATCTGACC 
GTTGAAGAACTCCACGATGTCGGACACTACGCAATTTTCGAGCACCCCTTAGGCCTTGCC 
GCCAGGGTGCTTCGATTTCTCGACGCCGTC 

>RXN0192 3-downstream 
TAGTACTTCCGCAAATTCACCGG 



>RXN01963-upstream 

CAGATTTTCTCTGTGTGAGCTGGGGTTTTCTGCATTTCCCACTTGTTTTTCTCCAACACT 
CCACACACACACCTTCAAAGAAGAAAGTTCGAAAGATTCT 
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>RXN01963 

ATGAAAAACCGTAAAAAAATCATGTCTACCCTCACCACTGTCTGCGCCGTACTGGGTATA 
GTTGCAGCTCATCCATTCCACGCCTCTGCTGTCATCGGCGGCTCTGTCCCATCAACTGAT 
TCCGTTGCCAACGCTGTCGCAAAAATCGGACCAGGCGCATTGAACTGCAGCGGTGTCATG 
ATCTCACCATCGTGGGCACTCACCGCACGCCACTGTGTCGATGACATCAACATACTCGGC 
GACATCGACACCATCACGCCTATTACTCCAGGTATTCATCGCAATGAAGGTAACTATATG 
GGTGAGGTTTACCGCGCACCGTCCGGTGATCTAGCGCTCATTAATATCAACGGCGTGCAC 
AAGGGCACCATTGCGCAGCTCCCCACACAAGAATATCCACTGGGAACCGCTGCACAGTCA 
GTCGGTTTTGGTGGCGGTGGTGTCAATATCCGCACCGCTGAATCGGTCAACATGATTCTC 
ACCGACATATATAGCGTGAGGTCAGGGAAATTCCATCACGGTGTCGGTCGATCACACTAT 
CTCCTCTTTGATTATGACAGTGCTGAAACTGGTCGAATCCACAAAGGTGATTCTGGGGGC 
CCCATCTTCATTGGTGACGAGGTTGTGGGCATTATGTCTCACGGCACAATAAATAAGAAC 
GACGGGTCTTTTGATGACGAATCC 



>RXNO 197 4 -upstream 

ACAATATTTACGGGGATAATCTGCATTAACAAATTAGTTAATAAAGTGTAGTATTTAATT 
AATTATTAAATTCAATTAACTTTTTTGTAAAGGTGGGAAG 

>RXN0197 4 

ATGACCCAGGTTGTGGCGGGTACGTTGGTGGGAGAGTCGATTAATCGTGAGATTGATGAA 
GACAAGTACCCTTATTTGAGCTCGTATGCAGCGGCTGTTGCTGTACCGGTGCGTGAGATT 
ATTGGGCGCGAAGAAGAAGTCAATAAGATTATGGCCGCGCTGATGCGTCCAGAGATTTCT 
AATGTCATGCTTGTGGGTCCTGCTGGTTCGGGTAAAACTACGTTGGTACAGCAAGCACTG 
GTGAAAGATCCAGAGCGTAACTACATCGAGGTCGATGTAGCGAAAATGGTTGCGGATTTG 
AGCACCCCGGCGCAAATGGCTGCGCGTATTAAAGGTGTGTTTGAGGACGCCATTGCCTAT 
CGCAAGCACGAAGGTCATGAATTGGTGCTGTTCGTTGATGAGTTTCACCAAATTGTGCAG 
CTGTCTAATGCTGCGGTAGAGGCAATCAAGCCGATTTTGGCGATGTCTGGTGTCCTTGGT 
GTGCGCGTTATCGCTGCGACAACTCTCGAAGAATTTCACGAACACATCAGGCCGAACCAA 
GCATTGACGGAGCGTTTGCAGGAAATTCGACTAACGCCGACCGATCAGAAGACCACTGTG 
GCGATTTTGCGTGGTATGGCAGATCGTTATGGCGTAAGTGATCAGTTCTATGACGACCAC 
GTTTTTGAGCAGATTTACTCCACCACTGAGCGTTTTATGCCGAGTTCTGTCCAGCCTCGT 
AAATCCATTCGTGTCCTTGATGCGATGGTTGGTTGGCATCGACTTTCCGGCAAGCCGATG 
GATATGGATCTGCTCGGTGATGTGCTCCACGATGCTATTGGTGTCGATATTGCATTCAAG 
GTCGATGGTACGAGCATTAAAGACAAGCTTGATGAGAAGGTAATGGCGCAAAGTCTTGCC 
ACCACTGTGGTAGCACGTCGTTTGCAGCTGGTGGTGGCGGATCTTCATGATAAATCACGG 
CCACTGTCGAACTTCTTGTTCACCGGGCCTACTGGTGTCGGTAAAACAGAGCTGGTCAAG 
CAACTAGCACGGGTGCTCTTTGGTGATGACACTGGGCGATTGATTCGTTTTGACATGTCA 
GAGTTCGCCTTAGAATCAAGTCTTGACCTTTTCAGGTCTGAGCTCACTCGTCGTGTCGCT 
GACCAGGGTAACGCTATTGTCCTGCTCGATGAGGTTGAGAAAGCTGATCGAGCTATTGCG 
CGGTTGTTACTGCAGGTACTTGATGATGGCCGACTATCTGACGATTACAACCGTGAGGTG 
AGTTTTCTTAATACCTATATCGTCATGACAACTAACGCTGGTTCTGAGATTTTCGAGACA 
ATTTCGAACTATGCCACTGATGACACGGGCGATGGTCGGGCGATCAAAGACTTTGTGAAA 
AACATTCACACGTCGATCAAGAATAAGGGTTTTCCACCTGAGCTTCT.TGGTCGTGTAGAT 
GAAATTGTGCCTTTTCAACCGCTGTCGGAGACGACACAGGACAGGATTATTAGCAAGAAG 
CTGCAGGATGTGGCTACTGAGGTCTATGAACGCCACGGCGTGAAACTGCACTGTTCACAA 
AAGGTTATGGAGTTTCTGCTTGTGGATCAGGTGGAGGAAAGTGCTGAATCTGGTGGTGCC 
CGTGGTGCGGTGCGGTCTTTGCAGCGGGAAGTGGTCACTGAAGTGGCGACCTTTATTAAT 
ACCTACCCAGAAGTGCGTGACATTTACGTTGATGTCGATGGTCAGATGCGTAATAAGACT 
AACCGTGTGTCTACGGCCCGTGTGGTGATAAAGCGTGTCGAAGGT 

>RXN0 197 4 -downstream 
TAAT TACT CTGGGGTCGCTT AAA 



>RXN01993-upstream 
CTTTAGGAGTTCACC 

>RXN01993 

ATGACACTGTCCGAACGCAAGCTCACCACCACCGCCAAGATTCTTCCCCACCCACTCAAC 
GCCTGGTACGTCGCCGCTTGGGATTATGAAGTCACATCTAAAAAGCCCATGGCCAGGACA 
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ATCGCCAACAAACCACTCGCTTTGTACCGCACCAAAGATGGCCGAGCCGTTGCCCTTGCA 
GACGCCTGCTGGCACCGCCTCGCACCGCTATCCAAGGGAAAACTCGTGGGCACAGACGGA 
ATCCAATGCCCTTATCACGGCTTGGAGTACAACTCCGCGGGCCGCTGCATGAAAATGCCC 
GCGCAGGAAACCCTCAACCCGTCAGCAGCCGTCAACTCCTACCCCGTGGTGGAAGCCCAC 
CGCTTTGTGTGGGTGTGGCTGGGCGATCCCACATTGGCAGATCCCACCCAAGTACCCGAT 
ATGCACCAGATGAGCCACCCCGAATGGGCAGGCGATGGACGCACCATCTCCGCTGACTGC 
AACTACCAATTAGTGCTGGACAACTTGATGGACCTCACCCACGAAGAGTTCGTGCACTCC 
TCCAGCATCGGACAAGACGAACTTAGTGAATCAGAGTTCGTGGTCACCCACACTGAAGAT 
TCCGTGACGGTCACCCGCTGGATGCATGACATAGATGCACCACCGTTTTGGCAAAAGAAC 
ATGAATGATAAGTTCCCAGGATTTGAAGGCAAGGTGGATCGTTGGCAGATCATCCACTAC 
TACTACCCTTCCACCATCTGCATTGATGTTGGTGTAGCAAAGGCTGGAACTGGCGCGCAG 
GAAGGCGACCGCAGCCAGGGCGTTAATGGGTATGTCATGAACACCATTACCCCAGATTCA 
GATCGTTCCTCTCATTACTTCTGGGCATTCATGCGCAACTACCGCCTGGAAAGCCAAACC 
ATCACCACCCAGCTGCGCGACGGTGTATCCGGTGTATTCAAAGAAGACGAAGACATGCTG 
ACCGCTCAGCAAGATGCCATCGACGCCAACACCGACTACGAGTTTTACAGCCTCAACATT 
GATGCCGGTGGCATGTGGGTGCGCCGAATCCTCGAGGAAGCACTCTCCAAGGAAGGCCGA 
CTGGATATCCCCACCACATTCCCCCGCGCAACACCGAAGCCGGAGGCA 

>RXN01993-downstream 
TAAACCATGAACTCGCAATGGCA 



>RXN0 19 97 -upstream 

AAAAAGGTGGGAAACTTAGCCAATCCAAAGCCCAAAAATGCGGGTTATGCTGCGCTAACC 
TATGCTGACAGCCTTGCGGAAGTTGTGTACGTTAGGGGCC 

>RXN01997 

ATGACAATCAACGAGAAGATCGCATCAGCTTTCAACAACCAAGTGACTGCAGAGCTTGAA 
GCTTCAATGGTGTACCTTCAGCTCTCCTACGTTCTAGACGATCTGGGCCTCACCGGCATG 
CGCGACTGGATGAAGGCACAGAGCAAAGAAGAGCTCGAACACGCACAGAAGTTCGCTCAG 
CACCTTCTTGACCGTGACTACACCCCACAGATCGGTGACATTGCACCACCAAAGCTTGAT 
GTCACCTCCGCTATCGAGGCTTTCGAGGCTTCCCTGGCACACGAGCAGAAGATCTCCGGC 
CTGATCCGCGAGCTCGCTGCCATCCAGGACGCTGAGAAGGACTACGATTCCCGCGCACTG 
ATCGACTGGTTCCTCAACGAGCAGATCGAAGAAGAAGCAACCGTCGGCGAGATCATCGAC 
CGCCTCCGTATCGCTGGTGATTCCGGTTCCGGAATCCTGCGCATCGACGGCGAACTCGGC 
TCCCGC 

>RXN0 1997 -downstream 
TAAATTCCCCGCAGTTTTTAATG 



>RXN02 001 -upstream 

GCGGTTTCGTCATGGATAAGGACTGTGTTCGGGACCATTGCGATACTCGTGTCAAAAGGC 
GATAGTCCAGCATAGACCGTGCTTTATCGAAGGTGAACCC 

>RXN02001 . 

ATGCCCGTTATCAATAGTATCGCCAGTTTTTCCGACGAGATGACCCGCTGGCGGCGTCAC 
CTGCATCAAAACCCCGAAATCAGCTTTGATTGTGTGGAAACTGCGGCCTTCGTGGCCGAG 
CAGCTGCGCAGCTTCGGGGTGGATGAAATTCACACCGGCATCGCGAAAACCGGTATCATC 
GCCCTGATTCACGGGCGCGAGGCTGGCCCCGTCGTCGGCCTGCGCGCCGATATGGACGCG 
CTGCCGCTGACCGAGATTACCGGCGTCGACTATGCCTCGACCACCCCCGGAAAAATGCAC 
GCCTGCGGCCACGACGGCCACACGACCATGCTGCTGGGCGCCGCCAAATATCTGGCCGAG 
ACGCGCAATTTCGCAGGTACCGTCGCGCTGATCTTCCAGCCTGCGGAAGAAAACGGCGGC 
GGCGCGGGCGTTATGGTCGATGAAGGCGTCCTCGACCGCTTTGCCATCGCCGAAGTCTAC 
GCCCTGCACAACCAGCCCGGCCTGCCGCTTGGCCATTTTATGACGACAGCCGGCCCGATC 
ATGGCCGCTGTCGACACGTTCGACATCAACATTACCGGACGCGGCGGCCACGGTGCCAAA 
CCGCACCAAACCCGCGACCCCATCGTCGCAGCCGTCGGAATTGTCCAAGCGTTTCAAACG 
ATAGTCAGCCGGAATCACAATCCGGTCGAGGACCTTGTCGTGTCGGTCACGCAAATCCAC 
ACCGGCAGCGCCGATAATATCATCCCCGAAACCGCCTATATCAACGGCACTGTCCGCACC 
TTCAACAAAGACGTGCAGGCCATGGTCATCACGCGGATGGAAGAAATCGTCGCGGGCCAA 
GCTGCAGCCTATGGGGTCGAGGCGACGCTGACCTACAACCGCAACTATCCCGCCACCATT 



Appendix A 5 page 137 



Attorney D t No.: BGI-1 32CP 



AACGACGCCGCCAAAGCCGCCATCGCTGCCGAAGTCGCGGGCGAGGTCGGCCTCGGGGTC 
AACCCGAACGGCTCGCGCGGGATGGGGGCCGAGGATTTCTCGTATTTCCTCGAAAAGCGC 
CCGGGTGCCTACCTGTTCGTCGGTAATGGCGACAGCGCGGGCCTTCACAACCCCGCCTAT 
AATTTCAACGACGAGGCCGCGCCCTACGGCGCATCGTTCTTGGCCCGCATGGCAGAACGC 
CCCTTGCCGTTAAAGGGC 

>RXN02 001 -downstream 
TGATCCATGGCGCTCGAAGATGC 



>RXN02053-upstream 

AACCAGCCAGAAACTATCTCCAAAAGCTAATAAAACCCTTGCACTGACAAATAAGGCGAC 
CTACCATGACTCTGTTTCCAACACATAAAAAGGATAAAAA 

>RXN02053 

ATGTCACTTTCAGTCGTCGAGGCGATTACCAACCGCCGCGCCACCCGCAAATACACCGAT 
GAAGCTCCTACCCCTGAGCTGATCGACAAAATCGTTGACCTTGCCCTGGAGGCACCCAGT 
GCGTTCAATGCGCAGCAACGTGAAATTGTTGTGATTACTGATCCCGCACAGAAGCAGAAG 
CTTTACGAGGCCTCCCATCAGAAACAATTCCTCACCGCACCTGTAACTTTCATTGCGGTT 
GCCCGCGTGGAAAACGAGCCTGAGGATTTGGAAGAGATTCTTGGTACGGAAAGGGCTGAA 
CGTGTCGCGGGATTCATCAACGGTCGCAGCATTCAGCAGGCACGCGAAGCAACGTTGAGG 
GATGCCAGCCTCGCGGCGGCTTTTCTAATTCTGGCTGCCCAGGCGGAGGGT.TTGAGTACC 
AGCCCGACTACTGGTTGGGATGAGGAAAAAGTGAAGGAAGCAATCGGTCTCGGCGGGCGT 
GAGGATCGTGCAATCGCCCTTGTTATTGCTACCGGATTCCCTAATGAACAGCCGGAGCAC 
CCTGGTCGTTTGCAGAATAGGCGCATCGACAACAGCTAC 

>RXN02 053-downstream 
TAACTCTGCCAGCTCGCCCGGAC 



>RXN0214 6-upstream 

GGTTCTCTCGCAGAGAGAGAAGGAGTGGGGATAGGGGCCTTCCGCTCCGAACCCGACAGC 
TAACTCGGTCAGCAAACAGGAAGAATTTGGAGTTTCATCA 

>RXN02146 

GTGGGTAAGCACCGTCGCAACAATTCAAACGCAACTCGCAAGGCTGTAGCAGCATCTGCA 
GTTGCGCTTGGAGCAACCGCAGCTATCGCCTCCCCAGCACAGGCAGCTGAGGTTGTTGTT 
CCTGGCACCGGAATCAGCGTTGACATCGCTGGCATCGAGACCACTCCAGGTCTTAACAAC 
GTTCCAGGAATCGATCAGTGGATCCCTTCCCTTAGCAGCCAGGCAGCTCCTACTGCTTAC 
GCAGCCGTCATTGATGCACCTGCAGCACAGGCTGCACCTGCAGCAAGCACCGGTCAGGCA 
ATCGTTGATGCAGCGCGCACCAAGATTGGTTCCCCATACGGTTGGGGTGCTACCGGTCCT 
AACGCTTTCGACTGCTCCGGCCTTACCTCATGGGCATACAGCCAGGTTGGCAAGTCCATC 
CCACGTACCTCCCAGGCTCAGGCTGCACAGGGCACCCCTGTTGCTTACTCTGACCTTCAG 
GCTGGCGACATCGTTGCGTTCTACTCCGGCGCTACCCACGTTGGTATCTACTCCGGCCAC 
GGCACCGTTATCCACGCACTGAACAGCAGCACCCCTCTGTCTGAGCACTCCTTGGATTAC 
ATGCCATTCCACTCTGCAGTTCGTTTC 

>RXN0214 6-downstream 

T AAT C T GC AT AAAG T C T T AAG C T 



>RXN02274 -upstream 

ACAGGTCGAAGCTGCTGAACGTGGCCGGAAACTAGATGACGCCACTGATGTGGACACAAA 
TGTGGGCACAGAAGAAGGCTTTGAAGAAGGTCGAAATTAA 

>RXN02274 

ATGAGTTTTGAGATTTCCCGCAAGCAGTACACCGACCTTTATGGTCCAACCGTTGGCGAT 
TCAGTACGTCTTGCTGATACTGAGCTTTTTCTCTGTGTGGAAAAAGATTACGCAGCAATC 
GGCGAAGAAGTAGCATTCGGCGGTGGCAAGGTCATTCGTGATGGCATGGGCCAAAATGGC 
ACCTTGGTTCGCGATGTAGATATTCCCGATACCGTCATCACCAACGTCATCGTCCTTGAC 
TATACGGGTGTGTACAAAGCTGACGTTGCGCTTCGAGATGGCAAAATCTTCCGAATCGGA 
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AAGGCCGGAAACCCGAATGTCATGGAAAACGTCGACATCGTCATCGGCGTTGCCACCGAC 
ATCATTGCTGGTGAAGGCAAAATCCTTACCGCAGGTGGCATCGACACGCACGTGCACTTC 
TTGGGCACAGACCAGGTCAACACTGCATTAGCATCAGGTATCACCACGATGATCGGTGGA 
GGCACCGGCCCAAGCCAGGCGTCGATGGCTACAACTGTCACGCCAGGTCAGTGGAATACC 
TACAACATGCTTAGTGCTTTTGAAGGCATGCCCATGAACTTTGGCATTTTGGGTAAAGGC 
CATGGTTCTTCCAAATCTCCGCTGGCTGAGCAGGTTCGTGCGGGTGCAATCGGTCTGAAA 
ATTCACGAGGACTGGGGTGCCACACCATCGTCGATCAACACTGCCCTAGAAGTAGCCGAT 
GACATGGACATCCAGGTGGCACTCCACTCCGATACCTTGAATGAGGCCGGTTTTGTGGAA 
GACACCATTGAAGCCATTGCGGGCCGAGTCATCCATACCTTCCACACCGAAGGTGCTGGT 
GGTGGACACGCTCCTGACCT7VATCCGAGTGGCTGCTCTGCCAAACGTGTTGCCTGCATCC 
ACCAACCCAACGCTCCCATACACCCGAAACACTGTTGAAGAGCACCTGGACATGGTGATG 
GTTGCCCACCACCTCAACCCAGATATTCCAGAAGACGTGGCTTTTGCGGATTCCCGAATT 
CGTGCCGAAACGATTGCAGCCGAAGATGTGCTTCACGATATGGGTATCTTCTCTATCACC 
TCTTCGGATTCCCAGGCGATGGGCCGAGTAGGAGAGACCATCACGCGCACGTGGCAGGTC 
GCCGACCATATGAAACGCACCCGTGGATCACTAACGGGAGATGCTCCATACAACGACAAC 
AACCGCTTGCGTCGATTCATCGCAAAATACACCATCAACCCTGCGATTGCGCACGGTGTG 
GATTATGTTGTTCGTTCAGTGGAGGAAGGCAAGTTCGCTGACCTCGTGCTGTGGGATCCA 
AAGTTCTTTGGTGTGAAACCTGATCTGGTGATCAAGGGTGGGTTGATGGTCAATTCCCTC 
ATGGGTGATTCCAACGGTTCCATTCCAACTCCGCAGCCCCGCACCCTGCGCAATACTTGG 
GGTGCGTTTGGCCAGGCAGTTTCCAGAAGCTCCATTACATTCCTATCCCAGGACGCTATC 
GATGCAAATGTTCCTGATCTGCTGAATCTGAGGAAGCAGATCCGGGGCGTTCGAGGTGTA 
AGGAATCTGACCAAACGAGACATGAAACTCAATGCAGAAATGCCTGATATTeGTGTCGAT 
CCAGAGACCTACCAGGTGTTTGTCAACGGTGAGTTGATCACCAGCAAGCCAGCAGAGACA 
GTGCCAATGGCACGTCGCTACTTCTTGTTC 

>RXN022 7 4 -downstream 
TAATCCGCCAACAAGGAAGGAAG 



>RXN02334 

GTCAAAGACCTCAACGATCCCCTCACCCGCGATTTCATTGACGGTGAAGCTTTCGCTGAG 
CTGATGAACCGCAAGGGCATCGCTCGCGATGACACCGTTGTTGTCTACGGTGACAAGTCC 
AACTGGTGGGCTGCGTTCACCCTGTGGGTCTTCGAACTGTTCGGCCACTCCGATGTCCGC 
CTGCTCAACGGCGGCCGCGACGCGTGGATGGCTGAAGAGCGCGACACCTCCTACGTGGTT 
CCGGAGTACCCCTCCGCCAACTACCCCGTCGTGGAGCGTGTCGACGAAAACCAGCGCGCG 
TTCGTGGCTGAGGTGCTCGGTTCGCTCACGCAATCCGGTGGCATGACGCTTGTCGACGTC 
AGGACCCCTTCGGAGTTCTCCGGATTGGATGAGCACGGCAACCCAACCTCAAACACCGGC 
GTGCTTCGTGGTGGACACATCCCAGGCGCGATCAACCTGGATTGGTCGGACGCTGTTCTT 
CCCAACGGAAACTTCCGCACCCGTGCAGAGTTGGACAAGCTCTACGCCGATCTCAACCCA 
■GCTGACGATACCGTTGTCTACTGCCAGGTTGGCGACCGCGCGGCCCACACCTGGTTCGTG 
CTGAAGTATCTGCTCGGTTTCAACAACGTCCGAAACTATGACGGAT.CGTGGGCAGAATGG 
GGCAATATGGTTCGCATGCCGATCGAAACTGGCGAAAACACCAAAAATAACGTTTCGGTG 
TCA 

>RXN02 33 4 -downstream 
TAGAATAGGCGTATCCCCTTTTT 



>RXN024 7 8 -upstream 

GACATCGTCGAAGCGCTCTCCAGCGGCAACATCGACGATTATCGCAGCGCCGTGCTCGCT 
CACTACGCGCCGTTTCGCCGCATGATTTCCAACATGCTCG 

>RXN02478 

ATGCGCACTAGCCTCATTGCGCGCGGGTTGTACCGCATTCCCGCGCTGGTCTGGGATCAG 
GGTCTTTTAACGCTTTTCGACGCCCGCCTCAGTGTTGACGACCTCCCCGCACCCATCGAC 
GTGGTGTCAGCGCGATCCTCAGACGGCATCACCTGGACCACCCCAGAACCAGCAATCGTC 
GAAACTGAACACCGCGGTGTGGGCGATGTCTGCCTTGTCACGGGCGATCTGTGCTTCCAC 
GGATTGTCCAACCTCGCAGGATTTTTTGAGGATCCCACCGACCTTGAACCCCGGCTGGCG 
CGCCGGGATGTGAGTGGGTGGACGTCGATAAGCATGGCCCACTATTTTGCGGATGTTGAT 
GCCGCGTTCGCCTCGTCGGGGACGGGACTTGTCCTGGCGGATGGGCGGTGGATTCAGAGT 
TTTGTGGTGCGGCGCGGGCGCGAGATTTCGCTTCGGATTCTGCGCAGCGATGGCCACATC 
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ACCGATATTGCCGGCGGTAACGAATCCGCGATGACGCAGCTGCCGAGCGGTCGGATTGTG 
CTGCATTCCAGGGGGGTGGGACACCGTCTGAGCAGTGTGTCCGATGATTTCGGGGAGACA 
TTCACTCCGCTGGAGCCTGTGCCTGAACTAATCGACCCCGGCTGCAACGGCCACGTGTTC 
TACTGGAAAGCGGCTGGAATGCTCGCCGCAACGCACCTGGCGGACCCTGATCTGCGACGC 
CACTTGGTGGTTGATTTATCCAGCGACGAAGGAGCGACCTGGGCGCATCGCATCACCATC 
GAGCGCGAAGAAGCCGCCTATTCAACCGCTGCGGA7VATGCCC7VACGGAGATGTTGCCGTG 
GTGTGGGAAGCAGAGGGAACGCGCGCGATAAAATGCACGGTGATCAGCGTAAATGATATT 
TCGCTGCGGATCGATGAGCCCATTTCCGATGCCATATCCCTCCGCCATGTGGTGATCAAC 
GATGACCATGACGGCATCGAAGTCGCACTGCCTGACGCATCGCAATGGGGTGAAGGTGTA 
TTCAAAATTGTGTCCAATCCAGACGCGAGCACCCAAAAAATCCGCACTCGAGGCAAGCCC 
GCGCGACAGACCCTGGAAATTGGGGATGAATTGGTTTTTGATATCCGCAAGGGTGGAGAA 
GTGGCTTACGGCGTCACGGTTCCTTATGATGGTCGCTCGTTGGGGGAAGTTAAACAGGAT 
TTTGGAGTGGGGCTG 

>RXN024 7 8 -downstream 
TAGAGGCCGATTTGCGGTCCTTT 



>RXN0250 8 -upstream 

TGCACACTGCTGGTGGTGAGGCCGCAGACCTGGCAGCCGCAAGCAAAGCCTCCGAGGCCC 
AACTCGCGGCTCAGTAAAACCAAAAGGAATCTTTGACCAC 

>RXN02508 

ATGCGTACATCCATTGCCACTGTTTGTTTGTCCGGAACTCTTGCTGAAAAGCTGCGCGCA 
GCTGCAGATGCTGGATTTGATGGTGTGGAAATCTTCGAGCAGGACTTGGTGGTTTCCCCG 
CATTCGGCAGAGCAGATTCGTCAGCGGGCTCAGGATTTGGGATTAACCCTGGATCTGTTC 
CAGCCGTTTCGAGATTTCGAAGGTGTGGAAGAAGAGCAGTTTCTGAAGAATCTGCACCGC 
TTGGAAGAGAAGTTCAAGCTGATGAACAGGCTTGGCATTGAGATGATCTTGTTGTGTTCC 
AATGTGGGCACCGCGACCATCAATGATGATGACCTTTTCGTGGAGCAGTTGCATCGTGCA 
GCAGATTTGGCTGAGAAGTACAACGTCAAGATTGCTTATGAAGCGTTGGCGTGGGGCAAG 
TTTGTCAATGATTTTGAGCATGCGCATGCACTTGTGGAGAAGGTGAATCACAAGGCGCTG 
GGAACCTGCTTGGATACGTTCCATATTCTTTCCCGTGGTTGGGAAACCGACGAGGTGGAG 
AACATCCCTGCGGAGAAGATCTTCTTTGTTCAGTTAGCGGATGCGCCGAAGCTGAGCATG 
GACATTTTGTCCTGGTCGCGTCACCACCGTGTTTTCCCTGGTGAAGGCGATTTCGATCTG 
GTGAAATTCATGGTTCATCTGGCCAAGACGGGTTATGATGGCCCGATTTCTTTGGAGATC 
TTCAACGATTCCTTCCGCAAGGCCGAGGTTGGTCGCACCGCGATTGATGGGTTGCGTTCT 
TTGCGTTGGTTGGAAGATCAGACCTGGCATGCGCTAAATGCTGAGGATCGTCCAAGCGCT 
CTTGAACTGCGTGCACTTCCTGAGGTCGCGGAACCTGAGGGTGTTGATTTCATTGAGATC 
GCCACTGGACGTTTGGGTGAGACCATTCGGGTTCTTCATCAATTGGGTTTCCGCTTGGGT 
GGTCATCACTGCAGTAAGCAGGATTACCAGGTATGGACCCAGGGCGATGTGCGCATTGTG 
GTGTGTGATCGTGGGGTCACCGGGGCTCCAACCACGATCTCTGCGATGGGCTTT.GACACC 
CCCGATCCAGAAGCTGCTCATGCCCGTGCGGAATTGCTGCGGGCTCAGACAATTGATCGT; 
CCCCACATCGAGGGCGAAGTTGACCTAAAAGGTGTGTACGCACCGGATGGGGTGGAGCTG 
TTTTTCGCGGGGCCGAGCCCCGATGGAATGCCCGAGTGGCTGCCGGAATTCGGCGTCGAA 
AAGCAAGAAGCTGGTCTCATTGAAGCCATCGACCACGTCAATTTCGCCCAGCCGTGGCAA^ 
CATTTTGATGAGGCAGTGCTGTTTTACACCGCGCTGATGGCGTTGGAGACTGTGCGTGAG 
GATGAGTTCCCGAGCCCAATTGGTTTGGTGCGCAATCAGGTGATGCGTTCGCCGAATGAT 
GCGGTGCGGTTGCTGCTCAGCGTGGCGCCCGAGGACGGTGAGCAGGGAGATTTCCTCAAC 
GCGGCCTACCCGGAGCACATTGCGTTGGCCACGGCGGACATCGTGGCGGTGGCTGAACGT 
GCGCGCAAACGAGGCCTGGATTTCTTGCCCGTCCCAGAGAATTACTACGACGATGTGCAG 
GCGCGTTTTGATTTGCCGCAGGAATTCTTGGACACACTCAAGGAAAACCACCTGCTTTAC 
GACCGCGACGAGAACGGCGAATTCCTCCACTTTTACACCCGCACGTTGGGCACGCTGTTC 
TTCGAAGTGGTGGAACGCCGCGGCGGTTTTGCAGGTTGGGGCGAAACAAACGCTCCGGTG 
CGGTTGGCGGCGCAGTATCGTGAGGTGCGGGACCTCGAGCGGGGAATCCCAAAC 

>RXN02 5 08 -downstream 
TAGCATCCCGAACTAGCCCCCCA 



>RXN02513-upstream 

ACAGCACCGTTTTGTAGGATAAGAAAATCCCGCACACAACCCGTCCTGGTGGGTGAAGTG 
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GGGGAGGCATGTCTATGCCCCCAATTAGACATCTGACATC 
>RXN02513 

ATGCTTCCAATCTGGATGGGTCTTCCATTCAAGAAAGCAGGTGCTTTGTCTCGGCGTAAA 
GCAGTATTCTCAGCGCTTGGTGCAGCCGCACTCATGGGCGCAGCACTACCCACCATCCCA 
ACGGCCCAAGCTCAAACACCCACGGGCTACGGATTCGATGCAACAGCAAGCATCAGCGAA 
GAACCAGAGTTTTCAACACAACAACTCGCTGACGGCGGAACTCTCGGATTTGATTGCTAC 
CGCATCCCATCGCTTGGCGTCGCACCCAACGGCAACGTCCTCGCATCGTGGGATGGTCGC 
CCAAACAACTGTTCAGATGCTCCACAACCCAACTCCATCGTGGGCAAGGTATCGACCGAC 
AAC GG AGC AAC C TGGGGCGAAC AG C AC G AC AT TTCCGCAGGT AT CACCGCCGAACCC AAA 
ACTGGCTATTCCGATCCCAGCATCGTTGTGGACTGGGAGAGGGGCGATGTCTTTAACTTC 
CACGTGAAGTCATTCGATGCAGGATACTTCACCTCCCAACCAGGCACGGACCCGGATGAT 
CGCAACGTTGCCCATGTTGCCTACGCCAAATCATCAGATAACGGCTCAACCTGGGTTGCA 
GACACCGTCATTACTGATCAAGTGGTTGCTCATGACACCTGGGACAGCCGATTTGCCACA 
TCCGGAAACGGCATCCAACTGCAATACGGCGCGTACAAGGGACGATTGGTCCAGCCATCG 
GTAACTCGCATG 



>RXN02 530 -upstream 

GAGGCTGAGCTTTCCGTCAAACAACATCTTCCCAATGTGGATGAAATGACTGTGACCATC 
ACCCCTTCCAAACCTTGAGTCCCGTGATACAATTGTTGAT 

>RXN02530 

ATGTCAACAAATTATGAAGCAATCATCATTGGAGCAGGTCAGGCTGGACTCGCGGCGGCG 
CATGAACTTTCCCGCCGCGGTTTCACTCCCGGAAAAGATTTTCTCGTCCTCGATTCCAAC 
GACGGGCCCGGTGGCGCCTGGCGGCATAGGTGGGATTCACTCACATTAGGTAAAGCCCAC 
GGAATCGCCGATCTCCCAGGGCTTCCCATGAATCGCCCCGATCCGAAAACTCCGGCTTCC 
ACATTGGTTGCTGGTTATTACGGCGCTTACGAGAACGAGTTCTCCTTCGCAGTTGTGCGC 
CCAGTCAAAGTCTCACGAGTTGAGCCCACTTCCGAGGATCCTTCGAGCCCATTGCGCGTG 
AGCAGCGACGATGGTCGAGAGTGGATTACCCGCATGGTTCTTAATGCAACAGGTACGTGG 
ACAAACCCTTATGTTCCGTACATTCCTGGCATCGATAAATTCCAGGGCAAGCAGCTCCAC 
ACCGTTAATTACCGCAAGGCCGAGGATTTCAAAGGTAAGAAAGTCCTGGTCGTCGGCGGT 
GGTTTGAGTGCTGTGCAATTTCTGCTGGAGTTGGAAGGCTTGGCGGAAACCACCTGGGCG 
ACGCGTCGTCCGCGAACTTACGCAGCGCGAGTTCGACGCCGGCTGGGGCATTGCGGT 

>RXN02 530-downstream 
TGAGCGCGCCGTCCGCGAACGCA 



>RXN02 5 65-upstream 

GGAAATTCGATACAGTGCGATGACGCGATATTAGAAAGAAAAAGATGCGCTTTACGACGA 
AACCCTCACCCTCCTTCAGGAACTTATCCGCAACGCCTGC 

>RXN02565 

GTGAATGATCTAACCCCAGATTCAGGTCAGGAAATTAGAAACGCGGAAAGCCTAGAACGT 
TTCTTTGAAGGAACCCCCAACGTTAAAATCACCAAGCTGGAACCGCATCCGGGCCGGACC 
TCAATTATCGTGACTGTTCCAGGCAGCGATCCAGATGCTGAGCCTTTAACACTGCTTGGA 
CATACTGATGTTGTGCCTGTTGATCTGCCTAAATGGACTAAAGATCCATTCGGTGCGGAG 
1 ATTTCGGATGGACAGATTTGGGGTAGAGGGTCCGTCGATATGCTCTTTATTACCGCAACC 
CAAGCGGCCGTCACCCGTCAAGTAGCCCGTGAAGGCGGCCTGCGTGGCACGCTGACATTC 
GTTGGCGTTGCTGATGAGGAAGCCCGCGGCGGACTCGGAGCGAAGTGGCTTTCCGAAGAA 
CACCAAAACCTCTTCAGCTGGAAAAACTGCCTCTCCGAATCCGGTGGATCGCACCTTCCA 
GTCCACGACGGCAGCGACGCAGTAGTAATTAACGTTGGAGAAAAAGGTGCAGCTCAACGT 
CGTATTCACGTCAATGGCGATGCTGGTCATGGTTCCATTCCTTTCGACCGTGACAGCGCT 
ATTGTCAAGATCGGTGAAGTCGCCCGCCGAATCGCTGCCGCCGATCTGAAGGTAGCCAAG 
GACGATATCTGGCAAGGCTTCGTCCAAGCGCACCGTTTCGACCCAGAAACGGAGCAGGCG 
CTTCTTAGCGGGACCTCCCCTGAGGCCTACGCAGAGTTCGGCGGACTCTCCCGCTTCGCC 
CACGCGGTGTCTCATCTCACGATCGCCCAAACTGTGGTTCGTGCAGGTCAAGCCATCAAT 
GTATTGCCATCGCATGCGTACTTGGAACTGGATATCCGTACCCTTCCAGGCCAAACCAAT 
GACTATGTTGATGACACCCTGCGTGCTGCTCTGGGCGATCTTGCCGATGAAGTAGAAATC 
GAACACCTCATCTCTGAAGAAGCAACGGTGAGCCCAACTGATTCCAGGTTGTATAACACC 
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TTGGAAAAAGTTCTTGGTGATTTCTTCCCCGATGCGCCTGTGGTCCCAATTATTTCCTCT 
GGTGGCTCTGACCTGCGCTTTGGTCGTCGACTAGGCGGTGTTGGTTATGGTTTTGCAGTT 
CATGCACGTGAACGAACTTTGGCGGAAGCAATGGGGCAACTTCACTCCCATGACGAGGCG 
CTGTACCTGGAAGATCTTGAACTGACTGTTCGGGGTTATGACTCCGTCGTGCGTGAAT.TC 
CTAGGC 

>RXN02 5 65 -downstream 

T AAAAACAT G AAGC AGGAGT CT T 



>RXN02 58 9-upstream 

GCCTAAATTGCAGCGAGAGGTCTAAAAGGTAGTGCTCTAGGGATTCATCCAAACTCACGA 
ATATTGAAG T TT T AAAGT T G AAC AGG AAAAAT AAC AAAT A 

>RXN02589 

ATGTCTATTTCTGATAATTCCCGCGATCAATTAGGAGAACTGCCAGCTGGTCGGCCTCTC 
CAATCCGATTTTGATAATGACCTCGACTACCCACGTCTAGGCAGTGTCACGTTTAGGCGT 
GGCACCCTCACTGAAAACCAGCAAACCATGTGGGATGAAAAGTGGCCTGAACTGGGTCGC 
GTCCTCGAAGATGAGCTGATTGATGTTGATGCGTGGTTCGGGCGCGAAGGCGCAAAAACC 
ATCGTAGAGATCGGCTCTGGCACTGGAACTTCGACTGCTGCCATGGCTCCACTTGAGGCT 
GATACCAACATTGTCGCCGTCGAACTATACAAGCCGGGCTTGGCCAAGTTGATGGGCTCT 
GTTGTCCGTGGAGAGATCGACAACGTGCGCATGGTCCGCGGAGACGGCATCGAGGTGCTC 
AACCGCATGTTTGCCGATGGGTCCCTGGACGGCATCCGCGTATACTTCCCGGACCCTTGG 
CCAAAGGCGCGCCACAACAAGCGCCGCATCATCCAGTCTGGTCCGCTGAACCTGTTTGCA 
AAGAAGCTCAAGCCAGGTGGAGTTCTGCACGTTGCTACCGACCACGCTGATTACGCAGAG 
TGGATCAATGAGCTAGTTGAGGTCGAACCACTGCTTGAGTACAAAGGCTGGCCATGGGAG 
GAATGCCCTCAGCTGACTGACCGTCAGGTCATCACCAAGTTTGAAGGCAAAGGCTTGGAA 
AAAGATCACGTGATCAATGAGTACTTGTGGCAGAAGGTGCAAAAC 

>RXN0258 9-downstream 
TAATGTCTGATGTGCATGAGGTC 



>RXN02 7 04 -upstream 

CGTCTTTGGACATGTTCAAAGGCATGGGCCAGCGTGGCGACCTCTTTGCACACAACATCA 
T T G G C AC AAT C AAAG GAT T AAC G G AAG AG AAAG G C T GAT C 

>RXN02704 

AT G AC C AC C G GAG C C T C AAAAAAAC C C GC AC G T C C G AAC AC T G G C G C T AAAAC C AG AAC G 
GGGCTGGGAATTAGGGAGCGTATTTCCGGTGCATGGAATGATCTTCTCGCGCGCCCTTTA 
ACTGACTACATCATGATCTTGTGCATCGTGGTCATTTTGTCGTGCCTCGGTGTAGTCATG 
GTGTATTCCTCCTCAATGACATGGTCGTTGAGGGAAGGTGGCTCCGTGTGGGGTACTGCC 
GTGCGCCAGGGCATCATGATCGTGTTGGGTTTCTTTGCCATGTGGGTGGCGTTGATGACG 
CGCCCGCAAACCATTAGAAACCTATCCAACCTGATATTGATTGTGTCTATT.GTCTTGCTG 
CTTGCCGTGCAGATTCCTGGCATTGGTACAGGTAAAGAAGAGGTCGGGTCGCAGTCGTGG 
ATTGCTCTTGGACCTATTCAGTTTCAGCCTTCGGAGATCGCCAAAGTGGCCATTGCCGTG 
TGGGGAGCGCACTACCTCGCAGGCAAGGGCCCTGTGCAGCACTGGTTCAATAATCACTTG 
ATGCGTTTTGGTGGCGTCGGTGCATTCATGGCGTTTTTGATCTTCATGGAAGGCGACGCC 
GGCATGGCGATGTCTTTCGTGCTGGTTGTATTGTTCATGCTGTTTTTTGCGGGCATCGCC 
ATGGGTTGGATCGCGATTGCCGGCGTACTGATTATCGCAGCCCTCGCAGTCCTGGCATTG 
GGCGGAGGCTTCCGTTCAAGCCGATTCGAGGTGTATTTCGATGCGCTGTTTGGCAATTTC 
CACGATGTGCGAGGCATTGCCTTCCAGTCCTATCAGGGCTTCCTCTCTCTTGCAGATGGT 
TCCGGCTTGGGAGTTGGTTTGGGCCAATCAAGGGCGAAGTGGTTCTACCTGCCCGAAGCT 
AAAAATGACTTCATCTTTGCCATCATTGGTGAGGAGCTGGGGCTGTGGGGTGGCGCTCTG 
GTCATCGCACTTTTCGCGGGGCTGCTGTACTTCGGTCTGCGCACAGCCAAGAAGAGCCAC 
GATCCATTCTTGGGCTTGATGGCTGCAACCTTGACGGCATCCGTGGTGTCGCAGGCGTTC 
ATCAACATTGGCTACGTGGTTGGTCTGCTGCCAGTTACCGGTATTCAGCTGCCCATGATT 
TCCGCCGGTGGTACCTCCGCGATCATTACCTTGGCTTCCATGGGCTTGCTCATTAGCTGT 
GCACGCCACGAACCAGAGACAGTTTCTGCGATGGCTTCCTATGGACGCCCCGCAATCGAT 
CGACTTCTGGGATTGCGTGAGCCTTCAAGTACTTTGACCACCAGTAATGCATCCTTGCGT 
TCCAACAAAACCAAGGCCGCTAAACAAAAGCCGAGTCCTCAGAAAGAGTCTCGGGACCGC 
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TTCGGCGAGCCTGTGACCGCACGCCGAGCGCAGGCGCCACGAAGTGGGCGAGCTGGAGTA 
CAATCGGAAGCTCCGCGACGCTCGACTGGTAGCGTCAAAGGTCGAAGCAGTGGTCAGGAC 
AACGGTCGAAGCAACGAAGGTACGGCGCGTAGCCAATCAACTACTGGTGGGCGCGCAGCC 
GATCGCAGCGTTGATCGAAGTCGTCAAAGCAGGCCTACCGAGCGCCGTTCCGAGAGTCGC 
GC GAT GAT T GG CG T GAC AACCGCAACCGCAG AT AAATGTGAAATCAGGAGAACT AC GAAT 
AAAGATGGC 

>RXN027 04 -downstream 
TAACTCCCCAAAACCCATGCGGG 



>RXN02707 -upstream 

TTTTGATGACCGCGAAGAAGTTCGCGCTGCTTTGACAGAAAAGCTCAACAATAAACTTCC 
CCTTACTACGGAAGAAGGATAGGCCACAGTCATGATCACA 

>RXN02707 

ATGACCCTTGGGGAAATCGCTGACATCGTTGGAGGCAGGCTTACTGGCGGTGCTCAAGAA 
GATACGCTTGTGAGCTCCAGCGTGGAGTTTGATTCTCGATCCCTCACACCGGGTGGCTTG 
TTTTTAGCACTTCCGGGTGCTCGTGTAGACGGCCATGATTTTGCTGCAACTGCAATTGAG 
AAAGGTGCGGTTGCAGTATTGGCAGCCCGTGAGGTTGACGTACCTGCGATCGTCGTGCCT 
CCAGTAAAAATCCAGGAATCCAATGCTGACATTTATGCTCATGATCCAGATGGGCATGGC 
GCGGCGGTAGTGGAGGCGTTGTCTCGGTTGGCTCGCCACGTGGTGGATATCTGCGTGGCT 
GGCCATCAATTGAACGTTGTGGCTATTACTGGTTCTGCGGGAAAGACTTCTACGAAGGAT 
TTCATCGCGACGGTTCTTGACCAAGATGGGCCAACTGTGGCTCCTCCGGGCTCGTTTAAC 
AATGAGCTTGGTTTGCCACACACCGCGCTCCGCTGCACAACCGATACTAAGTATTTGGTG 
GCTGAGATGTCCGCGCGTGGCATTGGACATATTAAGCACCTGACAGAGATTGCTCCGCCA 
CGGATTGCAGCTGTGCTCAACGTCGGCCATGCGCACCTGGGTGAATTTGGATCCCGCGAG 
AATATCGCGCAGGCAAAAGGCGAGATCATTGAAGCGCTGCCCTCGAAGAAAACGAGCTCG 
GTACCAGTCCTGAATACTGATCCTTTTGTCGCCCGGATGGCTCCACGCACTAAGGCGCGC 
GTGGTGTGGTTTACCACCGATGCAGGCCAAGCAAAAAAGTCTGATTATTGGGCAACGAGT 
ATTTCACTGGACGCTGTTGCGCGGGCAAGCTTTACGCTGAACACGAAGGACGGCTCTTGG 
CCGGTCACCCTGCAGGTTTTTGGTGAGCACCAGGTTGCTAATGCACTTGCTGCTGCTGCC 
ATTGCCATGGAAGCTGGCGTCGCCCCAGAATTGGTGGTTGCTGGATTGGAAGCACATTCA 
GCTGCTTCCGCGCACCGCATGGATGTAAAGACCCGTGCCGACGGCGTGACCATCATCAAC 
GATTCTTACAACGCGAATCCTGATTCTATGCGTGCAGGTATCGCGGCTCTTGCGTACACA 
GCTAGTGGTCGTTCTGAAGCAACAAGCTGGGCAGTGCTTGGCCAAATGGGTGAGCTTGGC 
GATGACGCCTCGGAAGCCCATGCCGAACTTGGTGCTGAGCTGGCTAAATACAATGTTCAA 
GAACTTGTCGCAGTGGGGGAGAACCCTAACTGTGCAGCACTTGCAGAGTCCGCAGCGAGC 
CTGGGTGTGAGTACTCACGTAGTTTCAGACGTTGATGCAGCGCTCGAGTTGCTCGCAGGC 
CATATTAAGCGGGATGATGTAGTGCTGGTTAAGGCTTCAAATGCTGATCGCCTGTGGAGG 
GTCGCAGAAGCACTACATGGCATGGTGCCGGGCCTCAAAAACACAGGTGGCTCGGTCAAC 
GACGATTCTCGTCGGAACGTGGAAGGACAG 

>RXN02 7 07 -downstream 
TAGAAAACAATGCAACAGATTAT 



>RXN02723-upstream 

CGTGCTCACCATGGGTGCAGGTTCCGTGACCATGCTTGCTCCAGAAATCCTGGATCAGCT 
G C AAAAC AAT TAG GAC G T AAG T G AAC AAG G C AG GAC TAG C 

>RXN02723 

GTGAACAAAAAAGTCATCGCCATTGTTGTGGGTGTGGTTGTTGTCCTCGTGGCAATCCTG 
GGCGTTGTTGCCTGGTTCGTTCCCATCCTCAAGGTGGGAAACATTGAAGTAACCGGTGCA 
ACGCGCACATATCCGGATCAAGTACTGGAAGTCTCCGGGATTGTTGAGGGCAAAAACCTC 
TTCCGCGTCGATGCGACTGCAGCAGGGCAAAACATTGTGGAATTGCCCTGGGTGAAATCG 
GTGACCGTTAACCGTGCCCTGCCAAGCACCATCACCGTGGAGCTGACAGAGCGTGAGCCT 
GCAGTGTTCATCAAGCGTGCTGATGGTGACCATGTCATTGACACCGAGGGTAAAGAAATT 
ATCATTGGAACACCCCCGGTGGGAACAGTAGAAGTTTCTGGCGCGGATGAAGGAAACTCA 
GAAGTGCTTCCTGCGGTTATTGCTGTAATCAACGCAATTAAAGCGCAAGATGCGCAGATG 
ACAGAAAGTATCCAGGTAGTGGAAGCTCCGGATCAATTTGATATCTTGCTGAAAATGAAT 
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GATGGCCGGGAAATCTACTGGGGATCCTCGGAAAACAACCACGATAAAGCGGTGGCAATG 
TCGACTGTTTTGAAGCGGGAAGGCCAACGTTGGAACATTAGCTCACCCTCAATGGTGACA 
GTCCGC 

>RXN02723-downstream 
TAAAGTGGCTGGGTAGTTCCGGT 



>RXN02813-upstream 

GGACTCTAAATTGACCCGATCTTTATACTCCGACCTTGCTGGTAGTGGAGAACACCTCAG 
CAGCCTTTCCGACGAGACTTTCCTAAAGAATCTTCTTGTC 

>RXN02813 

GTGGAGGCCGCTTTGGCGGTTGCAGCTGCCCCCGAGCACGCAGCAATGGCGAAGGCCACC 
ATTGATTCTTATCAGTTGGATGTGGAGGAGCTTTCCCGTCGCGCAGCCGAGGGCGGTAAT 
CCGCTCATTCCGCTGGTCACTGACCTCAAGGCCATCAATCCGGCAGGCATCCACATTGGC 
GCAACGAGCCAGGACATCATTGATTCTGCGTTAATGCTGTGCATGAAGGAAGGGGTGGGG 
GAGGTCGTCGACAAGCTTAAAAAGCTTGCGCGAGATTTGGCCGAGCTCACCGCGGAGCAT 
AAAGCAACCCCGATCATGGGGCGCACGTTGGGGCAGATCGCGACGCCGACGACGTTCGGC 
GCGCTGACCGGCGGCTGGCTGGTTGCGGTGGACAATGCGGCACGCGCCCTGGAGGCGCTG 
GAGTTTCCGGTGTCGTATGGCGGTGCCAGCGGAAATATGACGGCGGTGCACCCGCGTGGC 
TTCGAGATTCAGGCGAAGCTGGCCGAGGAGTTGGGCCTTTTTGAT.CCGCAGTGGGTGTGG 
CATTCCGATCGCACGCCGATCACTGCGATCGCGTCGGCGCTGGCAACGGCCGCTGGTGTG 
GTACGCAAAATTGCTGGTGACGTGGTGTTTTACTCACAAACCGAGGTCGGCGAGTTGCGG 
GAGAAATCCCCCGGCGGCAGCTCCGCGATGCCCCACAAAGCCAATCCGGCCGCTGCGATT 
GCGTGCGACGGTTACGCGCGCCGGGCACCTGGCCTTCTTGCAACGCTTTTCGACGCCCTC 
GACTGCCGTTTGCAGCGCGGCACCGGCAGCTGGCACGCGGAGTGGGCAACGCTGCGCGAG 
TTGGCTGCTGTCACTCACTCAGCAGTGAGCAGGGCTGCAACCAGCATCGATGGCATCACC 
GTCAACGTTGATGTGATGGCAAGTCGCGTCAATGGACCAACCGGGCACGCCGAAGATTTG 
G C G GAG C G G G C AC T AG AAAT T TAT G G AAAAG G AC GC AG T 

>RXN02813-downstream 
TAATGGATC 



>RXN02 82 0-upstream 

CAACGAAACAAATGCAAGCCCCCAATCATGGGTTTCTACCAATTAAATTTTCTTTCAGAA 
AATATCTCCCCACATAAAAGTTCCTTGATAGGCTCGAGAG 

>RXN02820 

ATGAAAGTGACCCAAAGCACATTCCTTAAATCGGTAGCTGCGTTCACTGTCGCAGCCTTA 
ACCCTGACCATCTCTTCGTGTTCCAGCGGTGAAGACACCTCCGCAAGCTCCACGGATACT 
GAAAACTCCTCAACCCAAGCAGCAGCGTCTCCCCCACTTGCGCCTTGTGAACTTCCCGCC 
G AC GCTTCTGCT G AAG AG G AAG T AG AAG G C AC T C AC AC AG G TG AAG AT AT TTCTGTTGCC 
CCGGAAATCGGTACCGGCTACCGCGAGGGCATGACCCCTGTTCAAACCCAAGGTTATGCG 
GTGGCAACTGCAAACCCCATCGCTTCTGAAGCAGCCTGCGCGGTGTTAAGAGAAGGCGGC 
ACTGCAGCTGATGCTCTTGTCACCGCGCAGTTTGTTTTGGGACTGACGGAACCGCAGTCG 
TCTGGCCTTGGTGGTGGCGGATACATTCTGTACTACGACGCCGAAGCCAATGCGGTGACA 
GCCATTGATGGCCGTGAAACAGCGCCAGTTGCTGCTGATGAAAACTATCTCATTCATGTT 
TCTGCAGAGGATCAAACGGCACCTGTTCCTGATGCCCGACGTTCCGGCAGGTCAATTGGT 
GTGCCAGGAATCGTGGCAGCCCTTGGACAGCTGCATGATTCATTCGGAAAGACCTCCTGG 
CAGGACGTGCTGACAACTCCGCAGCAGCTCGCAACTGATGGTTTTTCCATCAGCCCTCGC 
ATGTCAGCATCAATTGCTAACTCCGCTGAGGATCTCTCCCACGATCCGGAAGCTGCCGCA 
TATTTCCTTGATGAAAACGGTGATGCGAAGGCACCCGGCACACTTTTACAAAACCCTGAC 
TATGCAGAAACGATTCGTCTCATCTCTGAAGGTGGCCCCGATGCGTTCTACACGGGTGAG 
ATTGCAGCAGACATCGTGGAACGCGCCACCCGTGAGGTTGACGGTTTCACACCATCACTG 
ATGAGCACGGCAGATTTGGCTGCCTACACTCCGGAAACTCGTGAAGCTTTGTGTGCTCCC 
TACCGCGACAAGATTGTTTGTGGCATGCCACCGTCATCATCGGGTGGCGTCACAGTGATG 
GAAACCCTGGGTATCTTGAACAACTTTGATCTCGCCCAATACCCACCCACTGAGGTTGGT 
TTGGATGGCGGATTGCCAAATGCGGAAGCTGTTCACCTGATTTCAGAGGCTGAGCGCCTG 
GCTTATGCTGATCGCGATGCTTACATCGGTGATCCTGCTTTCGTGGAAGTTCCAGCAGGT 



Appendix A, page 1 44 



Attorney D^fet No.: BGI-132CP 



GGTGTCCAACAGTGGATCAACCATGTCCACACGGGCGAACACTCCAAACTT 



>RXN028 39 

TGTGTGGTGAATGATTATGCTGACCGCAAGTTTGATGGTCATGTTAAGCGCACGGCGAAC 
' CGACCACTTCCCAGCGGCGCGGTAACAGAGA7\AGAGGCGCGCGCGCTGTTTGTCGTGCTG 
GTACTGATTTCGTTTTTACTGGTGCTGACGCTGAATACGATGACCATTCTGTTGTCGATT 
GCCGCGCTAGCGCTGGCGTGGGTGTACCCGTTTATGAAGCGGTATACCCATCTACCGCAA 
GTGGTGCTGGGCGCGGCGTTTGGCTGGTCGATTCCAATGGCTTTTGCCGCTGTGAGTGAG 
TCGGTGCCATTGAGTTGCTGGTTAATGTTCCTCGCCAATATTCTCTGGGCGGTGGCTTAC 
GACACGCAGTATGCGATGGTTGACCGCGATGATGATGTGAAGATTGGCATTAAATCCACG 
GCAATCCTGTTGGCCAATACGATAAAT 

>RXN02 8 39-downstream 
TGATATTGGGATTTTGCAGATTG 



>RXN02 908 -upstream 

GCCAACGAGGGTTGGTTTACCACCTCTGATTCAGGTGAACTCCACGACGGGATTCTCACC 
GTGACTGGTCGCGTGGATACCCGTCATTGATTCCGGTGGA 

>RXN02908 

TTGAAGTTGCACCCAGAGGTACTGGAACGTGCCATCGCAGATATTAAAGGTGTCACCGCG 
GCGTGTGTTGTGGGTATTCCCGATCCCCGATTAGGCC7\AGCAATTGTGGCCGCGTACTCC 
GGATCGATCAGTCCGTCTGAAGTTATTGAAGGCCTCGACGATCTACCTCGTTGGCAGCTT 
CCCAAACGGCTGAAGCATCTGGAATCTTTGCCCAGCATTGGTCCTGGAAAAGCTGATCGA 
CGTGCTATCGCGAAGCTGTTT 

>RXN02 90 8 -downstream 
TAGTCTTCATTCTTGCTGGCTGC 



>RXN02 913-upstream 

TCCCTGACATCCAGGTTGAAGCAACGTTTGATGACGGCACCAAGCTCGTCACCGTGCACA 
ATCCCATCCGATAACCCTTGATGTTTTTAGGAGTTTTGTC 

>RXN02913 

ATGATCCCAGGCGAGTACATCCTGTCCAGCGAATCACTCACCGGAAATGTTGGGCGCGAG 
GCCAAAACCATCGAAATCATCAACACCGGTGATAGGCCTGTGCAGATTGGTTCGCATTTC 
CACTTCGCTGAAGTAAACCCCAGCATCAGCTTTGATCGCAGTGAAGGTTACGGCTTCCGC 
CTTGATATTCCATCCGGCACCGCGGTGCGCCTCGAGCCAGGGGATGCCCGCACCGTCAAC 
CTTGTTGCCATTGGCGGTGACCGCATTGTTGCAGGTTTCCGAGATCTCGTCGATGGGCCG 
TTGGAGGACCTCAAAGTCAACGTGTGGGAGGGACGCGAAGACGGTTGGCGTCGTTCCTCA 
GCTGCTGGTGATGCTCCACAAGAATTGCCACAGGTCGAAGCTGCT.GAACGTGGCCGGAAA 
CTAGATGACGCCACTGATGTGGACACAAATGTGGGCACAGAAGAAGGCTTTGAAGAAGGT 
CGAAAT 

>RXN02 913-downstream 
TAAATGAGTTTTGAGATTTCCCG 



>RXN02 937 -upstream 

GCTACCGCGAAGAACTGTACTAGTTCTTCCATCAGCACCCGCAGTTGTCTTTGCAAGAGT 
TCGAAACATCCAACGCATTGGTGACACCGGTGTTGTCGCG 

>RXN02937 

GTGATCAGCAATGGGGAAGGTCCGGTTGTTGCGCTTCGTGGCGACATTGATGCGTTGCCC 
ATGGCGGAGCGATCCGGCAAAGAATACGCAGCAACCGGAGTGACACAGGTGGATAACACC 
ACCGGTCAAGAAACTCCGGTGGCGCATACCTGTGGCCACGATGTGCATATTTCATCACTG 
TTGGGTGCGGTGCAGGCGTTCAATTCTCATCGGGAATTGTGGAACGGAACGTTGATGGCC 
GTTTTCCAGCCAGCGGAAGAGACGGCAGCTGGTGCGAGGATGATGGCGGATCAGGACAAC 
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GCGCCGGGAAATCACTCTCCAGCGTTCGCGCCAGATATGCAGCCAACTCTTGATCGTGGT 
GTGGAAGCGCTGGTTGTAGCTGCTTCTGCGTGGCTAGTAAAA 

>RXN02 937 -downstream 
TAATTGGCTAATGAATCCTTTTC 



>RXN02 94 4 -upstream 

GGGGAGGTCCCAACAGGTGGTGGCGAAGAGGTGACCAGCGAGGTCAACAGGG 
>RXN02944 

GTGAACGCTCAGAATCTTATTGATCCAGAGCATTCAATGGGTCAGGCAACTGCTGGTGTG 
AGCCAGAACCCAGTCATGGCTGCCCTGCCGGAAAGTGGCACCAGCCATATTTCCATCATC 
GATTCCTATGGCAACGCAGCATCGTTGACCACCAGTGTGGAAGCTGCTTTCGGTTCCTTC 
CACTTCACCCGTGGTTTCATTTTGAATAATCAGCTGACAGATTTCTCCGCTGAACCACTT 
GATGAGGACGGCGAGCCCGTGGCCAATCGTGTCGAGTCAGCAAAGCGCCCACGGTCTTCC 
ATGTCGCCAATGCTAGTGTTCAACGCCAGTGGCGATGGTGAAATCGCGGATCTGAATATG 
GTGCTGGGCTCCCCTGGCGGATCCTTGATTATTCAGTACGTGGTGAAAACCCTGGTCAAC 
ATCATCGACTGGGATATGGATCCACAGCAGGCAGTGTCTGGGCGCAACTTTGGTGCGATG 
AACCAGCCTAAGACTGGACTGGGAAGCGAGCATCCGCTGATCGCCAATGATTCAGCAGAG 
CTTGTATCTGAACTGGAAAGCAAAGGCCACGAAGTTAATGTGGGCGAGCAATCCAGTGGC 
CTATCGGCGTTGGTGAAAAACGGCGACACCATTGTCGGTGGCGCCGATCCACGTAGAGAA 
GGCGTGGTCTTGGGTGGC 

>RXN02 94 4 -downstream 
TAATTAGCGCGCAGACCACGCAG 



>RXN02 952-upstream 

TCCAAACCGCTGTTTCTGCTCGTGGCGAATCCTGGATATTGAAGTAATTGAAATCCGAGA 
CCTGATCTTTGATCTCGCTACCTCATTCACAAGCGCCGGC 

>RXN02952 

ATGAGCTCCCCAGCACTTGACGCTGCAAAACAGCGCCTTGCTGT^ATCCGATGGCCTGATC 
GCTGTTACCCCAGTATTTACCGCGAGCTACTCCGGCATCTTCAAGATGTTCTTTGATGTC 
CTGGACCCCAAGACCATTGTGGGTCTGCCCACCATCATTGCGGCATCTGCTGGAACGGCA 
CGCCACTCATTGGTTCTCGACCACGCCATCCGACCACTGTTTACCTACTTGCGAGCAGTT 
GTCGTACCCACCGGCGTGTTCGCAGCCACGGAAGATTTCGGCACTGAAGCTGGCGCAGAC 
ATTGAACGTCGCGTGAACCGCGCAGCTGGCGAATTAGCGACACTCATGTTGCAGGATTAC 
TCCAGTGTGCAAGGCCTTGGGGGCGCAACCGCGAACCAAGACGCTGACCTTTCCTTCCGT 
CGCACCACTGGCGTGACCCCGGGAGAGAACTTCAGCAGCTT-TGCCGATCTTTCTCAAAGG 
ACACGACGGAAACGGCTAAATTCGCGGATCTCCGTT 

>RXN02 952 -downstream 
TAAGGCATTGAAGCATTTGGAGG 



>RXN02 972-upstream 

ACCTACGACGGTGAAATCCTAGGCTCCCACTCAACCCAAATGGGATGCGTGCGCCTGACC 
G AAC G AAT CAT G C G C AGC G AC C C AC C C G AC T G AAAC C G AA 

>RXN02972 

GTGGAAATCGCCCGCGACTACGTTGCAGAACGCATCCAGGAAGTAAAAGCCATCGTCCCA 
ATTTCAAAGGCAAAAACCTTTGTGGGATGCGCAGGCACCTTCACCACAATCTCCGCCTGG 
GTGCAAGGCCTAGAAAGCTACGACCGCGACGCGATCCACCTCTCTGCACTCAACTTCGAT 
GCACTGCGAGTTGTCACCGATGAGATCATTTCAGAATCATCATCACAGCGCGCCAGCAAC 
CCAGTTGTTGATCCAGGTCGCGCCGACGTCATCGGTGGCGGATCCGTTGTTGTCCAAGCA 
GCGATCGACTTAGCCTCCAAAGAAGCCGGTGTAGACTACATCATTATTTCCGAAAAAGAC 
ATCCTCGACGGCCTCATCCTTGGCCTGGTAGAAGCCGACTCTTTGAAGAAA 

>RXN02 97 2-downstream 
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TAGGACCCTAGTTTTAAACCACT 



>RXN02 97 3-upstream 

GTCGAGAGCTGTAAAGTCAAGGCTATATACTTCTCAAGTCGCGCCGAAATTTGTTAAATG 
ACTATAAAAGGCAGTCCTAGTCAAGGAAGAAGGTTTGACT 

>RXN02973 

GTGAGTGATGCAGGGAAGAAGGACTCTTCCAAGGTGGAGATCGGACTGACCGGTCGACCC 
CTGCGCGAGTTGCCTGAGCCATCTCCTTTGGAAAAACATGGCCCAGCAACGATCATTGCC 
ATGGCGAATCAAAAAGGTGGCGTTGGTAAAACCACGTCCACCATCAACCTCGGAGCATGC 
CTTGCAGAGGCGGGACGTAAAGTCCTGCTCGTTGACTTGGATCCGCAAGGTGCGTTGACT 
GCTGGTTTGGGAATCCACTACGACGACGTGGATATCACCGTGTATGACCTCATGGTGGAC 
AACAATTCCACCATTGATCAGGCGATCCACCACACTGGTCTTCCTGATCTGGATGTCGTT 
CCTGCAAATATTGACTTGTCCGCTGCAGAAATTCAGCTGGTCAATGAAGTTGGTCGTGAA 
CAAACACTTGCCAGGGCGCTGCGTCCTGTCATGAAGGACTACGACTTCATCATCCTTGAT 
TGTCAGCCATCACTTGGTCTTTTGACGGTGAACGCTTTGGCGTGCGCGCACGGGGTTATC 
ATCCCGATGGAGTGCGAGAACTTATCACTGCGCGGCCTCGCATTGCTCACAGACACCGTG 
GAAAAAGTTGCCGATCGGTTGAACTTCGATCTGGAAATCCTCGGCATCTTGGTC 



>RXN02 97 4 -upstream 

GCAGGCATGGACACATTCCAGGTCCTGACCGGCGTCAGCGGCTACTACGATTTGGTGCGC 
GCGATTCCCAGAGCAGCGCCCCACCTATATCGCCACCTCG 

>RXN02974 

ATGCAGGATCTCTACAGCGATCCGGGCGAGCTCAAGCCAGGTGCCCAGGGCGGTTTTTCA 
GCGCTTATCGACGGCGACACCCTGGTCATTTCCGGCGGCGATGCCGGCGCAACTCCGGTT 
GCAGCACTCCGCACTGCGTTGGATGTGGCCTGGGCGGCCACAGAGCAGTCACCGAGGTAC 
GCGCTGATTCAGAGG 

>RXN02 97 4 -downstream 
TAGCTGCTACTGCATTGCAGAGC 



>RXN03000-upstream 

CAGCGTGTTGCTGCGCCTGCAGAAAACCTACAGCGTCACCCACAAAGTCGAAATCCAAGG 
CTAACCCCCTTTTTCAACTCACAGTTAGGAAACTTCACCC 

>RXN03000 

ATGTCTCTTCCACATTCTGATGAACTCCGCGGCCAAAAGATCATTATTTCCGGTGGCGGA 
ATTGGTGGCGCAGCAGGTGCACTTGCGCTTGCTTTGCGCGGTGCCGATGTCACTTTGTAC 
GAACGCGCAGCTGAGTTCAAGGAGGTCGGCGCTGGCCTCCAGATCGGTCCGCACGGCTGG 
CGAATGCTGGAATCCTGGGGTCTGCTCGACCAAATTGTCGTGGCCGGCTACCTCCCAGAA 
GACATGCAGTTCCGCGACGCTGTCAACCGCGAAACCATCCTGACCATGCGTTTCGATGAA 
GAATTCCAGCAGCACTACGGCGGTCGCTACCTGGTGATTCACCGCTCTGACCTGCTCAAC 
ATCCTGGTCACCAACGCCGAAGCAGCGGGCGCGAAGCTCCACAATGGCGTCCTGGTCACC 
GATTCCCGCACCGTCGACGGCGGTATCGAGGTGGACATCGAATCCTCCATCAACAAGGGC 
GAAGATAACAAGACTTTGCTTGTCGACGCCTTCCTCGCCTTCGACGGCATCCACTCGGTC 
ATGCGCAAAAAGCTTGTCGACGACGCC 



>RXN0 302 6-upst ream 

GTTGGCGGCGCAGTATCGTGAGGTGCGGGACCTCGAGCGGGGAATCCCAAACTAGCATCC 
CGAACTAGCCCCCCAACAACAATTAGAAATGGAACCTAAA 

>RXN03026 

ATGCCTGGAAAAATTCTCCTTCTCAACGGCCCAAACCTGAACATGCTGGGCAAACGCGAG 
CCTGACATTTACGGACACGACACCTTGGAAGACGTCGTCGCGCTGGCAACCGCTGAGGCT 
GCGAAACACGGCCTTGAGGTTGAGGCGCTGCAGAGCAATCACCAAGGTGAGCTAATCGAT 
GCGCTGCACAACGCTCGCGGGACCCACATCGGTTGCGTGATTAACCCCGGCGGCCTGACT 
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ACACTTCGGTGGCGCTTTTGGATGCTG 

>RXN0302 6-ciownstream 
TGAAGGCGTCTGAGCTTCCTACC 



>RXN03028-upstream 

CTAATTCCAAGCCGAGCTGAAAAAGTCTGGAAGTTTTGCCCAATAAGGGCGTTAAAGTGG 
GTGAAAGCGAATT TAGAAAT AAAGAAT TAAGGGG AGAGAC 

>RXN03028 

ATGTTCGAGAGGTTTACCGATCGTGCACGCCGCGTGATTGTGCTCGCGCAGGAAGAGGCG 
CGCATGCTCAACCACAATTACATCGGCACGGAGCACATTCTCCTCGGCCTCATTCACGAG 
GGCGAGGGCGTTGCAGCCAAGGCTTTGGAATCCATGGGAATTTCCCTGGACGCCGTCCGC 
CAGGAAGTCGAAGAGATTATCGGCCAGGGCTCCCAGCCCACCACCGGCCACATTCCTTTT 
ACTCCACGTGCCAAGAAGGTCCTGGAGCTCAGCCTCCGCGAAGGCCTACAAATGGGACAC 
AAGTACATCGGTACTGAGTTCCTGCTTCTCGGTTTGATCCGTGAGGGCGAGGGCGTTGCT 
GCCCAGGTCCTGGTCAAGCTTGGTGCTGATCTGCCACGCGTGCGTCAGCAAGTTATTCAG 
CTTCTCTCCGGCTACGAAGGTGGCCAGGGCGGATCCCCAGAGGGCGGCCAGGGCGCCCCT 
ACTGGCGGTGACGCTGTTGGTGCAGGAGCTGCTCCTGGCGGTCGTCCATCTTCGGGCAGC 
CCAGGCGAGCGTTCTACCTCTTTGGTCCTTGACCAGTTCGGCCGCAACCTCACCCAGGCT 
GCAAAGGACGGCAAGCTGGATCCAGTTGTTGG.TCGCGATAAGGAAATCGAGCGCATCATG 
CAGGTGCTCTCCCGTCGTACCAAGAACAACCCAGTTCTTATTGGTGAGCCAGGTGTTGGT 
AAGACCGCAGTTGTTGAAGGTCTTGCACTAGACATTGTTAACGGCAAGGTTCCAGAGACC 
CTCAAGGACAAGCAGGTTTACTCCCTTGACTTAGGTTCCCTGGTTGCAGGTTCCCGTTAC 
C G C G G T G AC T T C G AAG AG C G AC T G AAG AAGG T C C T C AAG GAG AT T AAC C AG C G C G GC G AC 
ATCATCCTGTTTATCGATGAGATCCACACCCTCGTGGGTGCAGGTGCAGCAGAAGGCGCA 
ATCGACGCTGCCTCCCTGCTTAAGCCAAAGCTTGCCCGCGGTGAACTGCAGACCATTGGT 
GCAACCACCCTGGATGAGTACCGTAAGCACATTGAAAAGGACGCAGCTCTTGAGCGTCGT 
TTCCAGCCAGTGCAGGTTCCAGAGCCTTCGGTTGATCTCACCGTTGAGATCTTGAAGGGT 
CTGCGCGACCGCTACGAAGCTCACCACCGCGTATCCATCACCGATGGTGCTCTTACTGCA 
GCAGCTCAGCTTGCTGATCGCTACATCAACGACCGCTTCTTGCCAGATAAGGCCGTTGAC 
CTCATCGATGAGGCTGGCGCCCGCATGCGCATCAAGCGCATGACCGCACCTTCCTCCCTC 
CGCGAGGTTGATGAGCGTATCGCTGATGTTCGCCGTGAGAAGGAAGCAGCGATCGATGCT 
CAGGACTTTGAGAAGGCAGCAGGTCTTCGCGATAAGGAGCGCAAGCTCGGCGAAGAGCGT 
TCAGAGAAGGAAAAGCAGTGGCGCTCCGGCGACCTCGAGGACATCGCTGAGGTTGGCGAA 
GAGCAGATCGCAGAAGTACTGGCCAACTGGACTGGTATTCCTGTCTTCAAGCTCACCGAA 
GCTGAATCTTCACGCCTGCTCAACATGGAAGAAGAGTTGCACAAGCGCATCATCGGACAG 
GATGAAGCTGTCAAGGCTGTCTCCCGTGCGATCCGTCGTACCCGTGCAGGTCTGAAGGAT 
CCTAAGCGTCCTTCCGGCTCCTTCATCTTCGCTGGTCCATCCGGCGTTGGTAAGACCGAG 
' CTGTCCAAGGCTCTCGCAGGATTCCTCTTCGGTGACGATGATTCCCTCATCCAAATCGAC 
ATGGGTGAGTTCCACGACCGCTTCACCGCGTCCCGACTTTTCGGTGCCCCTCCGGGATAC 
GTTGGCTACGAAGAAGGTGGCCAGCTGACCGAGAAGGTTCGCCGTAAGCCATTCTCCGTT 
GTGCTTTTCGACGAAATCGAGAAGGCCCACAAGGAGATCTACAACACCTTGCTGCAGGTG 
TTGGAAGATGGTCGCCTTACCGATGGTCAGGGACGCATCGTGGACTTCAAGAACACCGTC 
CTGATCTTCACCTCCAACCTGGGCACCGCTGACATCTCCAAGGCTGTTGGCCTGGGCTTC 
TCCGGATCCTCCGAGACTGACAGCGATGCTCAGTACGACCGCATGAAGAACAAGGTCCAC 
GACGAGCTGAAGAAGCACTTCCGCCCTGAGTTCCTGAACCGTATTGATGAGATCGTGGTC 
TTCCACCAGCTCACCAAGGATCAGATCGTTCAGATGGTCGACCTTCTTATCGGTCGCGTT 
TCCAACGCACTGGCTGAGAAGGACATGAGCATCGAACTGACTGAGAAGGCCAAGGACCTC 
CTGGCTAACCGAGGCTTCGATCCAGTTCTGGGTGCACGACCATTGCGTCGCACCATCCAG 
CGCGAAATTGAAGACCAGATGTCCGAGAAGATCCTCTTCGGTGAAATCGGCGCAGGCGAG 
ATCGTCACCGTTGACGTCGAAGGCTGGGACGGCGAGTCCAAGGACACCGACCGTGCGAAG 
TTCACCTTCACACCACGTCCAAAGCCAATGCCAGAAGGTAAGTTCTCTGAGATCTCTGTC 
GAGGCTGCGGAAGCAATTCAAGATGTAGATTCTGCAGCTGACGGCGATGTCCCAGAAACC 
GAT T C AC T T T C C G AC AT T G AC C T T G AAAC C C T T G AAAAG T T T GAG G AAG AT G T AG AAAAC 
GGCACCGACATTGATCAGGTGTCCGGTGACTACTACGGCACCGATGATCAGGGAGGCACT 
G C T C C AAG C AAG GAG 

>RXN0 302 8 -downstream 
TAGCAACCTTTTGAAAAAGGGCC 
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>RXN0303 6-upstream 

TAGAAAAATCTACCCAGTAAGCATTCAGGAACCATTCAGAATCTTTTCTTAGCATGTCTC 
TATCAGCGTAAACGTCCGAACATGAAAGGCTAGAAAAGCC 

>RXN03036 

ATGGCTGAGCAGTTGCGTCAATTTGAAGGCAGGGTCCTCCCTAATCAATCCGAGGACTTG 
GAAGATCAGGGTTTGGGATTTGACCTGGG7VACCGTTTTCTCCCGCAGGAAGGTTTTGGGA 
TTCATCGGTGTTGGTGGAGCAGGTGTGGCACTTGCTGCTTGTTCACCTTCTGGTTCTTCC 
GCGGCATCGAGCACCTCAAGCGCGTCCAGCAGCGCAGCTGCAACCACCAGTGCAGCAGCA 
GAGACTTTGACTGAGATGAAGTCGGAGACTGCTGGTCCGTACCCGGGCGATGGTTCGAAT 
GGTCCGGATGTGTTGGAGGTCTCCGGTGTGGAGCGCCAGGACATCACCAAGTCGATTGAT 
TCTGACACCGTGGCAGAGGGCGTACCTCTGACGTTGACTATGACCATTTTGGACATGAAC 
AACAACAATCAGCCAATGGAGGGTGCTGCGGTGTACGTGTGGCACTGTGATGCGCCGGGT 
CGATATTCGATGTACGACTCTGAGCTGGAAGATGAGACCTATTTACGCGGTGTGCAGATT 
ACCGATAAGTATGGCCAGGTCACGTTCGATACCATTTTCCCTGGTTGTTATGCGGGCCGT 
TGGGTGCATATTCATTTCGAGGTGTTCCCGGATCGAGACAGCATCACGGATTCCACGAAC 
AACATT 



>RXN0307 7-upstream 

ACCCCGATCCTTTGTTTTCGTGGGATCACTATTAGACTCGACTCTACCGCGCTGCAGGTT 
TTCCTGATACGCCTGCGGACAAAACAGAAAGGTATTTCAC 

>RXN03077 

GTGATGGAAATTGGTGTGCAGGTTGCCTCATGGATGGACCGCCACCATGACGAGGTCATA 
AAGTGGCGCAGGCATTTGCACAGCCATCCTGAGCTCTCCCACATGGAATACCGCACGACT 
GAGTATTTGGCCTCGGTTCTGAAAGATCACGGCATGGAACCACACCTGTTCCCAGGAACC 
GGTTTGATGGTGGATATCGGACCAGAAGGGGACTCCCGCCTGGCGTTTCGCGCTGATATC 
GATGCCCTTCCGCTGCTTGAATCAACCGGCTTAGAGTTCTCTTCCACAGCCACTGGCGTT 
GCGCATGCCTGCGGACATGACGTGCACACGGTGATCGCTTTGGCACTTGCCTGTGCACTG 
AACACCATCGAACTGCCCATCGGCATTCGGGTGATTTTCCAGCCGGCAGAAGAAGTCATG 
ACTGGTGGCGCAACGGACGTCATTGCCCACGGTGGCCTTGATGGTGTGGATGCGATTTAC 
GCCATCCACGTTGAACCCAAATTGAAGGTCGGTCGCGTCGGTGTACGCGCTGGCGCGATT 
ACTTCTGCCTCAGATGTGATCGAAATCAGAGTCAAGGGTGAAGGAGGACATAGCGCACGT 
CCACACCTCTCCGCTGATGTTGTTTACGCCTTGAGCAAATTGGTCGTTGATCTTCCCGGT 
TTGCTGTCCAGGCGCGTCGATCCACGCACCGGCACCGTGCTTGTTTTCGGCACCATCAAC 
GCCGGCTATGCGCCCAACGCGATCCCAGATTCCGGCATCGTGTCAGGCACCTTGCGTACA 
GCCGACATCTCTACCTGGCGTGACATGCGTCCGCTTATCTCTGAGCTGGTGGAACAGGTG 
CTCGCACCCACCGGAGTCACCCATGAACTGATCTACAATCCGGGTGTTCCACCAGTGCTT 
AACGACGATGTCGCCACCGCTTTGTTGGCAAGCGCAGCACGCGACATGGACACACAATCT 
GTTGTCCAAGCGCCGCAGTCATCCGGTGGAGAAGACTTCTCGTGGTACCTTGAACACGTC 
CCAGGATCAATGGCCCGGTTGGGTTGCTGGCCGGGGCACGGACCCAAGCAAGACCTCCAT 
CAAAGTGACCTGGTTGTGGATGAGCGAGCCATCGGAGTTGGCGTCAGGCTCTTTGGCTCC 
CTTGTGCAGCAGTACAGTAGCCGATCTGAAGCTTTCTTAAATTCC 

>RXN0 307 7 -downstream 
TAATGGGGGTAGTGTGTAGGGCT 



>RXN0308 8 -upstream 

TCATGGCACCGGGACCTGGCATCGTAGCTAAGGTTTCTTTTGATGATTTCTCCGACGTCA 
CCGGCGGCGATGAACTCCTCGAATTGGAGGCAAAGAACTA 

>RXN03088 

ATGGGTCAAACCCGCATCATTTCCGGCGACGCACGCGGCCGCAAGATCGAAGTACCACCA 
GCAGGTACCCGCCCCACCTCTGACCGCGCACGCGAAGGTCTCTTCTCCTCACTGCAGGTC 
CGTTTCGGATTTGAGGGCCAGCGCGTCCTCGACATTTTTGCCGGCTCCGGCGCACTCGGA 
TTGGAAGCTGCCTCCAGGGGTGCCGATGAGGTAGTTCTGGTCGAGTCGAATCCTAAGGCC 
GTAGAGGTAATTCGACGGAATGTGGACGTCGTAAAGCATCCTCGCGTAACCGTCGCAGAG 
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ATGAAAGCATCCACCTACCTTGCGTCCGCACCCGATAAGTTTTTCACGATGGTGCTCGCC 
GACCCGCCCTATGAGCTTGCGACGACG 



>RXN03091-upstream 

GCAAGGCTTATCCAATGGTTGTATCGGCGCTGGCGATCGGTGGTTTTTTTTGCAATAACG 
CTCTTGCAATATCTTTCTGAGCAGGGGAATCACCCAAGAT 

>RXN03091 

ATGCTGGCGAAGGACTCCTACACCATCAAATTGACTTTGGATCCAGATGTTCAGGATGCA 
GCGCACAATGCGGTGTCCTCCCACGTTGATCCAACCACCCCAGGTGTCGCTGAAGTTGTG 
AACGTCATTGAGCCTGGCGAGAACTCCCGCGATATTTTGGCTATTACTTCTTCCCGCAAC 
TACGGCCTTGACCTGGATGCTGGTGAAACGATGCTGCCTCAGGCAACGTCCCGTGTGGGT 
AATGGTGCCGGTTCCATTTTCAAGATCTTTACCGCCGCTGCAGCCATTCAGCAGGGCGCT 
GGCCTAGACACCATGTTGGATGTTCCTTCTCGATATGAGGTCAAGGGCATGGGCTCCGGC 
GGTGCCGCGAACTGTCCCGCAAATACTTACTGCGTGGAAAACGCAGGATCCTACGCGCCT 
CGCATGACTCTGCAGGACGCTCTCGCGCAGTCCCCCAACACTGCATTCGTTGAAATGATC 
GAGCAGGTTGGCGTGGACACCCGTTGTGGATCTTTCAGTAAAGCTGGGCCTGCGAAGCTA 
CACCGA 

>RXN0 30 91 -downstream 
TGAAGGTTCCTTCGACGGCGAAA 



>RXN0 3 0 92 -upstream 

CCGACTGTCAGCAGTAACGCACAGTCGAATAAATAAAGATTGGCTGACATTGTTGGAGTC 
TTGGGTTCACGATTCCCGGGGTTATCGCTAGGCTGTTGGA 

>RXN03092 

GTGTCCACCACGAATTCTCTGACAAAGCTCGTTGCATCTACAGTCGCCGCTGGCGTCCTT 
GGTGCGCTCGCACTTGTGCCTTTCGCTAGTCTTTCTGGCGTTGCGGTTGCGCGTACCAAT 
GACACGATGCAGACCAACCTTTCAGATCTGACGGATGGTCGCGGGCCGGGCGTCACGACG 
ATTACTGATTCCACTGACCAGCCGATTGCTTATATTTATGCGCAGCGGCGGTTTGAGGTT 
GGGGGTGATCAGATTTCTACGTCGATGAAGGATGCGATCGTTTCGATTGAGGATCGCAGG 
TTCTATGAGCATGATGGTGTGGATTTGCAGGGCTTTGGTCGTGCAATCCTGACGAACCTG 
GCTGCGGGTGGCGTGGAGCAGGGTGCTTCGACGATTAACCAGCAGTATGTGAAGAACTTC 
TTGCTGTTGGTGGAAGCTGATGATGAGGCGGAGCAGGCTGCTGCTGTGGAAACCTCCATC 
CCTCGTAAGCTCCGTGAGATGAAGATGGCGTCTGATTTGGAAAAGACGTTGTCGAAGGAT 
GAGATTCTGACTCGTTATCTCAACATTGTTCCTTTTGGTAATGGTGCTTATGGTGTTGAG 
GCTGCGGCGCGGACGTATTTCGGTACGTCGGCTGCCGAGTTAACCATTCCACAGTCTGCG 
ATGCTCGCGGGCATTGTGCAGTCTTCGTCTTATCTCAATCCATACACCAATCACGATGCT 
GTGTTTGAGCGTCGTAATACTGTTTTGGGCGCTATGGCTGATGCTGGCGCGATTTCCCCA 
GACGAGGCTTCGGCTTTCCAGCAGGAACCTTTGGGTGTCCTGGAAACCGCGCAAGGCTTA 
. TCCAATGGTTGTATCGGCGCTGGCGATCGGTGGTTTTTTTTGCAA 

>RXN030 92 -downstream 
TAACGCTCTTGCAATATCTTTCT 



>RXN030 94 -upstream 

ATAGATATTAGAGAGTTAAATAATGGCGCTTGACCTGCAGGAAATTGAGATCAACACTGA 
TTGTGTAGGTTGGCGCCCAACAAAGAAAGGGCGTTGAAAG 

>RXN03094 

ATGAGTTCATTCAATCCAACTACCAAAACCAATGAAGCCATGCAGGCTGCTCTTCAGCAG 
GCATCCTCGGCTGGCAACCCTGATATTCGTCCAGCTCACCTGTTGGCTGCCATCTTGGAG 
CAAACTGATGGCGTAGCAGCGCCAGTCCTCATGGCTACTGGTGTGGATCCTAAGGAGATC 
CTCGCAGAGGCCAAGAAGTTGGTTGCTTCTTACCCCAAGGCTTCTGGCGCCAATATGGCT 
AATCCAAACTTCAACCGGGATGCCCTCAATGCGTTCACTGCAGCTCAGGAGCTTGCCGGT 
GAGTTGGGCGATGAGTACGTCTCAACCGAAGTACTTCTTGCCGGTATCGCTCGCGGAAAG 
TCTGATGCTGCGGATCTGTTGACCAACAAGGGTGCAACCTATGACGCCATCAAAGAGGCT 
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TTCCCTTCGGTTCGTGGATCTCAGCGTGTCACCACTCAGGATCCAGAGGGACAGTTCCAG 
GCTTTGGAAAAGTACTCCACTGACCTGACCAAGCTTGCTCGTGAAGGCAAGATTGATCCT 
GTTATTGGCCGTGACCAGGAAATTCGTCGCGTCGTTCAGGTGCTTAGCCGTCGTACCAAG 
AACAACCCTGTTCTGATCGGTGAGCCAGGTGTCGGTAAAACCGCCATCGTGGAAGGCCTT 
GCACGCCGCATCGTTGCTGGTGACGTTCCAGAATCCCTCAAGGGCAAAACTCTGATCAGT 
CTTGATCTTGGTTCCATGGTTGCCGGCGCTAAGTATCGCGGTGAATTCGAGGAGCGACTG 
AAGGCTGTTCTGGATGAGATCAAGGGAGCTAACGGCGAAGTCGTTACCTTCATCGATGAG 
CTGCACACCATCGTCGGCGCTGGTGCTTCGGGTGAATCCGCCATGGATGCCGGAAACATG 
ATTAAGCCACTGCTTGCCCGCGGTGAGCTGCGCTTGGTTGGTGCCACCACGCTGAATGAG 
TACCGCAAGTACATCGAAAAGGACGCTGCCCTGGAGCGTAGGTTCCAGCAGGTTTATGTC 
GGTGAGCCAACGGTAGAAGATGCCATCGGTATTCTTCGTGGATTGAAGGAACGCTACGAG 
GTCCATCACGGTGTCCGCATCCAGGACTCCGCACTGGTCGCCGCAGCTGAACTCTCAAAC 
CGCTATATCACCAGCCGTTTCCTTCCTGATAAGGCTATTGACTTAGTTGATGAGGCAGCA 
TCACGCCTGCGCATGGAGATTGATTCTTCACCTCAGGAAATCGATGAGCTGGAGCGTATC 
GTCCGCCGCCTCGAGATCGAAGAGATGGCGCTGTCCAAGGAATCCGATGCAGCTTCCAAG 
GAACGTCTAGAAAAGCTGCGCTCGGAACTTGCTGATGAACGCGAAAAGCTCTCTGAGTTG 
AAGGCTCGTTGGCAGAATGAGAAAACTGCTATTGACGATGTCCGGGAGATGAAAGAAGAG 
CTGGAAGCGCTGCGTTCTGAGTCGGATATTGCAAAACGTGACGGCAATTATTGTCGTGTC 
GCAAAGCTTCGCTACGGCCGAATCCCTGAGCTGGAAAAGCAGATCGAGGATGCAGAATCC 
AAGGTCGAGGTCAATGAAAATGCCATGCTCACTGAGGAGGTCACGCCAGACACGATCGCC 
GATGTGGTTTCCGCATGGACGGGCATTCCTGCAGGCAAGATGATGCAGGGTGAGACCGAG 
AAGCTGCTCAACATGGAGCGCGTCTTGGGCAACCGTGTGGTCGGTCAGCTAGAAAGCGGT 
AACTGCAGTGTC 

>RXN0 3 0 94 -downstream 
TGACGCGGTGCGTCGTTCACGCG 



>RXN03128 

AACGGACTCGCCATTCCCGACATTGGATTTGGTGTATTCCAAACCCCACCCGATGAAACC 
CGAAACTCCGTTAACGCTGCTCTTGAAGCCGGCTATCGCCACATCGACACCGCCGCCGCA 
TACGGCAATGAACGTGAAGTCGGTGAAGCAATCGCAGCATCCGGCATTGGCCGCGACGAG 
ATCACCATCGAAACCAAAATCTGGGTGACCGACTACGGCTTCGAGGAAACTCTCCACGCA 
TTCGACAAGGCCACAGGCAAGCTTGGTGTCGATACACTGGACATTTTGATCTTGCACCAG 
GCAGTGCCAAGCAGCTTTGATCGCACCATCGCCGCCTACAAGGCGCTAGAGAAGCTGCTT 
TTCGACGGCGCGGTGCGGGCAATCGGAGTCAGTAATTTCATGCCAGAGCACCTGGACAAA 
CTCCTTTTGGAAACCTCCATTGTCCCAGCTCTGAACCAAATCGAATGCCACCCCTACTTC 
CAGCAGCGTGACGTGCTTGCCCGCAATGAGCAGCTTGGCATTTTGACTCAGGCGTGGTCA 
CCAATCGGTGGCATCACCTTCTACCGCGACGGACAGCTTCCAAGCACTCTAGAAAATGAG 
GTCATCGCTGGAATCGCCGCAGAAGTTGGCAAAACACCAGCTCAAGTAATGCTGCGCTGG 
CACCTACAGCGTAGACGTCACGCAATTCCAAAGTCTGTGACCCCATCACGCATTGTGGAA 
AACTTTGAGATCTTTGATTTCGAACTCTCCGATGAGCAACTACAGGAAATCGATGCCCTC 
AACACCGATCTGCGCGGTGGCCCAGAACCAGAGAACATCACCATGGAAAACTACTACCGA 
GAAATCCCAGAAGCC 

>RXN0312 8 -downstream 
TAAAGGCCCTTAGAGGCGAATGT 



>RXN03131-upstream 

AACGCGGCTCGTGAAGATTACCTGAAAAACCAAGCCCTCCAGCGTCCGCTGCTCGGCTAA 
ACCAGTTGGCTAAACCAAAACGTATTTAAGGAGAAACACC 

>RXN03131 

ATGACCACTTCTGTACCTGCATCCACCAAAGCTTTATCTGTGGCTGGCGAAAACCCAGGC 
CTGCGCATCGGCACCGCACCTGACTCGTGGGGCGTGTGGTTCCCAGAGGATCCAAAGCAG 
ATCCCTTGGGAGCGTTTTCTCTACGAGGTCGTGAAAGCTGGCTACACCTGGATCGAGCTT 
GGCCCATACGGCTACCTGCCAACCGATGCCAACCAGCTTGAAGATGAACTGGGCAAGCGC 
GGCCTGAAGCTGTCCGCTGGCACCGAGTTCACC 
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>RXN03133-upstream 

GGCGTCAAGCACGCACTCCACCACATCGATCTTCGCCCCGCCCTCGAATGGGACATCATG 
GGATTTCCCGAATCCCCCGACACGCTGCCCATTTTGCTCA 

>RXN03133 

GTGACCTGCGCGACCCCCCTTACGCCACCACTGCTGTGCCACCTCAATCCACGCCACGCT 
CCGCTCACCGATCCACACATTGACGCTTCCAGGCGCCACCGCGGTCCCTTCCACGCCACT 
CCCAGCTACGCAGGCTTTCACCCCTCATTTACCGACGACACCGCCCGCATGCTGGGCAAC 
CTAGCCAAAATTGGCGCGGTTGCCACCTGGGAAAAGACGCTTGTCGACGCCGCAAGCTGG 
GCCGAACTCCCCCACCCACCAGTCATCGTCGGGGATACCCCGCCCTCGACTGTCACGCCG 
GACAACGCCTGGTACCAGTTTCGCGTCGGCAAGCATCTTGGTCGCGATGCGTTCGCGG7VA 
ATCGTCATGTGCCTTGGCCACGTGTTTTGCCATCATGTCCCCCAGGTATGGTCGACAACC 
TGCGCATCTCAGGACGCTGATTCCACCACGATGCTCATTGAAGCCGAGACCGCGGGGGCA 
TTGGCCATCGCTCGCGTCGGCGGCCCGACCCGTCGAGGTGGTTCCTTCTTCGGCGATGCC 
CTTCTCAT^AGAGGGGACGCCACTTCCTGCTGGTTTCCGACTAGATGTTGTTCTACACGCC 
GCCTCAGAAATTGAGGATCTGCTGCGCGGTGACACCACAGCCGTTGTCAGCGGCGCTTGG 
TCTGTGGAGGATCGCCGAGGTTAC 

>RXN03133-downstream 
TAACAAATAGGCCCAACAAAGAG 



>RXN031 4 5 -upstream 

AGAGGTGTTTAAATTCCCGCCTCTGCCCCAGATTTAAAACTATGATGAGGGATAGCTTCT 
CAATTTTCCAGGTTTTCCAAAATGAAAGAGGTTCACGCAC 

>RXN03145 

ATGCCTACTTATACTTGTTGGTCGCAAAGAATTCGCATTTCTAGGGAAGCCAAGCAACGC 
ATCGCTGAGGCAATCACCGATGCCCACCATGAATTAGCGCATGCTCCCAAGTATTTGGTG 
CAGGTGATTTTCAATGAGGTGGAGCCTGATTCTTATTTCATTGCGGCGCAGTCGGCGTCG 
GAAAACCACATTTGGGTCCAAGCAACGATTCGTTCGGGGCGTACAGAGAAGCAAAAAGAG 
GAACTTCTGCTTCGGCTGACACAAGAGATCGCGCTGATTCTTGGGATCCCCAATGAAGAA 
GTATGGGTATATATACCGGAGATTCCTGGTTCCAATATGACGGAATATGGCCGTCTCCTC 
ATGGAACCTGGCGAAGAGGAGAAGTGGTTTAATTCGCTTCCCGAAGGCCTGCGGGAAAGG 
T T G AC C GAG C T AG AAG G A T C G T C AG AA 

>RXN0314 5-downstream 
TAGCTCTCGAATAGGCCATTTCT 



>RXN03178 

CCCACCACCGTGGTCACGGGCACGATGGAAGCCGCCAACATCGAGGGCTCCCGCGTGGGT 
GTCGGCGAGGCCGGCCAGTATACCGTTGATCAGCTGCTGCACGGTCTTCTTTTAGCCAGC 
GGTAACGATGCGGCGTATATGTTGGCTCAGGAACTTGGTGGGGATCAAGCAACCCTGGAG 
AAAGTAAACGCGCTGGCCAAGGAGTTGGGCACTCAAGACACCTTCGTTGCCACTTATTCC 
GGTTTGGATGCGCCGGGAATGTCGACCTCCGCATACGACATGTCATTGATTTATCAGCAT 
GCGTGGCAGAACCCGGTTTTCGAGTCGATTATCTCCACCGATCACATTGATTTCCCTGGT 
TGGGGCGACAATGAGGGTTTCCAAGTCTGGAACGATAACGCCTTGTTCATGAACGATCCT 
GATGGCATCGGCGGCAAGACCGGCTACACCGACGACGCGAACCACACCTTTGTCGGCGGT 
CTCGATCGGGGTGGTCGCCGCCTCGCCGCCGTACTCTTGGATTCCACCGTCAGCGACATT 
CGTCCGTGGGAACAAGCACGATTGCTTATCGACGCCTCCCTCCCCATCACGCCGGGGTCC 
GGCGTGGGCCAGCTGGGCTCCGGCAGCGCGAACGATGTGGCACCGGCGACCCCAGAATTA 
CCAGAACCCACCGACAACCTGACTTCAGGTGAGGGTGGGTCGCAG7\ACACGCTTCTTAAG 
CTCGTGGTGCCCATCGGAATCATCGTGCTGTTGCTAATCGCCGCACTAGCGTGGACATTC 
AGATCTCCCAAGAAAAAGAAC 

>RXN03 17 8 -downstream 
TAGGTGTTCTTCTTCACGACCTC 



>RXN02021 -upstream 



Appendix A, page 152 



Attorney D^tot No.: BGI-132CP 



TTGGGTCGCCGAGGAGATCTAATCCTGGTTTGAGTTCAGAGTTCACAGGTTTAAGCCTAC 
AAACCTTAGTTAAAACATGATGGAAGCGGTCGATTAAAAA 

>RXN02021 

ATGAGTGAAAACATTCGCGGAGCCCAAGCAGTTGGAATCGCAAATATCGCCATGGACGGG 
ACCATCCTGGACACGTGGTACCCAGAACCCCAAATTTTCAACCCGGATCAGTGGGCTGAA 
CGCTACCCATTGGAAGTGGGCACCACACGCCTCGGAGCAAACGAACTCACCCCACGGATG 
CTGCAGTTGGTAAAACTGGACCAAGATCGCCTCGTCGAACAGGTAGCAGTCCGCACCGTT 
ATCCCCGATCTGTCTCAACCTCCAGTAGACGCGCACGATGTTTACCTGCGCCTCCACCTG 
CTTTCCCACCGGCTGGTCCGCCCCCACGAAATGCACATGCAAAACACCTTGGAGCTGCTG 
TCCGACGTGGTGTGGACAAACAAGGGCCCTTGCCTTCCTGAAAACTTTGAGTGGGTGCGT 
GGTGCTCTGCGGTCCCGCGGACTCATCCACGTCTACTGTGTGGACCGTCTTCCCCGCATG 
GTCGACTATGTGGTTCCCCCTGGAGTCCGCATCTCCGAAGCAGAACGCGTGCGCCTAGGT 
GCATACCTTGCTCCGGGTACCTCTGTGCTGCGTGAAGGTTTCGTGTCTTTCAACTCCGGC 
ACCTTGGGTGCCGCAAAGGTGGAAGGCCGCCTGAGTTCCGGTGTGGTCATCGGTGAAGGT 
TCCGAGATTGGACTGTCTTCTACTATTCAGTCCCCGAGAGATGAACAGCGCCGCCGTTTG 
CCGTTGAGCATCGGCCAAAACTGCAACTTTGGTGTCAGCTCCGGAATCATCGGAGTCAGT 
CTGGGAGACAATTGCGACATCGGAAATAACATTGTCTTGGATGGAGATACCCCCATTTGG 
TTCGCAGCCGATGAGGAGTTACGCACTATCGACTCCATCGAAGGCCAAGCAAATTGGTCA 
ATCAAGCGTGAATCCGGCTTCCATGAGCCAGTT.GCCCGCCTCAAAGCT 

>RXN02021-downstream 
TGACCCATTTTCATAACCAGTGC 



RXC00110 - 5' -Region 

ATATCGAATGTCCAGTCACGCTAAACTTCACCCAAGATGAGATTTCGTGGCACGATTGGGAATAACGAA 
CGCTAATTTTAAACACTGGAGGAGCTTCCAC 

RXC00110 - coding Region 

GTGAGCAACAAAGACGGCCTTTTTACTGACGGTAACAGCACGTTTGCACCTAAGGTGGATTCAATTCCC 
CTCAGCGATGTGGATACCAGCGTTAGCGGTGAAGCCTCCATCGGCACGCTGATCTCCAACGCAACCTCC 
CAAATGTCCAGCCTTTTCCGCGCAGAAGTTGAGCTGGCGAAGACTGAACTCGCAGGCGAAGCCAAGAAA 
GCTGCCATCGGCGGCGGCGCATTCAGCGTTGCTGGCGTAATCGCACTGTACAGCTCCTTCTTCTTTTTC 
TTCTTCGTCGCAGCACTGCTGAGCGAGTGGATTAAGCCTTGGGCAGCATTCCTCATCGTGTTCCTCTTC 
ATGCTGGTCATCGCCGCAGCTCTCGCACTGTTCGGCTGGCGCAAGGTGAAGAAGATGGGCGCTCCGAAG 
AACACCATCCAATCGGTCAACCAACTGAAGAACCTGGTCCCAGGTCAGGCATCCGAGAAGCTGGAGAAG 
GCCAACAAGCGTGGCCTCTACACCTCCGCGTCCTTCCACAGCCCCGGCGCCATCACTGGCGACCAC 

RXC00110 - 3' -Region 
TAAAAAAGGAGACTTCGATGGCC 

RXC01971 - 5' -Region 

AGGTCTTGTTTATTTCGGCTACTGATTCAGTAGCTGCGCTCCGATAGGATTCTTAGTTTTCAGTTCAGT 
ATCTTTGAGCCACGGCTAGAATGTGAATCCT 

RXC01971 - coding Region 

ATGTCTAAGAAGAAGCCTCGCCCCATTCCGGTTCCTGCCCAATTTATCCCTGGTCTCATTGATGCGCAT 
ACACATTTGGCATCGTGTGGAGGAGATCTTGCAGGGTTGGTGGAAAGGGCCAAGGAGGCGGGCGTCGAA 
AAGCTTTGTACCGTCGGTGATGGTTTGGCTGAGGCCGAGCTTGCGCTGGAGGCCGCGCAACAGTTTGGC 
AATGTGTTTGCTGCGTGTGCGATTCATCCGACGAAGGCTGATCAGTTGGATGGGGCTGCGCGTGCGCGG 
CTGACGCAGATGGCGGCGGATCCGAATTGTGTGGCCATTGGTGAGACTGGTTTGGATTCGTATTGGATC 
AAGCACGATCCAGAGGACACGGCGGCGTTGGATGTGCAAGAGGAGGCGCTGCGCTGGCATATTGATTTG 
GCAATTAGTGCGGATAAGCCGTTGATGATTCACAATCGTGAGGCGGATGCTGATTTGATGCGAGTGTTG 
GCGGATGCTCCACCTCCAAAAGATACGATTCTGCATTGTTTTTCTTCGCCGTTGGACGTGGCGAAGGAA 
GCGTTGGATCGTGGATATGTGTTGAGTTTTGCGGGCAATGTGACGTTTAAGCGTAATGAGGAGTTGCGG 
GAGGCTGCTCGTATTGCGCCGATTTCCCAGATTTTGATTGAAACCGATGCGCCGTATATGACGCCGGAG 
CCGTTTCGGGGGAGTAGGAATGAGCCGTCGTTGATTGGTCATACGGCGCTATGCATTGCGGAGGTTCGG 
GGGATGGCTGTGGAGGATGTTGCGGCGGCTTTGAATGAGAATTTTGATCGCGTTTATGGGGTCACAAAT 
CTA 
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RXC01971 - 3' -Region 
TAACGTGAGGTAGCTCACAGTCA 

RXS00004 - 5' -Region 

TTGCACTGTCATGACTGTATCCCGCGAAGAAGTGTCCCTGCCGAGCCGAACTCTGAACAATGCCTTCCG 
GAAGTATTTTCCAATTCCCGATGTAGGGTCA 

RXS00004 - coding Region 

GTGCTGACTCAATTGATTGAATCATCGATTTTCGACAACGTTGCGAGCAGGGAGTCCTCTGAATTTCTC 
GGCCATGCTGCCATCGATCTACTTGCTGGCCTTGTCTATGAAAAAGCCACTCCCTATGCTCCAGATGAA 
GCACTTAGAGTGGCAGTTTATGGCTATATTCGGGAGAACCTTGGATCCTCACAACTTACGGTCGCAGCT 
GTAGCCGGGGCGCATAGAATCGCGGTTCGTACGTTGCATCGATTATTTGAAGGCGAAGCATACGGAGTA 
GCGGAATTAATCCGACACCTCCGATTAGAGGCAGTATATGAAGACCTTCGGGATCCTCGCCTCCAGAAC 
CTGACCATTTTGGCTATCGGCATGCGCCACGGCATTTCCAGCCAAGCTCATTTAACAAGACTGTTTCGC 
GCTAAATATGGGGTACCGCCGGCAGAGTTTCGCCGAGGGTATATTAATAGCGCTGCT 

RXS00004 - 3' -Region 
TGAGGGCACCGCAAGCGTGGCGC 

RXS00156 - 5' -Region 

ACCGAGAGCGTGGTACGCCTCATTTAGTTTCCTCCTATGAATCTTGATGTGGTTCATGCGTTTTTATGC 
AAT ATC AAC C AAAAGT T GG T ACG AT C C T C AT 

RXS00156 - coding Region 

ATGAATGAACGCACATCGGATGCATTTGACGCCCTCCTTGTGCTCTCCTTCGGTGGTCCCGAAGGGCAC 
GAGGAGGTTCGTCCGTTTTTGGAGAATGTCACTCACGGAAGGGGGATTCCGCCGGAACGTCTAGATGAA 
GTGGCGGTTCATTACCACCACTTCGGTGGTATCAGCCCCATCAATGCGCTGAACAGGGAAATTATCGCC 
AATGTGGAAAAAGAATTGGCGTCTCGCGATCACAAGCTGCCTGTTTATTTTGGTAACCGCAACTGGAAG 
CCGTTTGATAATGAGGCCGCTGAACAAATGGCTGATGACGGCGTGAAAAACGCGCTGGTGTTGGCAACT 
TCCGCTTGGGGTGGCTACTCCGGTTGTCGGCAGTACCAGGAAGATATTCAGGGCATGATCAAGCACCTG 
GAGTCTCAGGGGCAGTCGATCACGTTCACCAAGCTGCGTCAGTTCTACGATCACCCTCGTTTTGTCTCC 
ACCATGGCTCAATTGGTTCAGGATTCCTACGCGAAGCTTCCCGATGAGCTGCGAGATGAGGCGCGTCTG 
GTCTTCACCGCGCACTCCATTCCACTGACTGCGGACAATGCTGCGGGAACCCCTGAGGATGGCTCCTTG 
TATTCCACACAGGTCAAGGAAGCGTCAGCACTGATTGCTGAGGCTGTTGGTGTGTCAGATTTTGATGTG 
GTGTGGCAGTCCCGCTCGGGTAGCCCGCACACTCCGTGGCTGGAGCCTGACATCGTGGATCACGCAGTG 
GAGCTCAACGAGAAGGGTCAAAAAGCGCTCGTTGTCTGCCGTGTAGGCTTTATTTCTGATCATATGGAA 
GTCATTTGGGATCTTGATTCCGAGCTGATGGAAGAAGCCGAGAAGCGCAACATGGTGGTCGAGCGTGTC 
GCTACCGTTGGCCCCACCGATGAATTCGCAGCCCTTGTGGTTGATCTCATCGAGGAGGCAGAGCTCAAG 
CGCGTTATCGAGCGCCTTGGAAAGCTGCCAGCACGCGGAAGTTCCGTCAACGGCGCACCGTGTGGCGAC 
GGCTGCTGTGGTACCGCCAAGCATAAAACCGCGCGGGTGAACCCCAACGCTCGCTCAGCGGCGCCAGCT 
GCCAAC 

RXS00156 - 3' -Region 
TAGGAGTGATAGTCCCTCGCAAA 

RXS00166 - 5' -Region 

GGCGTTTAGCGATCTTCAACATCGAGCAACCAGCGCCAGCGCTTTTACCCAAGGCAGCACGACTTATCA 
CGATGTCCGACCTGGATATCCGGCTGAGGCC 

RXS00166 - coding Region 

GTGGAGTTAGCCCGTGGGTTTGGCCGAGTCCTGGATGTCGGTGCAGGTACCGGAAAACTAACCAGTGAG 
CTAACAGCTGATCAGGTCCTAGCCCTTGATCCAAGCATGGACATGTTGCGGGTGTTTCGCTCCGCGCTT 
CCGGCGGTTCCCTGCTGGCAAGCGACAGCAGAACACACAGGAATACGTGACAACGCGGTTGATCTGATT 
ACGTGCGCACAAACGTGGCATTGGGTTGACGTGACGGCTGCCTCAGCGGAATTTGATCGGGTGATTGCA 
CCTGAGGGTGCAGTCCTGCTCGTGTGGAATAACCTGGACACCTCCATCGCGTGGGTACACCGACTCAGT 
CGCATTATGCATGCCGGCGATGTACTCAAGCCGGGATTCACCCCAGAAACCGCAGCTCCCTGGATAATT 
GATCGAGAAATTCGCACCACGTGGAATCAGCACCTCACCCCTGAAGAAATCATCCAGCTCGCTCACACG 
AGGTCCTACTGGTTAAACGCGTCAGAGAAAATCAAAGAGCGTGTTGATCAGAACCTTCAGTGGTATCTC 
TACGAGCATTTGGGTTTCAGTCCCGACAATCCAGTGGAACTTCCCTATCGCTGTGATGCATTTTTACTT 
TCACGTTCCGGTACCCTGGCAGGCAGATCTTCCAATCTT 
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RXS00166 - 3' -Region 
TAGGAGCCCTCGCCATGTACCTG 

RXS00197 - 5' -Region 

GTCGATGATATTTTGGCAACCGAATCTGAGGCACGCGCGCGTGCGAATGCTTTGATCAACCGGTTGGCA 
ACCAACTTGTAAGCTAAGGAGCTTCCGCCTC 

RXS00197 - coding Region 

GTGGCAGCCTATCTTCTTGGTGTCGTATTATTTTTCCTCGGCATCGCAGTAACCATCGCGCTTCACGAG 
TGGGGGCACTTCATCACAGCGCGCATTTTCGGAATGAAAGTGCGGCGTTTCTTCATCGGTTTCGGCCCG 
ACGGTGTTTGCCAAAAGACGCGGCGAAACCGTGTACGGCCTTAAAGCGATTCCGGTCGGCGGTTTTTGT 
GACATCGCGGGGATGACTGCCCAAGATGAACTTGATCCGGAAGACCTGCCGCGCGCCATGTATCTAAAG 
CCCTGGTGGCAGCGCATAATTGTGCTTTCCGGCGGCGTGATCATGAATCTGATCGTCGGCTTTTTGGTG 
CTTTACGGCGTGGCGGTGAGCTCCGGAATCCCGAATCCGGATGTGGATACCACCGCGACAGTCGACACC 
GTTCAGTGCGTGCCGGAAACCCAAATTTCCGCAACTGAACTGTCCTCCTGCGTAGGTTCAGGCCCAGCG 
GGCGACGCCGGCATTGAGCACGGCGATAAGATTTTGGCCGTCAACGGCCAAGAGATGGCAAGCTTCACC 
GCCATCCGCGATGCGATCCTCGAGCTCCCAGGCGAAACGGCAACGCTGACGATTGAACGGGAGGGAACG 
CTTTTCGACGTCGACCTCCAGGTTGCCTCTGTCACCCGTCTCGCCTCTGACGGTTCAGAAATTACCGTC 
GGCGCGGTGGGCATGTCGAGCCTTCCACCGACCGATGTGTACAAAAAATACGGCCCAATCGAGGGTGTG 
GGAGCAACTGCACGTTTCACCGGCGACATGATCAGCGCCACGTGGGATGGCCTCAAAGCCTTCCCGGCG 
AAAATCCCAGGGGTCGTCGCATCCATCTTCGGTGCAGAACGAGATGTAGAAAGCCCCATGAGTGTGGTG 
GGCGCCGTACGCATCGGCGGCGAATTTGTCGAACGTTCCATGTGGGACATGTTCATGATGATGCTGGCC 
AGCCTGAACTTCTTCCTCGCGCTGTTTAACCTCGTGCCGCTGCCACCACTTGATGGCGGACACATTGCC 
GTGGTGATCTATGAAAAAATCCGCGACTTCTTCCGCAAACTGCGCGGAAAACCAGCGGGCGGCCCAGCG 
GATTACACCAAACTAATGCCCGTCACCGTAGCTGTCGCAGCCTTGCTGATGACAGTGGGAGGCCTGGTC 
ATTGTCGCCGATGTGGTCAATCCCATCCGACTCTTTGGC 

RXS00197 - 3' -Region 
TAACGATACGGAATTGAACTGCC 

RXS00288 - 5' -Region 

GGCGTGCTAAAAAAGCACGTCAAATACAGAATCGGCAGATTACATCGCTGAGCAGAGAAAACACGGGCA 
TGAAACGTACCCAAGGGCTAACATCGGGGGC 

RXS00288 - coding Region 

ATGAGCGCGCAAATGGATACCCCTGATCCCACTATGTCTGCTGTTGCAATGTTAGATTCCATCCCTTCT 
GATCAACCAGATTTCCTGATCGATGTAGAAGTAGATCGACCAACTCCCGGACCACATGATCTGCTAGTC 
CACATTGAGGCGGTCTCAATTAACCCTGTTGATACCAAGGTACGCATGCGGGCCGGGAAGCAAAAGCAT 
CCTAAAATTTTAGGTTTTGATGCTGCAGGTGAGGTGGTGGCTGTTGGATCGCAGGTCACGCTCTTCAAT 
GTTGGTGACAAAGTGTTCTACGCAGGATCCAATCAGCGTCCAGGAAGTAACGCAGAGTACCAGGTGGTG 
GATGAACGGCTGGTGGGTCACGCACCACAAAGCT-TGGGGGCACACGACGCCGCTGCTCTCCCACTTGTC 
GCGCTCACTGCATGGGAGTCACTTTTTGACCGATTGGGAGTAACTCAGTCAACTACTGGAACACTGTTG 
GTCTTGGGCGGTTCAGGAGGTGTGCCTTCAGCTCTTATTCAACTTGCTCGAGCTCTCACTGGTCTGAAA 
GTAGTGGCAACAGCTTCTCGCCCTGAATCACAAGAATGGGTGACAAAGCTCGGTGCTCATGAGGTGATT 
GATCACTCCAAGGATTTGAGTGAGCAAATCTCCGACGTGGATTTTGTTTTCAGCTCGTGGACTACTGGG 
CGTGAAGTAGAGCTCGCCACGTTGATGAAACCCCAGTCCCACCTAGTGCTCATCGATGATCCAGTGGAT 
CCCAATTTGGGCGCTTTTAAGCAAAAAGCGATCGCTTTGCACTGGGAGTTCATGTTTACCCGCGCTATG 
TTCAACACTCCTGATATGGGTGAACAAGGGAAAATTCTGAATAAGATCGCCGACATGGTTGATCGGGGT 
CAGTTTGAGTCCGTGACAGCAACGGTGCTGGATGGGCTCAACGCTGCAAACATCATGGAGGGGCACCGG 
CTCGTTGAGCAGGGTAAAACCTCAGGAAAAATTGTTGTGAGGGTA 

RXS00288 - 3' -Region 
TAAAGAGGACTTGAAAAATGCAC 

RXS00624 - 5' -Region 

T C CAT G AC G T T T T G AA T G G AAAAT C T C CAT T T G T G GAG T T AG AAG AAG AC C AC TAG T T T T C AAC AG G AC 
G AC AAC G G C C G G AC A T G C G AC AAT AC AA T G C 

RXS00624 - coding Region 

ATGTCCGGCCGTCTTCTTGTTTCAGTTTCTAGTATTTTCGACCAGACCCGATCGGCGGCTGACAGGCTC 
ATTTCAGACCTGCGAGCCGACGGCATCGAGGTCTCATTACTTGTCGCACCCCGCATCGATGGGGACTGG 
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CGTCTCGCCAAAGACAAAGGGACCCTCGCGTGGATGGAACAACAACGCGAACGCGGCCACGAACTCATC 
CTCAACGGTTTCGACCAAGCAGTTCAGGGACGTCGCTCAGAATTCGCCAACCTTGAACGGCACGAAGCA 
CGTCTTCGCCTTACCGGTGCCATTAGGCAAATGCAGAAAATTGGCTTCGAATTCCAAATCTTTGCCCCA 
CCTCGTTGGAGAATGTCAGAAGGCACCTTCGCGGTACTCCCAGAATTTGATTTCAACGTCGCCGCCTCG 
ACCAGGGGATTACATAACCTCGACACCGGCGAATTCTTGGCGTGTAG7\AACCTCTCCGTGGGTGAAGGT 
TTTGGTGCTGCAAAATGGTGGCGCAAGAATGTCATCAAGGCTGTCACTCGTGGAGCGGAAAAAGGAAAT 
ACAGTGCGCTTGTCCGCATCGGCGCGAAATCTCACCAACCCTAAAGTCGCAGCTGACTTCCGGGAAGCT 
GCATTAGCTGCCTTGGATTTGGGTGCTCAGGTGCAAACCTATTCTCAGGCGGCCGCACAACTGGCC 

RXS00624 - 3' -Region 
TAGTTGGGGAGGTTCGGGGCACC 

RXS00949 - 5' -Region 

GCTCAAGGATCCTTCCTGGGCAAACCAAGCAGCCCTCGCACTAGGTGCGGAACCCAGGTATGTTCACCA 
AT AC G AC T AC G T AC T T TAAAG GAG AG T T G AC 

RXS0094 9 - coding Region 

ATGAAGGTTTTCATCATCGGCGCTGCGGGTGGCATCGGCAATCGACTTTCCAGCCTGCTTCACGCCAGG 
GGAGATGCAGTTAGCGGCATGCACCGCAATCTTGAGCAGGCCTCAAA7VATCACAGACACTGGGGCAACT 
GCCGTACTCGGGGATCTCATCCACAACAGCACGGAGGAGCTTGCGGAGCTTTTCCGCGGTCACGATGCC 
ATCGTATTTTCTGCAGGCGCCCACGGAACAGGGCAAGAAAATACCACGCTTATCGACGGCGCCGGCCTC 
CGTAAAGCCGCCGACGCTGCCAGCGCGGCCAACGTTTCACGCTTCATCT^TGGTCTCTGCGTTTCCGGAA 
TCCTCCCGCGGGGAGAACACCACCGAGAACTTTGAGCACTATATGAAGGTGAAGAAGTCCGCCGATGTC 
TACCTCAGTCACACTGACCTAGACTGGGTTATTGTCCGACCAGGCGTGCTTCAAGATGAGGCAGGGGAT 
GGTTTAGTCACTGCTGGCTTAGCGATTAATTACGGCAATGTTGCTCGCGATAATGTCGCAGCGTTCATT 
GATGAAGCTCTGCATCAACCGCAGTTGTCAAAGATCATTGTTG7^ACTCACCGACGGTTCAACTCCGGTG 
GCGGAAGCCGTAGAACGCCTCATCAAG 

RXS00949 - 3' -Region 
TAAAGACGAAAAGAGGGAGAATG 

RXS01000 - 5' -Region 

CTTTCTATGCCTACGCGGATGTTTCCGTGATCATTCTGGAAATCCTCATCGTGGTGATTGTCATTGAAG 
TAATCTCCAACGCACTTCGAAAGAGGCTGGT 

RXS01000 - coding Region 

ATGAGCACCTTAACCTCTCACCGCACAGTACCGGCCCCCAGCTCTCCCCCGGCGCGCCCCAACAAACTG 

GCGCGCAATATCGTTGCAATTGTCGCTGCGCTGATTGTCCTTATAGCTACCGGCACGCTCAAGATCGAG 

TGGAATGAGCTTCCGCAGATGCCCGCGCAGGTGTGGCATTACTTAGAGCTGATGTTTAGCGATCCCGAT 

TGGTCGAAGTTTGGCCGCGCCGTCCAGGAAATGTGGCGTTCCATCGCCATGGCGTGGTTGGGTGCCATT ' 

TTATGCGTGGTGGTCTCTGTCCCTCTGGGAATGTTGGCTGCCCGCGGGGTGGGACCTTATTGGCTGCGT 

ACCGTTTTACGGTTCGTGTTCGCGGTGATTCGTGCGTTCCCCGAAGTGGTTATCGCAATTATTTTGCTA 

ACTGTCACCGGCCTAACTCCTTTTACTGGTGCGCTCGCATTGGGTATCTCCGGTAT.TGGACAACAGGCA 

AAGTGGACCTATGAAGCCATTGAGTCCACTCCCACCGGCCCGTCAGAGGCAGTGCGTGCAGCGGGTGGA 

ACTACGCCGGAGGTTCTGCGGTGGGCGTTGTGGCCACAGGTTGCGCCATCCATTGCATCTTTTGCCCTG 

TACCGCTTTGAGATCAACATCCGTACCTCTGCGGTATTGGGCATCGTTGGTGCAGGTGGTATCGGTAGT 

ATGCTTGCCAATTACACCAACTACAGGCAGTGGGACACCGTGGGCATGCTGCTCATCGTCGTGGTTGTC 

GCAACGATGATCGTCGATCTCATCTCCGGCACCATCCGCCGCCGCATCATGAAGGGGGCTAGTGACCGT 

GTCGTGGCACCAAGCAAC 

RXS01000 - 3 f -Region 
TGACGCTCCACCAAGCATCCGCA 

RXS01002 - 5" -Region 

GACTGCTGATACCGCACAGGATGAAATCACTCGTTACGGCGAGATCCTGAAGAAGTTCTCCAACTAATT 
TCCCTGTTTCCAATACTCAAGGTGTGCGCAT 

RXS01002 - coding Region 

ATGAATTCTGATGCTTCGGCTACCACCAACTCCTGGGCTATCAACTTCGACCATGTGTCGGTGACGTAT 
CCCAATGGGACGAAAGCCCTCGATGATGTTTCCCTCACCATCAATCCCGGTGAGATGGTTGCCATCGTG 
GGTCTGTCAGGATCGGGTAAATCCACGCTGATTCGCACGATCAACGGTCTTGTCCGCGCTACGGAAGGC 
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ACCGTGACGGTGGGGCCGCATCAGATCAACACCTTGAAGGGGAAAGCACTGCGTGATGCCCGTGGGCAG 
ATCGGCATGATTTTCCAGGGGTTCAACCTGTCGGAACGCAGCAGTGTGTTCCAGAATGTTTTGGTGGGC 
CGCTTCGCGCACACAGCGTGGTGGCGTAACCTCCTCGGGTTTCCCACGGAGCACGACAAGCAGATTGCT 
TTTCACGCGTTGGAGTCCGTGGGCATTTTGCACAAAGTGTGGACCCGAGCTGGTGCTTTGTCGGGTGGA 
CAGAAACAGCGCGTTGCTATTGCGCGCGCCTTATCGCAAGATCCGTCTGTCATGCTGGCAGATGAGCCT 
GTGGCAAGCCTTGATCCGCCAACCGCGCATTCCGTGATGCGCGATCTAGAAAACATCAACAACGTGGAA 
GGCCTCACCGTGTTGGTGAACTTGCACTTGATTGATTTGGCTCGTCAATACACCACAAGGCTTGTGGGT 
TTGCGTGCCGGCAAGCTGGTCTATGACGGTCCTATCTCTGAGGCCACCGATAAAGACTTTGAAGCTATC 
TATGGTCGCCCCATCCAGGCTAAAGACCTGCTAGGTGATCGCGCA 

RXS01002 - 3' -Region 
TGACCACGCCTTCTTCTACACTT 

RXS01003 - 5' -Region 

AGCTGGTCTATGACGGTCCTATCTCTGAGGCCACCGATAAAGACTTTGAAGCTATCTATGGTCGCCCCA 
TCCAGGCTAAAGACCTGCTAGGTGATCGCGC 

RXS01003 - coding Region 

ATGACCACGCCTTCTTCTACACTTATCCCACAAAAGCCTCGGGCTGGGGTAAAGACCTATCTCATCATC 

GGCGCCATCGTTGTCTTCACCGTGGCAACAGCAACCCCAGCGCTAGGTGGCATTGAGCTTGATTTCGCT 

TCCATTGCTGCGAATTGGCGCAATGGTGCCAACAAACTCCT.GCAAATGCTGCAGCCCAACTTTGCGTTC 

TTGCCTCGTACGTGGCTTCCCATGTTGGAAACCCTGCAGATGGCGCTTGTT-GGAGCTGTCTTGTCTGCT 

GCCGTATCGGTGCCTTTGACGTTGTGGGCAGCGCAGGCAACCAACACCAGTGCGATTGGTCGTGGCATT 

GTCCGCACCATCATTAACGTGGTGCGCTCTGTCCCCGACTTGGTGTATGCCACCATCTTGGTCGCCATG 

GTTGGTGTCGGCGCATTACCTGGCATTTTGACGCTGTTTCTGTTCAACCTGGGCATCGTGGTCAAGCTT 

GTCTCTGAGGCCATTGATTCCACTGAGCATCCCTATATGGAAGCAGGACGCGCAGCAGGTGGATCACAG 

TTCCAAATCAACCGAGTCTCCGCGCTTCCTGAAGTCATGCCGCTCTTTGCCAACCAATGGCTCTACACC . 

CTAGAGCTGAATGTACGCATCTCCGCCATCCTTGGCATCGTGGGCGCAGGTGGCATCGGCAGGCTGCTT 

GATGAACGCCGAGCTTTCTATGCCTACGCGGATGTTTCCGTGATCATTCTGGAAATCCTCATCGTGGTG 

ATTGTCATTGAAGTAATCTCCAACGCACTTCGAAAGAGGCTGGTA 

RXS01003 - 3' -Region 
TGAGCACCTTAACCTCTCACCGC 

RXS01114 - 5' -Region 

TTCGGTGGAAGATATCCGCAAGCTGGTGCTGCCGCAGCTTTTAGAAACGGCTCAAGCAATTTCGACAGA 
TCTCTCTGCACTCTAAATTAAGGATCAAAAA 

RXS01114 - coding Region 

ATGAACCCTCAAGATATTGTCATCTGTTCCCCATTGCGCACCCCAGTTGGTGCTTACGGCGGATCCTTC 
ACCGGCGTCCCTGTTGAAGAATTGGCCACCACCGTGATCAACGCGATCGTTGAGGCAACCGGCATCACC 
GGCGACGATGTGGACGATCTGATCCTCGGCCAGGCATCCCCCAACGG.TGCGGCTCCAGCACTGGGCCGT 
GTTGTTGCTCTAGATTCCAAGCTTGGCCAAAACGTTCCAGGCATGCAGCTTGATCGCCGCTGTGGTTCC 
GGCCTGCAGGCAATCGTCACCGCTGCTGCACACGTTGCATCCGGCGCTGCTGATCTGATCATCGCAGGT 
GGCGCAGAATCCATGAGCCGCGTTGAGTACACCGTGTCCGGCGATATCCGTTGGGGTGTCAAGGGCGGC 
GACATGCAGCTTCGTGACCGCCTTGCAGAAGCACGCGAAACCGCTGGCGGACGCAACCACCCGATCCCT 
GGTGGCATGATCGAGACCGCTGAGAACCTGCGTCGCGAATACGGCATCTCCCGCGAGGAGCAGGACAAG 
ATCTCCGCAGCGTCCCAGCAGCGTTGGGGCAAGGCTGCTGATGCGGGGCTTTTCGACGACGAGATCGTG 
CCAGTCACCGTCCCTGCCAAGAAGCGCGGCCAGGAGCCAACCATCGTTTCTCGAGACGAGCATGGTCGA 
CCAGGAACAACCGTCGAAAAGCTTGCTGCTTTGCGCCCCATCATGGGCCGCCAGGATGCGGAAGCAACC 
GTCACCGCTGGCAACGCGTCCGGCCAAAATGATGGCGCTGCTGCCGTCATCGTGACCACTCGCGCCAAG 
GCCGAGGAGAAGGGCCTGCGCCCAGTCATGCGTTTGGCTGGCTGGTCTGTGGCTGCTGTTCCCCCAGAG 
ACCATGGGTATTGGACCTGTTCCTGCCACCAAGAAGGTCCTGGATCGTTTGGGCCTTACCCTGGAGGAC 
ATCGGCGCGATCGAACTCAACGAAGCTTTCGCAGCTCAGGCACTGTCTGTGCTGAAGG7UVTGGAACATT 
TCTTGGGAAGATGAGCGCGTCAACCCACTGGGTTCCGGTATTTCCATGGGACACCCAGTCGGTGCCACC 
GGTGCTCGCATGGCAGT7VACCTTGGCTCACCGCATGCAGCGTGAAAACACTCAGTACGGACTGGCCACC 
ATGTGCATCGGTGGCGGCCAGGGTCTTGCAGCTGTCTTTGAAAAGGAGAAC 

RXS01114 - 3' -Region 
TAAAAATGGCTATTTTGCACAGC 
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RXS01205 - coding Region 

GTATCGGCCTATCCGCCGGCCATCATCGCAGCGGCTCTCGTAGGAATTTGCGCGGGAGTTTTGCCCCAT 
AATTTTGAACCCTCGCGAATATTTATGGGCGATTCCGGCTCCATGCTCATCGGCCTGCTGTTGGCTGCA 
GCATCGACCTCAGCGTCAGGAAAAATCAACATGAGCCTGTATGGCGCAGCTGATTTTATCGCATTGATC 
TCACCCATCATCGTTGTTCTCGCCGCCGTGGCCATCCCACTGCTCGACCTCGTGATGGCAGTGGTTAGG 
CGCGTGGGCAGGGGAGCATCACCCTTTTCCCCGGACAAAATGCATCTGCACCACCGACTGCTGTCCATC 
GGACACACCCATAGGCGCGTGGTCCTAGTGCTCTACACCTGGGCGAGCGCCGTGGCATTCGGCGCAGTG 
AGCTTCTCCGTCGTTCCGCCACTGTTTGCCACCGGATCGAGCATCTGTGGCATCCTCATCGCCGTCGCT 
GTCACAGCCGTGCCAGTGATGAAAAGCCGGCGAGCCGCCAAACTTGAT 

RXS01205 - 3' -Region 
TAAGTGATTGTCACTTTGGATTG 

RXS01223 - 5' -Region 

GCGGGAGTGGACGGGCCGCCAGCCATCGGGGCGACAATCACGGGAGTTTTCAACGTGTCAAGGATGCTC 
ATGGCACCATCCTAGGCGCGCCTGCCATAGG 

RXS01223 - coding Region 

ATGACTTCCGTGAGTTTTTTGTCTAAAATCCAAGCACTGTTTGCCCCCAAGCCTGAACTTCCCGCCGCC 
AAATGGCTGGTCGTGGGCCTGGGCAACCCCGGCGCCAAGTACGAATCCACCCGACACAACGTCGGTTAC 
ATGTGCCAAGACATGCTTATCGACGCCCACCAGCAGCAGCCCCTCACCCCCGCCACGGGCTACAAGGCC 
CTCACAACGCAGCTCGCACCAGGGGTGCTCGCCGTTCGATCCACCACTTTTATGAACCACTCCGGCCAA 
GGTGTCGCACCGATCGCCGCAGCGTTGGGTATCCCAGCAGAGCGCATCATCGTGATCCACGACGAGCTC 
GATCTGCCCGCTGGAAAAGTACGCCTGAAAAAGGGCGGAAACGAAAACGGTCACAACGGCCTGAAATCC 
CTCACGGAAGAGCTCGGCACCAGAGACTACCTGCGCGTCCGCATCGGCATTTCACGACCACCAGCAGGA 
ATGGCCGTGCCCGACTACGTTTTGGAACCAGTCGATCACGACCAACCAGGCATTGAACTTGCCGCCGAG 
GCAGTGGATTTGCTGCTGGCCCAGGGATTATCTGCTGCGCAAAACGCTATCCACAGCCGC 

RXS01223 - 3' -Region 
TAGAT T G C TAG AG AT T CCCGC AC 

RXS01269 - 5' -Region 

GATTATCTCTGCGCCGATTCAGCTGGCAATAGCAGCAGTTGTATTGAGAGCTCATGGTCGTCCGATTCT 
AT T T C G T C AAC C AC G AC C T G GG AAAG AC G G T 

RXS01269 - coding Region 

GTGGTATTTGAGATGATTAAGTTTCGAACCATGCTTGAACCAGATGAAAAACATGTAACTGATGAACAG 

CGTCTAACTAAAGTTGGAAAGCTTCTGCGGGAAACGAGTTTAGATGAGTTACCTACACTCTGGAATGTA 

TTTAAAGGTGATATGAGCCTTGTAGGGCCTCGACCTTTGCTTGTTAGCTATCTGGAACATTACTCTTCT 

GAACAAGCTCGACGCCATGAAGTTCGTCCTGGGATTACTGGTTTGGCTCAGGTGAATGGCCGTAATCAA 

ACTACTTGGGATGAACGACTTAAGTTGGATGTCGAATATGTGGATCGCTGTAGTTTGAAACTAGATTTC 

AAAATATTAATCGCCACTGTAAAAACAGTTCTTTCTAAAAAGGGCATTAGTAATGAAGGTCATGTCACG 

ATGCCATCCTTCATT G AAG AAAG AAAA 

RXS01269 - 3' -Region 

TAGCAGGTAAAAATTTTACTTTC 

RXS01421 - 5' -Region 

TTGAT.GCACGTGCAGAAATCGTCGGCGGTCCGTGGCACCCATCTGTTAAGGGAGACTCGGTTACTGCAG 
G GAT C C T G C GAG AT C GAG T AAAC G C C T AAAG 

RXS01421 - coding Region 

ATGACGTCGAAAAGCATTAGCGGCAAGCGCCCGAATCTGCCGTCGCTCACTGGAGCGCGGTGGCTCGCG 
GCGCTCGCTGTTTATTTTTTGCATGCGTTGGTGTTTTTGTCGGTGTATCCGTTCCAGCAGTCGGAACTG 
TTTGCCACAATCCATAAATTTGTCCCCATGCAGCTGGGTTCAGCTGGTGTAACCTTCTTCTTTATCTTG 
TCCGGATTTTTGATCTATTGGTCAAATAGCCAGCTC7\AGGGCATGAAGAATGTGCTGTATTACTGCAAG 
CGCCGCATCACCAAGATTTATCCCATGCACTTGATTGCGTTGCCGATGTTTATTGAGGCGTCGGCGAAG 
TTCACGACTACAGGCATTACCTGGGTGCTGATTTTGCGCGAG 

RXS01421 - 3' -Region 
TAAAGCTGTGGCTGCGGAATGCG 
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RXS01491 - 5' -Region 

AACGGTGTGAAACACATTGAAGTGTCGTTGGGTTATCCGCGCGAATGGGAGCATTGGTCTGGGCAGCAT 
GTGTGGCCATATCCAGTGATGGAGGTGGACA 

RXS014 91 - coding Region 

ATGCTGGATGAGTCTTTGTTTCCAAATTCGGCAAAGTTTTCTTTCATTAAAACTGGCGATGCTGTTAAT 
TTAGACCATTTCCATCAGTTGCATCCGTTGGAAAAGGCACTGGTAGCGCACTCGGTTGATATTAGAAAA 
GCAGAGTTTGGAGATGCCAGGTGGTGTGCACATCAGGCACTCCAAGCTTTGGGACGAGATAGCGGTGAT 
CCCATTTTGCGTGGGGAACGAGGAATGCCATTGTGGCCTTCTTCGGTGTCTGGTTCATTGACCCACACT. 
GACGGATTCCGAGCTGCTGTTGTGGCGCCACGATTGTTGGTGCGTTCTATGGGATTGGATGCCGAACCT 
GCGGAGCCGTTGCCCAAGGATGTTTTGGGTTCAATCGCTCGGGTGGGGGAGATTCCTCAACTTAAGCGC 
TTGGAGGAACAAGGTGTGCACTGCGCGGATCGCCTGCTGTTTTGTGCCAAGGAAGCAACATACAAAGCG 
TGGTTCCCGCTGACGCATAGGTGGCTTGGTTTTGAACAAGCTGAGATCGACTTGCGTGATGATGGCACT 
TTTGTGTCCTATTTGCTGGTTCGACCAACTCCAGTGCCGTTTATTTCAGGTAAATGGGTACTGCGTGAT 
GGTTATGTCATAGCTGCGACTGCAGTGACT 

RXS01491 - 3' -Region 

T GAAC T G G AT G GAG AG GAT AC C T 

RXS01572 - 5' -Region 

CTGCTGTGCGCAGGCATCACCACCTACTCCCCAATCGCTCGCTGGAACGTTAAAGAAGGCGACAAAGTA 
GCAGTCATGGGCCTCGGCGGGACTCGGACAC 

RXS01572 - coding Region 

ATGGGTGTCCAGATCGCTGCAGCCAAGGGTGCTGAGGTTACCGTTCTGTCCCGTTCCCTGCGCAAGGCA 
GAACTTGCCAAGGAACTCGGCGCAGCTCGCACGCTTGCGACTTCTGATGAGGATTTCTTCACCGAACAC 
GCCGGTGAATTCGACTTCATCCTCAACACCATTAGCGCATCCATCCCAGTCGACAAGTACCTGAGCCTT 
CTCAAGCCACACGGTGTCATGGCTGTTGTCGGTCTGCCACCAGAGAAGCAGCCACTGAGCTTCGGTGCG 
CTCATCGGCGGCGGAAAAGTCCTCACCGGATCCAACATTGGCGGCATCCCTGAAACCCAGGAAATGCTC 
GACTTCTGTGCAAAACACGGCCTCGGTGCGATGATCGAAACTGTCGGCGTCAACGATGTTGATGCAGCC 
TACGACCGTGTTGTTGCCGGCGACGTTCAGTTCCGCGTTGTCATTGATACTGCTTCGTTTGCTGAGGTT 
GAGGCGGTT 

RXS01572 - 3' -Region 
TAGGTTTACTGAAGTTCAGACTT 

RXS01642 - 5' -Region 

TTGGAATCACTGTGTCTTGCAGCTAGTCTGCCACTCGCACTGCATTTGCTGGATGTATTTGGAATGCTG 
CGCGGTCTTGATATTGGATTCGGTGGATAAG 

RXS01642 - coding Region 

ATGCGCAGACTCATCGCGGTTAGCTTGGCCGCTCTGTTTATGTTGGCTTCCACTCCAGCGACGAGGGCA 
CAGGAAGTAGAAGCTCTCGCTTGCCCCGAGGTAGCGATCGCCGATCCTTCCTCCGCAGTTTTAGATGAA 
CACCTTTCGCAGTCATTATCCCAAGCTCACCAACTAGCAACTGGCGCCGGTGTGATGGT.GGCAGTCATC 
GACACCGGAGTATCCCTGCATCCACGTCTGCCCCACTTAATTCCCGGCGGTGATTTCGTGGGCGCCCAC 
CAAAGCC'CCGATGTGCCAGGTGAACTTATCGATTGCGACGGCCACGGCACCATCGTCGCCGGAATCATC 
GCCTCCCAAGGAAACCCCGGCACCGGCTGGCCATATGACGGCAGCTCCGATCCTTATATCGGTGTCGCC 
CCAGATTCCGGAATCATCTCCATTAAACAAACCAGCTCATATGTGCGTACTCGTGAAGATTCCAACGTC 
GGAACGCTGAGCACCCTGGCGGAATCCATCCACCGAGCTCTCGATTCCGGTGCCCACGTGATCAATATT 
TCCGTGGTGTCCTGTTTGCCCCAATCACCCGACGAGGCCGCATCGTTCCAGCCTCTGACGGATGCTCTT 
AACAGAGCAGAACTTCAAGGGGTGATAGTGGTGGCAGCAGCAGGAAACCTCGGGCAGGATTGTCCAGTT 
GGATCTACCGTTTATCCTGCACATTCAGACACTGTGCTCTCTGTGTCGGCACGTTTTGATTCTCACACG 
CTTGCAGAATATTCCATGCCTGGCAACCAACAAATCCTCTCTGCACCAAGCCACATTCAGGCTGGTCTA 
TCACCGCGTGGCGACGGCTTCGCCAGCCACATGATCACCACCGCTGGCGAAAGCCCCTTCGAGGGCACC 
AGTTTTGCCGCTCCAGTTGTCAGCGCCACAGCTGCACTGCTTCGCCAGCATTTTCCCTTTGCCACACCC 
TATGAAATTCGTGCACGAATCTTCAACAGCATCGACCCTGCAAGAGGCGCTATTGATCCCTACCTGGCA 
CTTACTCAAGAAATCTATCCCACCACTCCCCTGGTTCATGAGATCGCACTAAGTGTTCCCACGCCGCCG 
GATGATTCTCCACGGGAGCGGGGCATCCTAGTTACCGCAATCATTGTTGGGTTGCTCGCAGTGTTAGCT 
GTGCTGATGGGACTACGCCGAATTCATCATCACTCGGCCTTTCAAAAAGCTAGCTCAAGTGTTATCACT 

RXS01642 - 3' -Region 
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TAATCTATGAGGCACCGTTCAGA 
RXS01902 - 5' -Region 

GGCTGGTCCGAAGTGCAAACCTTCAACACCGGCACCTACGGTGACAACTGGAACTTCCTCTTCTTCGGC 
GACACCCAGCTGTACAACACCCACTCCAACC 

RXS01902 - coding Region 

G T GC AG AAG AAG T C C AG AAC T G G G C AAAC AAC C T G G AAC G G C G G C C C AC C AAT C G AAAAC C C AG G AA C C 
TCCTTCATCCTCTCCGCGGGTGATCAGGCAAACCACTCCAGCTGGGACGAGCACTCCGCATACATCTCC 
CCAGAAACCCTGCGCAACTACCGTCTGGCCGTGAACAATGGAAACCACGACCAGTACT^ACTACGACGCC 
TACAACGCGATGTACCCACGCCCTAACCAGGTCGATGAGAACTACTTCTTCGAGTACAACAATGCACTC 
TTCCTGTCCCTGGACTCCAACGACTACTTGGACATCGACGACGACATCGCATTCCTTCGCGACACCGTC 
GCAGCACACGGTGACGACAAGGACTGGATCGTCCTGACCTACCACCATTCCACTTTCTCCCAGGCCTAC 
CACATGGATGACGCTCGCATTAAGTACCAGCGCGAACGCCTCACCCCAGTGATCTCTGAACTGAACGTT 
GACTTGGTTCTCGGTGGACACGACCACATCTACACCCGCTCCCACCTGATGAACGGCTTCACCCCAGTC 
GATGCAGGCCGCGAAGCAGTTGTCGGTGAAACTCTGAACCCTAAGGCCGGCGAAGTTGTTTACCTTGCA 
ACCAACTCTTCCTCAGGCTCCAAGTTCTACGACTTCTACGACTTCCAGCTCGGCCAGCGTTACGACACC 
GGACTGGATTTCCAGGAAACCGTCGATCAGAAGAAGATCCGCACCTACACCGCAGTCTGGAACCAGGAC 
CAGGTTCAGGACTACACCAACGTTGAACTGACCCCAGAAGGCCTGACTGTGACCACTAAGGACGCAGTC 
TCCGGCGAGCTGGTTGACCAGTTCACCCTGAGCAAGCAGGACCGCGACGAAGAATCTGAAGTCCCAGTT 
GAAGATGACAAGGACGGAGACAACGCGACCGGCTCCTCCAACCTTGGTCTAGCTGCTATCTTGGCTCCA 
GTTCTGGCCATCTTCGGTTTCGTCGGTGGACTCTTTGTTGGCGGCGGCTCCCTCGCTGAGTTCTTTGCC 
AACCTCGGCGTGAAGATGCCTTTC 

RXS01902 - 3' -Region 
TAATACTGTCTGAGATTCAAGCA 

RXS02453 - 5' -Region 

AACCAACAAAGGTCATCTCAACCGGCTTAAGAAAATTCTGCCAGCTTTCTGCTGATTGAATCGTGCCAG 
CTCAGGGCATATCTCACCTAAAGTAAACACC 

RXS02453 - coding Region 

atgaaatcaatcttcatttccggtgcggcgaacggaattggcaaagctgtggcgttgaaatttcttcac 

gaaggttggctcgttggagcctacgacctcgcggaaatcacctactcacaccccaatcttcgctggggc 

tacctcaatgttcgacagtccgagtcgtgggacaaagccctagaagactttgcgacgcacaccggaggc 

accatcgatgtggtggacaataatgccggcgtaattattgagggaccgctgcaggacgcagaggagggg 

agcgtcgacaagcttcttgcaatcaacgtcaatggcgtgactcttggtgcccgcgccgctcatccttat: 

ttggcgcgcacgccgggcgcccagttgttaaacatgtcctcggcgtcggcggtgtacgggcagccccag. 

atcgcggtgtattcggcttcgaagttttacgtcgcaggtcttactgaggcgctgaatttggagtggcgg 1 

aaagacgatattcgcgtggtcgatgtttggcctttgtgggcgaaaaccgatttggtgaacggcgtgaag* 

gctaagtcactgaagcgtttgggtgtccggatcactccggaacaggtggcacaggcggtatgggatgcg 

gtgcatccgaaatctcggtgggcgaagggaaa:ggtgcatcacggggtgtcaaagttggataaggcgctg 

tatctcatgaaatctctgtcgcctgatcgggtagcgatgtgttttgcgcgactaatcgccgga 

RXS02453 - 3' -Region 
TAAAT G AAT T GAT TAT T T TAG G C 

RXS02474 - 5' -Region 

TGCTGGTCTATTGTGGCGACCGAGGGCCTTTGAAGGTTCGACAAACTGTATAAGGCCTTGAATCTTGAG 
AAT T T AT T T T G AGG AAGC AAG AGG AAG T G T C 

RXS02474 - coding Region 

ATGAGCAAAGTTGCAATGGTTACCGGTGGTGCACAAGGCATCGGTCGTGGAATTTCAGAGAAGCTGGCA 
GCAGATGGTTTCGATATTGCCGTAGCCGACCTGCCACAACAGGAAGAACAAGCTGCAGAGACCATCAAG 
TTGATTGAAGCTGCAGGTCAAAAGGCTGTATTCGTTGGATTAGATGTCACCGATAAGGCTAATTTCGAC 
AGTGCAATTGATGAGGCAGCAGAGAAACTTGGCGGCTTCGATGTGCTAGTAAACAACGCCGGCATCGCA 
CAAATTAAGCCACTTCTGGAAGTCACCGAAGAAGACCTAAAGCAGATCTACTCCGTGAACGTTTTTAGC 
GTATTTTTTGGTATTCAAGCAGCATCCCGAAAGTTCGATGAGCTTGGCGTAAAAGGCAAGATCATCAAC 
GCTGCATCAATCGCTGCTATCCAAGGTTTCCCAATCTTGAGCGCCTACTCCACCACCAAATTCGCGGTT 
CGTGGCCTCACCCAGGCTGCTGCGCAAGAACTCGCACCCAAGGGTCACACCGTGAATGCCTACGCACCT 
GGCATCGTGGGCACCGGAATGTGGGAGCAAATCGATGCCGAGCTTTCCAAGATCAACGGCAAGCCAATC 
GGTGAGAACTTCAAGGAGTACTCCTCCTCAATCGCATTGGGCCGACCATCAGTACCTGAGGATGTAGCC 
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GGTCTGGTTTCGTTCCTGGCTTCTGAAAACTCCAACTACATCACCGGACAGGTCATGCTTGTCGACGGC 
GGCATGCTCTACAAC 

RXS02474 - 3' -Region 
TAGGGGTTGCTTTCCCGCACTCA 

RXS02485 - 5' -Region 

CGGTGGTCAGTGCTTGGTGCACCTTGCCGACGGGCTGATTGATCGTAATGGTGTTTTCTGTACGCGTTG 
CCATGAGGATAAGACTACCGTTAGTGGGGTG 

RXS024 85 - coding Region 

TTGGATTCATCGCTAGCCCAGGAAATCGCCGCGATCGACGGCGTCGAACTCGATTCGG7VAGTCACTTTC 
GCCGATCTGACGACCCTCCGCATCGGCGGAAAACCCCGCAGCGCCGTACGTTGCCAGACCACGGAGGCG 
CTGGTCAGCGCCATAA7\ATTGCTTGACGACGCCTCCCTCCCCCTCCTCATTGTCGGCGGCGGGTCCAAT 
CTCGTCGTGGCCGACGGCGATCTGGATGTTATTGCCGTCATCATCGAAACCGACGACGTCTCCATCAAC 
CTCACCGACGGTCTCCTCACCGCCGATGCAGGCGCTGTTTGGGACGATGTTGTCCACCTTTCGGTGGAT 
GCCGGCCTCGGTGGAATTGAATGCCTCTCCGGAATCCCCGGCTCCGCCGGCGCCACCCCAGTCCAAAAC 
GTGGGCGCCTACGGCACGGAAGTTTCCGATGTACTCACCCGCGTCCAGCTTCTCGACCGCACCACCCAC 
CAAGTCTCCTGGGTCGACGCCTCCGAACTCGACCTCTCTTACCGATACTCCAATCTC7W\TTCACCAAC 
CGCGCAGTCGTCTTGGCGATCGAACTCCAGCTCCTCACCGACGGATTGTCCGCGCCGCTACGTTTTGGT 
GAATTGGGACGTCGATTAGCGATCTCCGAGGCCGAACCCCACCCACGTCGCCCCGTCCGCATGGTCCGC 
GACGCCGTCCTAGAACTCCGCCGCGCCAAAGGCATGGTCGTGGAACACACCGACCACGACACCTGGTCC 
GCCGGATCCTTCTTCACCAACCCAATCGTCGACCCAGCCCTTGCCGACGCAGTCTTTGAAAAAGTCGGC 
GAACCCACCATGCCCCGCTTCCCAGCCGGCGATGGCAAAGAAAAACTCTCCGCAGCCTGGCTCATCGAA 
CGCGCCGGCTTCAAAAAGGGACACCCCGGCGCAGGCGCAAAAGCCTCCCTGAGCACCAAACACACCCTC 
GCACTCACCAACCGTGGCGACGCCCGCGCCTCCGACCTCGTCGCATTAGCCAAAGAAATCCGCGACGGA 
GTCCTCGAAACCTTCGGCGTCACCCTCGTCCCAGAACCCGTCTGGATTGGAATCAGCATCGATGAC 

RXS02485 - 3' -Region 
TGAATTTTCCGACGTCCCTGGCA 

RXS02539 - 5' -Region 

GGCTGCTAAGCGTGCGAATGTGCGCGTTGTCACAATCGTTGACCAAGTGTCACCTGACGCACAGGTAGT 
GCTCAGGTGGAGGTGGCCCAAAGGAGACCCA 

RXS02539 - coding Region 

ATGACTGTCTACGCAAATCCAGGAACCGAAGGCTCGATCGTTAACTATGAAAAGCGCTACGAGAACTAC 
ATTGGTGGCAAGTGGGTTCCACCGGTAGAGGGCCAGTACCTTGAGAACATTTCACCTGTCACTGGTGAA 
GTTTTCTGTGAGGTCGCACGTGGCACCGCAGCGGACGTGGAGCTTGCACTGGATGCTGCACATGCAGCC 
GCTGATGCGTGGGGCAAGACTTCTGTCGCTGAACGTGCTCTGATCCTGCACCGCATTGCGGACCGCATG 
G AAGAG C AC C T GG AAGAAAT C G C AG T T GC AG AAAC C T G G G AGAACG G C AAGGC AG T C C G T G AGAC T C T T 
GCTGCAGATATCCCACTGGCAATCGACCACTTCCGCTAC.TTTGCTGGCGCGATCCGTGCTCAGGAAGAT 
CGTTCCTCACAGATCGACCACAACACTGTTGCTTACCACTTCAACGAGCCAATCGGTGTTGTTGGTCAG 
ATCATTCCTTGGAACTTCCCAATCCTCATGGCTACCTGGAAGCTCGCACCGGCACTTG,CTGCAGGTAAC 
GCGATCGTCATGAAGCCAGCTGAGCAGACCCCAGCATCCATTTTGTATCTGATTAACATCATCGGCGAT 
CTCATCCCAGAGGGCGTCCTCAACATCGTCAACGGACTCGGCGGTGAAGCAGGCGCTGCACTGTCCGGC 
TCTAATCGGATTGGCAAGATTGCTTTCACCGGTTCCACCGAGGTCGGCAAGCTGATCAACCGCGCTGCA 
TCCGACAAGATCATTCCTGTCACCCTGGAGCTCGGCGGTAAGTCCCCATCCATCTTCTTCTCCGATGTT 
CTGTCACAGGATGACGCCTTCGCAGAGAAGGCAGTTGAAGGCTTCGCGATGTTCGCCCTCAATCAGGGT 
GAAGTTTGTACCTGTCCTTCCCGTGCACTTGTTCATGAGTCCATCGCTGATGAATTCCTCGAGCTTGGC 
GTGAAGCGAGTTCAGAACATCAAGCTGGGTAACCCACTTGATACTGAAACCATGATGGGTGCTCAGGCG 
TCCCAGGAGCAGATGGACAAGATCTCCTCCTACCTGAAGATCGGCCCAGAAGAAGGCGCTCAAACCCTC 
ACTGGTGGCAAGGTCAACAAGGTTGATGGCATGGAGAACGGTTACTACATTGAGCCAACCGTTTTCCGC 
GGCACCAACGACATGAGGATCTTCCGCGAGGAAATCTTCGGACCAGTCCTTTCTGTTGCTACCTTCAGC 
GACTTCGATGAGGCCATCCGTATTGCAAACGACACCAACTACGGCCTCGGCGCTGGTGTCTGGAGCCGT 
GACCAAAACACCATTTATCGTGCAGGTCGCGCAATCCAGGCTGGTCGAGTTTGGGTCT^ACCAGTACCAC 
AACTACCCAGCGCACTCCGCTTTCGGTGGATACAAGGAGTCCGGCATCGGCCGTGAGAACCACCTCATG 
ATGCTGAACCACTACCAGCAGACCAAGAACCTGTTGGTCTCCTACGATCCAAACCCAACCGGACTGTTC 

RXS02539 - 3' -Region 
TGATCTAAGCGTTAAGTCCTAGA 
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RXS02554 - 5' -Region 

GCTTTTGAAGTGTGTCGCGTGTGCGGACTGAAATAGTTTCCGCTTCAACTTGGTTGCTAAGGATAGGCT 
CCATAAAAATAACCAAAGGCGGAAAATTTCA 

RXS02554 - coding Region 

ATGTCACACACTAAGCCATCCATTGCCATCCTCGGTGCTGGCCGAGTGGGTTCTTCACTTGCCAGGTCA 
GCGGTCGCCGCAGGCTATGAGGTAT^AGGTTGCTGGTTCAGGTGCTGTGGACAAAATCGCTCTTACCGCT 
GAGATCCTTATGCCCGGCGCGGTTCCAAGCACTGCTGACCAGGCTGTAAAGGATGCAGATATTGTGTTC 
TTGGCTGTTCCCCTGCATAAATTCCGCAGTGTCAATCCAGCCACTTTAGAGGGCAAGATCGTTATTGAC 
ACGATGAACCACTGGGTTCCGGTCAATGGTGAGTTGGAGGAAATTGATCAGGATCCGCGCAGCACTTCG 
GAGATTATTGCGGAGTTTTTCGCGGGATCAACCATGGTGAAGTCTTTTAACCACATTGGTTATCACGAG 
ATTGAGCAGGATGCGGGTACCGGGCGTGCGATTGCGTATGCCACGGATGATGTGGATGCAGGTGCCCAG 
GTTGCACAGCTAATTAAGAGTTTTGGGTTTGTTCCTTTAAATATTGGCGCATTGGAAAACGGCCGTATT 
CTGGAACCTGGCC7\AG7\AGCTTTCGGCGCGCACCTTAATAAAGATTCGCGCCTAGAACTTGTTAATCAG 
CGG 

RXS02554 - 3' -Region 
TAGTACCTCGATCTTCAGCCAAC 

RXS02560 - 5' -Region 

TTGGGGCAAGCCAGCTAACGCATTTCTTGTGGAAACCGCAGACATTGAGGCCGCCCACGCGGAACTTCT 
AAGAGCAGTGGAATGAAATAATCCGGTGCTG 

RXS02560 - coding Region 

ATGCAGGGCAACTCGCTTAATCTGGCAGACAACAGCGAGAGAAAGAAGCCCATGCCGTCACCAGGAGAA 
CTTTTAGCCGCCCGCTACGGACAACCTGCAACCTGGACGCCACCGCAGTGGAATGAGACGCTTGATGTC 
ATTCACCAGCATCGATCAGTTCGCAGGTGGTTGGATAAACCGGTTGATGATGACACCATCCGCACCATT"- 
ATTTCCGCCGCACAATCGGCTGGAACCTCTTCCAATAAGCAGGTCATTTCTGTCATCGTGGTTA7\AGAT . 
CCTGAGCTGAGGAAAGGCCTCGCGGGGATCACTCGCCAGATGTTTCCGCACCTTGAGCAGGTTCCCGCG * 
GTGCTGATTTGGTTGATTGATTATTCCCGAATCAGTGCGGTGGCAGCCAGAGAAGATCTCCCAACAGGG ^ 
GCTCTTGATTATCTCGATGAGGCCGCGTGGGGGTTCCTCGACGCCGGAATCGCAGCTCAAAACGCTGCA,. 
ATTGCTGCGGAGTCACTTGGATTGGGAACGCTCTATTTGGGTTCGGTGCGCAACGATGCGGAAGCCGTG * 
CACAAATTGCTTGGCCTTCCACCTGAGATCGTGCCTGTCGTGGGCTTGGAAATGGGGCATGCGGATCCG 
CCTGAACCTGCCGGAATTAAACCTCCCCTGCCACAAGAAGCCATTGTTCACTGGGATACCTACACCGAG -r. 
AAAAACCTCGAACTTATCGATTCCTACGACCGCGCCCTCGACACTTACTATTCTCGCTACGGCCAGCAC. ■ 
CAGCTCTGGTCGAAGCAGACGGCGCATAGGGCGGCGTCGAAAAGCTTTTCAAAAACCAACAGGCAGTTC 
CTTAGGGGCGTGTTTGAGCGCGCCGGGTTTGGGCTGAGA 

RXS02560 - 3' -Region 
TAAAAGCATGATTATGGACGCCT 

RXS02578 - 5' -Region 

GGCAAAAATGAGGAACAGCACGCCCGCAATAATGAGGACCGTTGGAGATCGCT.TCATAAAAACAGCCCA 
CACCTTTCCGCTAAACTCGCATGTTGAAATA 

RXS02578 - coding Region 

ATGTCTACCCAATCATATGCACCCATCCGCCATCGCGGATTCATCAGCTCACTCGAGGGACTACGCGCA 
ATCGCCTCCCTGGGAGTCTTGGCGACCCACGTTGCATTCCAAACCTCCGTCGACCCCGCCAGCAACATC 
GGTGCAGTACTCGCGCGTTTCGACTTTTTCGTCGCCGTCTTCTTCGCCCTCTCCGCCTTCGTTCTTTGG 
CGACGCCGCGCCGGGCAACCAGTGGGACTGTACTACCTCAAACGCCTAGCCCGCATCATGCCCGCATAC 
TGGGCAACGGTCATTGCAGTCCTGCTGTTTATTCCCACCGGCCCCTGGTTAGCCAACCTGACGATGACC 
CAAATCTACTGGCCAGACGGGCTCATGACAGGCCTCACCCACCTTTGGTCCCTGTGCGTGGAAGTGGCG 
TTTTACCTGGTGATGCCGCTTCTCGCGTGGGTGTTGGATAGGTTTGGTCGGCCGGTGCGCATCCTGTTG 
ATTGTTGGTGGGGCAGTGTTGAGTCTGGCGTGGCCGTGGATTCCCCTTGTGGAGCATGCGTTGGACGAG 
GGGTGGGCGAACATGCAGATCTGGCCACCCGCTTACGCTTGCTGGTTTGCAGTCGGCATGATCGCCGCA 
GAAATTGAAGGAGTTCGATTCCCACGGGTTCCGAGCTTTGTGTGGGTGGGTTTAGCTTTAGTGGTCGCT 
TGGATCGCGGGCCAAGAATGGTTCGGACCACTAGGTTTAGTGCACCCCAGCCCCTGGGAATTCAACTTA 
AGAGTCCTCGCGGGCACACTTTTCGCTGTATTTCTGGTGGTTCCCTACGCGCTGGGTACGCCCTCTCGG 
CTTCTTGATTCCAGTTGGATGAAAACGCTCGGCACCTGGTCGTATTCCATCTTCCTCTGGCACCTTCCC 
GTGCTGACGATTGTGTTCCCACTGCTCGGGTTGCCTTTATTTAGTGGAAATTTCCTGTTGGTGTTCATC 
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GTGACGGTCTTGTTGACGATCCCAGTTGCCGCCATCAGCTACACCTTCATCGAAGAGCCCATCAGCGGT 
GGACCCGGCGCGCCATTCAGGCTGGGGGTCGTTAGGATTCACCATTTTTCTGGGGGTAGGTCTGGAAAA 

RXS02578 - 3' -Region 
TGATGAATTGGCACCACGTCAAG 

RXS02741 - 5' -Region 

ACTGGTCACCTGGTTTGGTCTGCACTCTGACTCCCCTCAAAAGGGCACAATTTGGTCAATTTCCCAACC 
TTGTCTTTCAGTCATGGTTAGTGTGGGAACC 

RXS02741 - coding Region 

ATGAAGGCAATCTTAGTTTCCCGCACCGGCGGACCAGAGGTGTTGGAGTTCACCGACACTGACGCCCCA 
AAGCCCACTGATGATCAGGTTTTAGTTGAAGTTGATATGGCTGGCGTCAACTTTATTGATACTTACTAT 
CGCCAGGGTGAATATCACGCTCGCCTGCCGTTTATCCCAGGTTTTGAAGGCACTGGTCGGGTGTTGGAG 
GATCCGCAGGGGTTGATTGCGGCGGGTACCAAGGTGGCGTGGTGTGATGCCATGGGTTCGTATGCTCAG 
CAGGTGTGTGTGCCGCGGGATCGCTTGGTGGCGGTTCCCGAGGGCGTGAGTTCGGAAGTGGCTGCGTCG 
ATGTTGATGCAGGGAATCACTGCGCATTATCTAACCAATGGTGTGTATGAGCTTGAAGAGGGCGATTCT 
TGCCTCATCACTGCTGGCGCGGGTGGTGTTGGATTGTTGGCTACGCAGATGGCGGCGGCCAAGGGAGTG 
CGCGTGTACAGCGTGGTGTCCACGGATGAAAAAGCTGAGCTTGCTTTGGATGCCGGTGCTTATGAGGTG 
TTTCGTTATTCCGATAATTTGGCGGAGCAGGTTCGTCGGCACAACGGGGGTCGCGGAGTTGATGTGGTG 
TATGACGGTGTCGGCCAGTCCACGTTCAATGAGTCCTTAGAGGCTGTTCG.TCCGCGCGGCACTGTGTGT 
TTGTTTGGTGCGGCGTCGGGTCCTGTGGAGCCTTTTGATCCGCAGCTGTTGAACACTCACGGTTCGATC 
TTCTTGACCCGCCCAAGCATTGGCGCGTGGACGTCTGAGGAGGGCGAATTTGCCAAGCGTGCACAGGCG 
GTCACGCAGGCCATCGTCGAAGGCACCTTGCGGGTTCGCGTTACTGGCACATATTCGCTTGCCGACGCC 
TACATCGCCCACCGCGACCTTCAGGCGCGTAGCACGAGCGGTTCTTTGGTCTTGGAAATCCCGAAGGAC 

RXS02741 - 3' -Region 
TAAACACGCATAAAAAGATCCTG 

RXS03058 - 5' -Region 

ACGAGCTTCCGCTCTGCACAAGCCGCTAGAAGCCCCGCATAGCCCTAATGTAGAGCTCATGCCCATTTG 
GAATCACAACACCGCATATCGGCCATGGCTG 

RXS03058 - coding Region 

GTGTCAAAGCTCAAAGGCTCAAGATCGCTTCTCGACGTCGGCTCCGGCGATCACTCCTTCGCCGACCTG 
GCCGGCCGCCAGGTCGCGCATGTCGATGTCGTGGATCCTCTTATTAATACAACCTTTGAAGAATTCCAG 
CCGACCCAAAGCTACGATGCCATCACGTTCATCGCGTCCCTCCATCACATGAACGCGGAAGAAGGACTT 
AACAAAGCAGTCCGAATCCTCAATCCTGGCGGCAAGCTCCTCATCGTAGGCCTCGCCAAAAACAAAACC 
GCCTCCGACTGGATCATCTCCGGACTACAAGCTTTTCTCTCCCGACCAATCAGCCTCATCAATAGGGAA 
CAACAAATCTACCCCTTCCCTACCAAAGAACCCTCAGAGAGTCTCCACGAAATACGACAACTCACCAAG 
CAGCTCCTCCCTCACCGCCGTATTCGCCGTGGAATCCACTTCCGATACCTCCTCGAGTGGACAAAGCCT 

RXS03058 - 3' -Region 
TAAACAGCCCTATAAACCAAAAA 

RXS03061 - 5' -Region 

CTGCCACCACTGGTCATTGCAGAGGACACTCTCCGTGATGGTCTTCAGGTGTTAGTCGCAGCCCTAGAG 
CGCGAAACCGCGCACCAGAAGGTGGGCTAAA 

RXS03061 - coding Region 

GTGTCTTTGACCTTCCCAGTAATCAACCCCAGCGATGGCTCCACCATCACCGAGCTAGAAAACCACGAT 
TCCACCCAGTGGATGTCCGCGCTCTCTGATGCAGTTGCAGCTGGTCCTTCATGGGCTGCGAAAACTCCC 
CGCGAAAGATCCGTGGTACTCACCGCAATCTTCGAAGCACTGACCGAACGCGCCCAAGAACTTGCAGAG 
ATCATCCACCTGGAAGCTGGAAAATCCGATGCAGAAGCTCTTGGTGAAGTCGCTTATGGTGCAGAATAC 
TTCCGTTGGTTTGCGGAAGAAGCAGTGCGCCTGCCCGGCCGCTACGGACAGTCA 

RXS03119 - 5' -Region 

TGGGAGGTGTCGCACCT^AGTACTTTTGCGAAGCGCCATCTGACGGATTTTCAAAAGATGTATATGCTCG 
GTGCGGAAACCTACGAAAGGATTTTTTACCC 

RXS03119 - coding Region 
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ATGGCTGTATACGAACTCCCAGAACTCGACTACGCATACGACGCTCTCGAGCCACACATCGTCGCTGAA 
ATCATGGAGCTTGACCAGTCCAAGGACCACGCAACCTACGTTGCGGGCGCAAATGCAGCACTC 

RXS03119 - 3' -Region 
TAG G C AC T AG AG AAG G C AC G C G A 

RXS03120 - 5' -Region 

CTGGGCAGTTCTTGGGTACGACCACATATCCGGTCGCCTGGTTATCGAGCAGCTCACCGACCAGGAGGG 
CAACATCTCCTTCGACATCACCCCAGTTCTG 

RXS03120 - coding Region 

ATGCTCGATATGTGGGAGCACGCTTTCTACCTGCAGTACATGAACGTTAAGGCAGATTACGTCAAGGCT 
GTTTGGAACGTCTTCAACTGGGACGACGCAAGAGCACGCTTCGCAGCAGCTTCCAAG 

RXS03120 - 3' -Region 
TAAGCATTTTTAGTCCGTGCAAT 

RXS03150 - 5' -Region 

TTTAACAGAGTGCGTTTCAATGCCTGTAGTGTTCCGGCAATTTTGAATGTCGTTACGGTTACCCAAGGC 
T G AAT T C C T G AGC TC AC CT T G T AC AAG AT C A 

RXS03150 - coding Region 

GTGGAAGCCCAGTTCACCTCTCCCCTGCTCAACAATGGGCAAACCTGTTTCCTTGGTACCCGAATCCTT 
GCTCCAAAATCACGTTACGCGGAAGTAGTCGATGCATTCACCGCTTTCGCTGGCAGCCTGCAGGTTGGA 
GTCACGTCCTCCCCTGACACTCAGATCGGACCGATGGCGACTGCCCGGCAGCGTGAGCGCGTGGAATCC 
TACATTTCCCAAGGCAAAAATGCTGGAGCCCGCATCACTGTCGGTGGCAGCCGTCCACGAGATCTTGAC 
GCCGGATTCTTCGTTGAGCCAACAGTGTTCGCCGATGTAGACAATCGCGCAGCCATTGCCCAAGATGAA 
ATCTTCGGACCGGTGCCCTCTGTTGTTTCCTACCAAGACGATGAACACGCCATCCAACTAGCCAACGAT 
TCCGAATTCGGTCTCGGCGGAACTGTCTGGACGAGCGATCCCGAGCGCGGCGCTGCATTGGCCCGCCGA 
GTTCACACAGGAACCATTGGCATCAACCGCTATATCCCTGATCCCGCCGCACCATTTGGAGGTGTGAAA 
AACAGTGGCCTTGGCAGAGAACTCGGCCCCGAAGGTCTTGCTTCCTACCAAGAAACCCAAACCATTTAT 
CTC 

RXS03150 - 3' -Region 
TAATCCAAACTGCACCTATATAT 

RXS03218 - 5' -Region 

TTGGTACGGGGGTTAACAACCTAGCTTTGTATCTGAAGGCTTCGGAGATTTCCTGTATACATCAACAAT 
"TGCCCTTTAACCAGGAGTATTCTTAGCTTCT 

RXS03218 - coding Region 

ATGACTCCTGATCTTGCAGCTTTTCTGGACAAACTTTATGCGGAGGGGCAGGAATTf GATGCAGAGCAA 
CCGGATCGGCTTGATCGCAGGAGAAACCTTGAAT.CTGAAAGCGCTGCGCTACTTCGCTCGCTCATCTAC 
GGAATTAGTCCAAAGTCAGTTCTCGAGCTAGGCACATCCAATGGTTACTCGACTATTTGGATGGCAGAT 
GTCGTGAATTTAACAACAGTAGACAATGATCCTGAGCGGTCTTTGGATGCTGCAGCAAACCTTCGCGCC 
GCTGGAGTTGAAGAAAAAGTTCAACGAATCGTCGCCGATGGAGCAACCGTACTTGCCGATTCCGCCGAT 
GAACAATGGGATTTCATTTTCCTTGATGCCGAACAATCACTCTATGTAAATTGGTGGCCTGACCTGCAA 

RXS03218 - 3' -Region 
TGAGTTCTAGCAAATGGCGGCTTGTTAGTG 
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